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28 Human Secreted Proteins 

Field of the Invention 

This invention relates to newly identified polynucleotides, polypeptides 
encoded by these polynucleotides, antibodies that bind these polypeptides, uses of 
5 such polynucleotides, polypeptides, and antibodies, and their production. 

Background of the Invention 
Unlike bacterium, which exist as a single compartment surrounded by a 
membrane, human cells and other eucaryotes are subdivided by membranes into many 
functionally distinct compartments. Each membrane-bounded compartment, or 
10 organelle, contains different proteins essential for the function of the organelle. The 
cell uses "sorting signals," which are amino acid motifs located within the protein, to 
target proteins to particular cellular organelles. 

One type of sorting signal, called a signal sequence, a signal peptide, or a 
leader sequence, directs a class of proteins to an organelle called the endoplasmic 
15 reticulum (ER). The ER separates the membrane-bounded proteins from all other 
types of proteins. Once localized to the ER, both groups of proteins can be further 
directed to another organelle called the Golgi apparatus. Here, the Golgi distributes 
the proteins to vesicles, including secretory vesicles, the cell membrane, lysosomes, 
and the other organelles. 
20 Proteins targeted to the ER by a signal sequence can be released into the 

extracellular space as a secreted protein. For example, vesicles containing secreted 
proteins can fuse with the cell membrane and release their contents into the 
extracellular space - a process called exocytosis. Exocytosis can occur constitutively 
or after receipt of a triggering signal. In the latter case, the proteins are stored in 
25 secretory vesicles (or secretory granules) until exocytosis is triggered. Similarly, 
proteins residing on the cell membrane can also be secreted into the extracellular 
space by proteolytic cleavage of a "linker" holding the protein to the membrane. 

Despite the great progress made in recent years, only a small number of genes 
encoding human secreted proteins have been identified. These secreted proteins 
30 include the commercially valuable human insulin, interferon, Factor VIII, human 
growth hormone, tissue plasminogen activator, and erythropoeitin. Thus, in light of 
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the pervasive role of secreted proteins in human physiology, a need exists for 
identifying and characterizing novel human secreted proteins and the genes that 
encode them. This knowledge will allow one to detect, to treat, and to prevent 
medical diseases, disorders, and/or conditions by using secreted proteins or the genes 
5 that encode them. 

Summary of the Invention 

The present invention relates to novel polynucleotides and the encoded 
polypeptides. Moreover, the present invention relates to vectors, host cells, 

10 antibodies, and recombinant and synthetic methods for producing the polypeptides 
and polynucleotides. Also provided are diagnostic methods for detecting diseases, 
disorders, and/or conditions related to the polypeptides and polynucleotides, and 
therapeutic methods for treating such diseases, disorders, and/or conditions. The 
invention further relates to screening methods for identifying binding partners of the 

15 polypeptides. 

Detailed Description 

Definitions 

The following definitions are provided to facilitate understanding of certain 

20 terms used throughout this specification. 

In the present invention, "isolated" refers to material removed from its original 
environment (e.g., the natural environment if it is naturally occurring), and thus is 
altered "by the hand of man" from its natural state. For example, an isolated 
polynucleotide could be part of a vector or a composition of matter, or could be 

25 contained within a cell, and still be "isolated" because that vector, composition of 
matter, or particular cell is not the original environment of the polynucleotide. The 
term "isolated" does not refer to genomic or cDNA libraries, whole cell total or 
mRNA preparations, genomic DNA preparations (including those separated by 
electrophoresis and transferred onto blots), sheared whole cell genomic DNA 

30 preparations or other compositions where the art demonstrates no distinguishing 
features of the polynucleotide/sequences of the present invention. 
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In the present invention, a "secreted" protein refers to those proteins capable 
of being directed to the ER, secretory vesicles, or the extracellular space as a result of 
a signal sequence, as well as those proteins released into the extracellular space 
5 without necessarily containing a signal sequence. If the secreted protein is released 
into the extracellular space, the secreted protein can undergo extracellular processing 
to produce a "mature" protein. Release into the extracellular space can occur by many 
mechanisms, including exocytosis and proteolytic cleavage. 

In specific embodiments, the polynucleotides of the invention are at least 15, 

10 at least 30, at least 50, at least 100, at least 125, at least 500, or at least 1000 

continuous nucleotides but are less than or equal to 300 kb, 200 kb, 100 kb, 50 kb, 15 
kb, 10 kb, 7.5 kb, 5 kb, 2.5 kb, 2.0 kb, or 1 kb, in length. In a further embodiment, 
polynucleotides of the invention comprise a portion of the coding sequences, as 
disclosed herein, but do not comprise all or a portion of any intron. In another 

1 5 embodiment, the polynucleotides comprising coding sequences do not contain coding 
sequences of a genomic flanking gene (i.e., 5' or 3* to the gene of interest in the 
genome). In other embodiments, the polynucleotides of the invention do not contain 
the coding sequence of more than 1000, 500, 250, 100, 50, 25, 20, 15, 10, 5, 4, 3, 2, or 
1 genomic flanking gene(s). 

20 As used herein, a "polynucleotide" refers to a molecule having a nucleic acid 

sequence contained in SEQ ID NO:X or the cDNA contained within the clone 
deposited with the ATCC. For example, the polynucleotide can contain the 
nucleotide sequence of the full length cDNA sequence, including the 5' and 3 ? 
untranslated sequences, the coding region, with or without the signal sequence, the 

25 secreted protein coding region, as well as fragments, epitopes, domains, and variants 
of the nucleic acid sequence. Moreover, as used herein, a "polypeptide" refers to a 
molecule having the translated amino acid sequence generated from the 
polynucleotide as broadly defined. 

In the present invention, the full length sequence identified as SEQ ID NO:X 

30 was often generated by overlapping sequences contained in multiple clones (contig 
analysis). A representative clone containing all or most of the sequence for SEQ ID 
NO:X was deposited with the American Type Culture Collection ("ATCC"). As 
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shown in Table 1, each clone is identified by a cDNA Clone ID (Identifier) and the 
ATCC Deposit Number. The ATCC is located at 10801 University Boulevard, 
Manassas, Virginia 201 10-2209, USA. The ATCC deposit was made pursuant to the 
terms of the Budapest Treaty on the international recognition of the deposit of 
5 microorganisms for purposes of patent procedure. 

A "polynucleotide" of the present invention also includes those 
polynucleotides capable of hybridizing, under stringent hybridization conditions, to 
sequences contained in SEQ ID NO:X, the complement thereof, or the cDNA within 
the clone deposited with the ATCC. "Stringent hybridization conditions" refers to an 

10 overnight incubation at 42 degree C in a solution comprising 50% formamide, 5x SSC 
(750 mM NaCl, 75 mM trisodium citrate), 50 mM sodium phosphate (pH 7.6), 5x 
Denhardt's solution, 10% dextran sulfate, and 20 ng/ml denatured, sheared salmon 
sperm DNA, followed by washing the filters in 0.1 x SSC at about 65 degree C. 
Also contemplated are nucleic acid molecules that hybridize to the 

1 5 polynucleotides of the present invention at lower stringency hybridization conditions. 
Changes in the stringency of hybridization and signal detection are primarily 
accomplished through the manipulation of formamide concentration (lower 
percentages of formamide result in lowered stringency); salt conditions, or 
temperature. For example, lower stringency conditions include an overnight 

20 incubation at 37 degree C in a solution comprising 6X SSPE (20X SSPE = 3M NaCl; 
0.2M NaH 2 P0 4 ; 0.02M EDTA, pH 7.4), 0.5% SDS, 30% formamide, 100 ug/ml 
salmon sperm blocking DNA; followed by washes at 50 degree C with 1XSSPE, 
0.1% SDS. In addition, to achieve even lower stringency, washes performed 
following stringent hybridization can be done at higher salt concentrations (e.g. 5X 

25 SSC). 

Note that variations in the above conditions may be accomplished through the 
inclusion and/or substitution of alternate blocking reagents used to suppress 
background in hybridization experiments. Typical blocking reagents include 
Denhardt's reagent, BLOTTO, heparin, denatured salmon sperm DNA, and 
30 commercially available proprietary formulations. The inclusion of specific blocking 
reagents may require modification of the hybridization conditions described above, 
due to problems with compatibility. 
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Of course, a polynucleotide which hybridizes only to polyA+ sequences (such 
as any 3' terminal polyA+ tract of a cDNA shown in the sequence listing), or to a 
complementary stretch of T (or U) residues, would not be included in the definition of 
"polynucleotide," since such a polynucleotide would hybridize to any nucleic acid 
5 molecule containing a poly (A) stretch or the complement thereof (e.g., practically 
any double-stranded cDNA clone generated using oligo dT as a primer). 

The polynucleotide of the present invention can be composed of any 
polyribonucleotide or polydeoxribonucleotide, which may be unmodified RNA or 
DNA or modified RNA or DNA. For example, polynucleotides can be composed of 

10 single- and double-stranded DNA, DNA that is a mixture of single- and double- 
stranded regions, single- and double-stranded RNA, and RNA that is mixture of 
single- and double-stranded regions, hybrid molecules comprising DNA and RNA 
that may be single-stranded or, more typically, double-stranded or a mixture of single- 
and double-stranded regions. In addition, the polynucleotide can be composed of 

1 5 triple-stranded regions comprising RNA or DNA or both RNA and DNA. A 
polynucleotide may also contain one or more modified bases or DNA or RNA 
backbones modified for stability or for other reasons. "Modified" bases include, for 
example, tritylated bases and unusual bases such as inosine. A variety of 
modifications can be made to DNA and RNA; thus, "polynucleotide" embraces 

20 chemically, enzymatically, or metabolically modified forms. 

The polypeptide of the present invention can be composed of amino acids 
joined to each other by peptide bonds or modified peptide bonds, i.e., peptide 
isosteres, and may contain amino acids other than the 20 gene-encoded amino acids. 
The polypeptides may be modified by either natural processes, such as 

25 posttranslational processing, or by chemical modification techniques which are well 
known in the art. Such modifications are well described in basic texts and in more 
detailed monographs, as well as in a voluminous research literature. Modifications 
can occur anywhere in a polypeptide, including the peptide backbone, the amino acid 
side-chains and the amino or carboxyl termini. It will be appreciated that the same 

30 type of modification may be present in the same or varying degrees at several sites in 
a given polypeptide. Also, a given polypeptide may contain many types of 
modifications. Polypeptides may be branched , for example, as a result of 



WO 01/34627 PO7US00/30628 

6 

ubiquitination, and they may be cyclic, with or without branching. Cyclic, branched, 
and branched cyclic polypeptides may result from posttranslation natural processes or 
may be made by synthetic methods. Modifications include acetylation, acylation, 
ADP-ribosylation, amidation, covalent attachment of flavin, covalent attachment of a 

5 heme moiety, covalent attachment of a nucleotide or nucleotide derivative, covalent 
attachment of a lipid or lipid derivative, covalent attachment of phosphotidylinositol, 
cross-linking, cyclization, disulfide bond formation, demethylation, formation of 
covalent cross-links, formation of cysteine, formation of pyroglutamate, formylation, 
gamma-carboxylation, glycosylation, GPI anchor formation, hydroxylation, 

10 iodination, methylation, myristoylation, oxidation, pegylation, proteolytic processing, 
phosphorylation, prenylation, racemization, selenoylation, sulfation, transfer-RNA 
mediated addition of amino acids to proteins such as arginylation, and ubiquitination. 
(See, for instance, PROTEINS - STRUCTURE AND MOLECULAR PROPERTIES, 
2nd Ed., T. E. Creighton,W. H. Freeman and Company, New York (1993); 

1 5 POSTTRANSLATIONAL COVALENT MODIFICATION OF PROTEINS, B. C. 
Johnson, Ed., Academic Press, New York, pgs. 1-12 (1983); Seifter et al., Meth 
Enzymol 182:626-646 (1990); Rattan et al, Ann NY Acad Sci 663:48-62 (1992).) 

"SEQ ID NO:X" refers to a polynucleotide sequence while "SEQ ID NO:Y" 
refers to a polypeptide sequence, both sequences identified by an integer specified in 

20 Table 1. 

"A polypeptide having biological activity" refers to polypeptides exhibiting 
activity similar, but not necessarily identical to, an activity of a polypeptide of the 
present invention, including mature forms, as measured in a particular biological 
assay, with or without dose dependency. In the case where dose dependency does 

25 exist, it need not be identical to that of the polypeptide, but rather substantially similar 
to the dose-dependence in a given activity as compared to the polypeptide of the 
present invention (i.e., the candidate polypeptide will exhibit greater activity or not 
more than about 25-fold less and, preferably, not more than about tenfold less 
activity, and most preferably, not more than about three-fold less activity relative to 

30 the polypeptide of the present invention.) 

Many proteins (and translated DNA sequences) contain regions where the 
amino acid composition is highly biased toward a small subset of the available 
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residues. For example, membrane spanning domains and signal peptides (which are 
also membrane spanning) typically contain long stretches where Leucine (L), Valine 
(V), Alanine (A), and Isoleucine (I) predominate. Poly-Adenosine tracts (polyA) at 
the end of cDNAs appear in forward translations as poly-Lysine (poly-K) and poly- 
5 Phenylalanine (poly-F) when the reverse complement is translated. These regions are 
often referred to as "low complexity" regions. 

Such regions can cause database similarity search programs such as BLAST to 
find high-scoring sequence matches that do not imply true homology. The problem is 
exacerbated by the fact that most weight matrices (used to score the alignments 

1 0 generated by BLAST) give a match between any of a group of hydrophobic amino 
acids (L,V and I) that are commonly found in certain low complexity regions almost 
as high a score as for exact matches. 

In order to compensate for this, BLASTX.2 (version 2.0a5MP-WashU) 
employs two filters ("seg" and "xnu") which "mask" the low complexity regions in a 

1 5 particular sequence. These filters parse the sequence for such regions, and create a 
new sequence in which the amino acids in the low complexity region have been 
replaced with the character "X". This is then used as the input sequence (sometimes 
referred to herein as "Query" and/or "Q") to the BLASTX program. While this 
regime helps to ensure that high-scoring matches represent true homology, there is a 

20 negative consequence in that the BLASTX program uses the query sequence that has 
been masked by the filters to draw alignments. 

Thus, a stretch of "X"s in an alignment shown in the following application 
does not necessarily indicate that either the underlying DNA sequence or the 
translated protein sequence is unknown or uncertain. Nor is the presence of such 

25 stretches meant to indicate that the sequence is identical or not identical to the 
sequence disclosed in the alignment of the present invention. Such stretches may 
simply indicate that the BLASTX program masked amino acids in that region due to 
the detection of a low complexity region, as defined above. In all cases, the reference 
sequence(s) (sometimes referred to herein as "Subject", "Sbjct", and/or "S") indicated 

30 in the specification, sequence table (Table 1), and/or the deposited clone is (are) the 
definitive embodiment(s) of the present invention, and should not be construed as 
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limiting the present invention to the partial sequence shown in an alignment, unless 
specifically noted otherwise herein. 



Polynucleotides and Polypeptides of the Invention 

FEATURES OF PROTEIN ENCODED BY GENE NO: 1 

The computer algorithm BLASTX has been used to determine that the 
translation product of this gene shares sequence homology with, as a non-limiting 
example, the sequence accessible through the following database accession no. 
dbj|BAA00321.1| (all information available through the recited accession number is 
incorporated herein by reference) which is described therein as "| polyprotein 
precursor [Homo sapiens]" A partial alignment demonstrating the observed homology 
is shown immediately below. 



>dbj |BAA00321 . 1 | polyprotein precursor [Homo sapiens] >pir | JX0061 |SAHUP saposin 
precursor - human 
Length =527 

Plus Strand HSPs: 

Score * 509 (179.2 bits), Expect = 5.0e-66, Sum P(2) « 5.0e-66 
Identities « 122/345 (35%), Positives = 201/345 (58%), Frame « +1 

NGPLTFHPRQAPBGALCQDCVRQVSRLQEAVRSNLTLADL- - - N I QEQCES LG PGLA VLC 384 
+GP + P+ G +CQDC++ V+ +Q AVR+N T +++E+C+ LGPG+A +C 



KNY+ Q+ A Q + + P+E+C GFC+E+ T +V + + +P+LEL 



P K+ E+ K+ V CEVC +V+++ + +N +E I A +++CS +P S+++EC 



+VDTY S++ L+ +++PE VC + LC G R A VH V P+ G F 

EWDTYGSSILS ILLEEVS PELVCSMLHLCSGTRLPALTVH VTQPK DGGF 411 



CK+L+ NLE STK++IL A + GCS LP P 4-C 



Q: 


214 


S: 


* 183 


Q: 


385 


S: 


242 


Q: 


544 


S: 


302 


Q: 


724 


S: 


362 


Q: 


898 


S: 


412 



Q: 1078 DMMG PRG - CVQEGGG PGTA PR PHLLGTDQXGLAQAXGARTKKAAS FGN ALQHWQKHGW 1248 

++M P C++ G P +A +P LLGT++ + + + A+ NA++H ++H W 

S: 471 EVMDPSFVCLKIGACP-SAHKP-LLGTEKCIWGPSYWCQNTETAAQCNAVEHCKRHVW 526 
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The segment of dbj[BAA00321.1| that is shown as "S" above is set out in the 
sequence listing as SEQ ID NO: 171 Based on the structural similarity these 
homologous polypeptides are expected to share at least some biological activities. 
Such activities are known in the art, some of which are described elsewhere herein. 
5 Assays for determining such activities are also known in the art, some of which have 
been described elsewhere herein. Preferred polypeptides of the invention comprise a 
polypeptide having the amino acid sequence set out in the sequence listing as SEQ ID 
NO: 172 which corresponds to the Q sequence in the alignment shown above (gaps 
introduced in a sequence by the computer are, of course, removed). Moreover, 

1 0 fragments and variants of these polypeptides (such as, for example, fragments as 
described herein, polypeptides at least 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 
99% identical to these polypeptides and polypeptides encoded by the polynucleotide 
which hybridizes, under stringent conditions, to the polynucleotide encoding these 
polypeptides ) are encompassed by the invention. Antibodies that bind polypeptides 

15 of the invention are also encompassed by the invention. Polynucleotides encoding 
these polypeptides are also encompassed by the invention. 

This gene is expressed primarily in healing abdomen wound tissue, 15 days 
post incision. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
20 differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders involving wound healing. Similarly, polypeptides and 
antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
25 disorders of the above tissues or cells, particularly of healing wound tissues, 
expression of this gene at significantly higher or lower levels may be routinely 
detected in certain tissues or cell types (e.g., cancerous and wounded tissues) or 
bodily fluids (e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or 
another tissue or sample taken from an individual having such a disorder, relative to 
30 the standard gene expression level, i.e., the expression level in healthy tissue or bodily 
fluid from an individual not having the disorder. 



WO 01/34627 



PCT/US00/30628 



Based upon the tissue distribution, this gene product may play roles in wound 
healing, inflammation, arthritis, tissue rejection, fibrosis, and scarring. Based upon the 
homology, this gene product may have additional roles. Homology searches reveal 
that translation products corresponding to this gene share sequence similarity with 
5 sulfatide activator protein, also known as S AP-1 . The physiological function pf S AP- 
1 is to stimulate hydrolysis of sulfatide by arylsulfatase A in vivo. A genetic defect in 
the sulfatide activator results in a metabolic disorder similar to classical 
metachromatic leukodystrophy, which is itself caused by a genetic defect in 
arylsulfatase A. Thus, polynucleotides, translation products and antibodies 

10 corresponding to this gene may have utility in ameliorating similar metabolic defects. 
Homologous proteins called prosaposins have demonstrated effects on promotion of 
neurite outgrowth in vitro. Prosaponin and saposin-C also promoted nerve cell 
myelination ex vivo. Additionally, translation products corresponding to this gene, as 
well as antibodies directed against these translation products, may show utility as a 

15 tumor marker and/or immunotherapy targets for the above listed tissues. 



FEATURES OF PROTEIN ENCODED BY GENE NO: 2 

20 This gene is expressed in tissues that are rapidly proliferating and/or 

differentiating/dedifferentiating, such as various tumor and fetal tissues. Specifically 
the transcript is found in the following tissues/cDNA libraries: Soares_testis_NHT; 
Soares_fetal_liver_spleen_lNFLSJSl; Human Endometrial Tumor; Soares infant 
brain 1NIB; and to a lesser extent in a variety of normal and transformed tissues and 

25 cell lines. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
proliferative diseases and/or disorders. Similarly, polypeptides and antibodies directed 
30 to these polypeptides are useful in providing immunological probes for differential 
identification of the tissue(s) or cell type(s). For a number of disorders of the above 
tissues or cells, particularly of proliferating tissues and/or cells, expression of this 
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gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., proliferating, cancerous and wounded tissues) or bodily 
fluids (e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another 
tissue or sample taken from an individual having such a disorder, relative to the 
5 standard gene expression level, i.e., the expression level in healthy tissue or bodily 
fluid from an individual not having the disorder. 

The presence of the transcript for this gene in tissues/cDNA libraries with high 
rates of proliferation such as tumors, fetal tissue, placenta, testes, and colon indicates 
a role for this gene in control of cell proliferation and/or differentiation. Thus, 
10 polypeptides and polynucleotides of the invention are useful in the diagnosis and 
treatment of a variety of cancers and other proliferative disorders. Additionally, 
translation products corresponding to this gene, as well as antibodies directed against 
these translation products, may show utility as a tumor marker and/or immunotherapy 
targets for the above listed tissues. 

15 

FEATURES OF PROTEIN ENCODED BY GENE NO: 3 

This gene is expressed in immune system cells; specifically the transcript for 
20 this gene has been detected in the following tissues/cDNA libraries: primary dendritic 
cells, activated monocytes, and T helper cells. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
25 diseases and/or disorders of the immune system. Similarly, polypeptides and 
antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the immune system, expression 
of this gene at significantly higher or lower levels may be routinely detected in certain 
30 tissues or cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids 
(e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
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expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

The specificity of this transcript for immune system cells (dendritic cells, 
monocytes, and T-helper cells) indicates that polypeptides and polynucleotides of the 

5 invention are involved in the control and/or modulation of the immune response. As 
such, it (or antagonists to the protein) might be useful in the diagnosis and/or 
treatment of a variety of immune disorders, either by increasing a deficient immune 
response (ADDS, age-related immune suppression, chemotherapy, radiation exposure) 
or by reducing an inappropriate immune response (lupus and other autoimmune 

10 disorders, allergic reactions, etc.). Additionally, translation products corresponding to 
this gene, as well as antibodies directed against these translation products, may show 
utility as a tumor marker and/or immunotherapy targets for the above listed tissues. 



1 5 FEATURES OF PROTEIN ENCODED BY GENE NO: 4 

This gene is expressed in immune system tissues and cells, such as primary 
dendritic cells. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
20 differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
immune system diseases and/or disorders. Similarly, polypeptides and antibodies 
directed to these polypeptides are useful in providing immunological probes for 
differential identification of the tissue(s) or cell type(s). For a number of disorders of 
25 the above tissues or cells, particularly of the immune system, expression of this gene 
at significantly higher or lower levels may be routinely detected in certain tissues or 
cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids (e.g., 
lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
30 expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 
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The tissue distribution in primary dendritic cells indicates that polypeptides 
and polynucleotides of the invention are useful for the diagnosis and/or treatment of a 
variety of immune system disorders. Representative uses are described in the 
"Immune Activity" and "Infectious Disease" sections below, in Example 1 1, 13, 14, 

5 16, 18, 19, 20, and 27, and elsewhere herein. Briefly, the expression indicates a role in 
regulating the proliferation; survival; differentiation; and/or activation of 
hematopoietic cell lineages, including blood stem cells. Involvement in the regulation 
of cytokine production, antigen presentation, or other processes indicates a usefulness 
for treatment of cancer (e.g. by boosting immune responses). Expression in cells of 

10 lymphoid origin indicates the natural gene product would be involved in immune 
functions. Therefore it would also be useful as an agent for immunological disorders 
including arthritis, asthma, immunodeficiency diseases such as AIDS, leukemia, 
rheumatoid arthritis, granulomatous disease, inflammatory bowel disease, sepsis, 
acne, neutropenia, neutrophilia, psoriasis, hypersensitivities, such as T-cell mediated 

15 cytotoxicity; immune reactions to transplanted organs and tissues, such as host- 
versus-graft and graft-versus-host diseases, or autoimmunity disorders, such as 
autoimmune infertility, lense tissue injury, demyelination, systemic lupus 
erythematosis, drug induced hemolytic anemia, rheumatoid arthritis, Sjogren's 
disease, and scleroderma. Moreover, the protein may represent a secreted factor that 

20 influences the differentiation or behavior of other blood cells, or that recruits 

hematopoietic cells to sites of injury. Thus, this gene product is thought to be useful 
in the expansion of stem cells and committed progenitors of various blood lineages, 
and in the differentiation and/or proliferation of various cell types. Furthermore, the 
protein may also be used to determine biological activity, raise antibodies, as tissue 

25 markers, to isolate cognate ligands or receptors, to identify agents that modulate their 
interactions, in addition to its use as a nutritional supplement. Protein, as well as, 
antibodies directed against the protein may show utility as a tumor marker and/or 
immunotherapy targets for the above listed tissues. 

30 



FEATURES OF PROTEIN ENCODED BY GENE NO: 5 
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The protein product of this gene is preferentially expressed in immune cells, 
particularly neutrophils, monocytes, Germinal center B-cells, chronic lymphocytic 
leukemia, activated T-cells, bone marrow and dendritic cells. In addition, it is 
expressed to a lesser extent in a variety of normal and transformed tissues and cell 
5 types. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the immune system. Similarly, polypeptides and 

10 antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the immune system, expression 
of this gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids 

15 (e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

The distribution of this transcript, primarily in immune and cancerous tissues 

20 (which tend to contain immune cells) indicates that polypeptides and polynucleotides 
of the invention are useful in immune modulation, and hence in the diagnosis and/or 
treatment of diseases and/or disorders caused by improper immune function. Such 
diseases and/or disorders include autoimmune disorders such as lupus and tissue 
rejection; and diseases caused by immune insufficiencies such as AIDS. Furthermore, 

25 the protein product of this gene might be useful in the diagnosis and/or treatment of 
cancer and other proliferative disorders. Additionally, translation products 
corresponding to this gene, as well as antibodies directed against these translation 
products, may show utility as a tumor marker and/or immunotherapy targets for the 
above listed tissues. 

30 

FEATURES OF PROTEIN ENCODED BY GENE NO: 6 
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This gene is expressed primarily in spleen from chronic lymphocytic leukemia 
and leukocytes; specifically in the following tissues/cDNA libraries: Spleen tissue 
from chronic lymphocytic leukemia patients, anergic and helper T-cells, and 
5 neutrophils. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the immune system. Similarly, polypeptides and 

10 antibodies directed to these polypeptides are useful in providing immunological 

probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the immune system, expression 
of this gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids 

15 (e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

The presence of this transcript exclusively in spleen and leukocytes indicates 

20 that translation products corresponding to this gene play a role in the control of the 
immune response. The association with Chronic lymphocytic leukemia indicates that 
translation products corresponding to this gene might be useful for the diagnosis 
and/or treatment of this disorder and other related disorders. Further, polynucleotides, 
translation products and antibodies corresponding to this gene might be useful to 

25 stimulate a immune response in other conditions (AIDS, age related immune 
deficiencies, chemotherapy, radiation exposure, etc) that result in immune 
suppression. Additionally, translation products corresponding to this gene, as well as 
antibodies directed against these translation products, may show utility as a tumor 
marker and/or immunotherapy targets for the above listed tissues. 

30 

FEATURES OF PROTEIN ENCODED BY GENE NO: 7 
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This gene is expressed in primary dendritic cells. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
5 and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the immune system. Similarly, polypeptides and 
antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the immune system, expression 

10 of this gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids 
(e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 

1 5 individual not having the disorder. 

Based on its expression in dendritic cells, this gene and its encoded 
polypeptides may be useful for the treatment and/or diagnosis of immune system 
disorders, especially those involving defective antigen presentation such as immune 
deficiency syndromes as well as autoimmune diseases in which self antigens are 

20 recognized (i.e., SLE and RA), and also in the treatment and/or diagnosis of cancer in 
which antigen presentation is thought to be useful in immune monitoring of neoplasia. 
More generally, the tissue distribution in primary dendritic cells indicates that 
polynucleotides, translation products and antibodies corresponding to this gene also 
strongly indicates a role for this protein in immune function and immune surveillance. 

25 Additionally, translation products corresponding to this gene, as well as antibodies 
directed against these translation products, may show utility as a tumor marker and/or 
immunotherapy targets for the above listed tissues. 

30 FEATURES OF PROTEIN ENCODED BY GENE NO: 8 

This gene is expressed in primary dendritic cells. 
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Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the immune system. Similarly, polypeptides and 
5 antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the immune system, expression 
of this gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids 

10 (e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

Based on its expression in dendritic cells, polynucleotides, translation 

15 products and antibodies corresponding to this gene may be useful for the treatment 
and/or diagnosis of immune system disorders, especially those involving defective 
antigen presentation such as immune deficiency syndromes, as well as autoimmune 
diseases in which self antigens are recognized (i.e., SLE and RA), and also in the 
treatment and/or diagnosis of cancer in which antigen presentation is thought to be 

20 useful in immune monitoring of neoplasia. More generally, the tissue distribution in 
primary dendritic cells indicates that polynucleotides, translation products and 
antibodies corresponding to this gene also strongly indicates a role for this protein in 
immune function and immune surveillance. Additionally, translation products 
corresponding to this gene, as well as antibodies directed against these translation 

25 products, may show utility as a tumor marker and/or immunotherapy targets for the 
above listed tissues. 

FEATURES OF PROTEIN ENCODED BY GENE NO: 9 

30 

This gene is expressed primarily in tissues and cell lines that show increased 
rates of proliferation. Specifically this transcript is found in the following 
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tissues/cDNA libraries: Human Esophagus, Cancer; NCI_CGAP_Co9; Human Fetal 
Dura Mater; Human Hypothalmus, Schizophrenia, Human Chondrosarcoma; Soares 
breast 2NbHbst; Human ovary; Hodgkin's Lymphoma It; Human Cerebellum; and 
Soares Pregnant uterus, and to a lesser extent in Testes; Whole 6 Week Old Embryo; 
5 Human (HCC) cell line liver (mouse) metastasis, remake; Human Colon Carcinoma 
(HCC) cell line; Human Umbilical Vein Endothelial Cells, fract. A; Adipocytes,re- 
excision; Human Fetal Bone, Lung, Cancer (4005163 B7): Invasive, Poorly Diff. 
Adenocarcinoma, Metastatic; Human Normal Breast; Human Fetal Epithelium (Skin); 
Human Osteosarcoma; Stratagene lung carcinoma 937218; Human Prostate Cancer, 
10 Stage B2; re-excision; Human Activated Monocytes; Human Osteoblasts II; 

Hemangiopericytoma; Synovial Fibroblasts (control); Human Testes Tumor; Human 
Amagdyla; Human Placenta; Smooth muscle,control; Pancreas Tumor PCA4 Tu; 
Human Endometrial Tumor; Colon tumor II; Soares fetal hear NbHH19W; and 
Soares NhHMPuSl. 

1 5 Polynucleotides and polypeptides of the invention are useful as reagents for 

differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
proliferative disorders. Similarly, polypeptides and antibodies directed to these 
polypeptides are useful in providing immunological probes for differential 

20 identification of the tissue(s) or cell type(s). For a number of disorders of the above 
tissues or cells, particularly relating to proliferative disorders, expression of this gene 
at significantly higher or lower levels may be routinely detected in certain tissues or 
cell types (e.g., proliferating, cancerous and wounded tissues) or bodily fluids (e.g., 
lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 

25 sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

The presence of this transcript in tissues and cell lines with high rates of 
proliferation (such as fetal and cancerous tissues) indicates a role in growth control. 

30 Thus, polynucleotides, translation products and antibodies corresponding to this gene 
might be useful for the diagnosis and/or treatment of cancer and/or other proliferative 
disorders. Additionally, translation products corresponding to this gene, as well as 
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antibodies directed against these translation products, may show utility as a tumor 
marker and/or immunotherapy targets for the above listed tissues. 



5 FEATURES OF PROTEIN ENCODED BY GENE NO: 10 

The protein product of this gene is an exact match to: anaphase-promoting 
complex subunit 2 [Homo sapiens] (Genbank reference gb|AAF05751.1). An 
alignment generated by the computer program BLASTX is shown below: 

10 



>gb|AAF05751 . 1 | AF191337_1 (AF191337) anaphase -promoting complex subunit 2 [Homo 
sapiens] >sp | AAF05751 1 AAF05751 Anaphase -promoting complex subunit 
2 . 

Length = 822 
Plus Strand HSPs: 



15 



20 



Score = 3967 (1817.7 bits). Expect = 0.0, P = 0.0 
Identities = 775/822 (94%), Positives = 775/822 (94%), Frame 



+3 





Query: 


30 




Sbjct: 


1 


25 


Query: 


210 




Sbjct: 


61 


30 


Query: 


390 




Sbjct: 


121 




Query: 


570 


35 


Sb j ct : 


181 




Query: 


750 


40 


Sbjct: 


241 




Query: 


930 




Sbjct: 


301 


45 


Query: 


1110 




Sbjct: 


361 


50 


Query: 


1290 




Sbjct: 


421 




Query: 


1470 


55 


Sbjct: 


481 




Query: 


1650 




Sbjct: 


541 



MAAAvVVAEGDSDSRPGQELLVAW^^IVSTGLVPPAAIiGLVSSRTSGAVPPKEEELRAAVE 



VLRGHGLHSVLEEWFVEVLQNDLQANISPEFWNAISQCENSADEPQC 



ES 



lUjDPYI^SLELLEKOTRLGLIiiGTGAQGLREEvliTMLRGVLFFSTPRTFQEMIQRLYGCF 



LRVYMQSKRKGEGGTDPELEGELDS 



LLQS PLCAGCS SDKQQCWCRQALEQF 



HQLSQVLHRLSLLERVSAEAVTTTLHQVTRERMEDRCRGEYERSFLREFHKWIERVVGWL 



GKVFLQIX3PARPASPEAGNTLRRWRCHVQRFFYRIYASLRIEELFSIVRDFPDSRPAIED 



LKYCLERTDQRQQLLVS LKAALETR LLH PG VNTCD 1 1 TLY I S A I KALRVLD PS MVI LEVA 



CE P IRRYLRTR EDTVRQI VA 



VPDPVDADPG 



AVE LS KTD PASLETGQDSEDDSGEPEDW 



VSIYGSKDLFINEYRSLLADRLLHQFSFSPEREIR 



NVELLKLRFGEAPMHFCEVMLKDMADSRRINANIREEDEKRPAEEQPPFGVYAVILSSEF 
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Query: 1830 WPPFKDEKLBVPEDIRAALEAYCKKYEQLKAMRTLSWKHTI^LVTMDVELADRTLSVAVT 2009 
WPPFKDEKLEVPEDIRAALEAYCKKYEQLKAMRTLSWKHTLGLVTMDVELADRTLSVAVT 
' Sbjct: 601 WPPFKDEKLEVPEDIRAALEAYCKKYEQLKAMRTLSWKHTIXSLVTMDVELADRTl^VA^ 660 

Query: 2010 PVQAV I LL Y FQDQ A S WTLEELS KAVKM P VALLRRRMS VWLQQG VLRE E P PGT FSVIEEER 2189 

PVQAVILLYFQDQASWTLEELSKAVKMPVALLRRRMSVWLQQGVLREEPPGTFSVIEEER 
Sbjct: 661 PVQAVI LLYFQDQASWTLEELSKAVKMP VALLRRRMS VWLQQG VLREEPPGTFS VI EEER 720 

10 Query: 2190 PQDRDNWLIDSDDESDSGMASQADQKEEELLLFWTYIQAMLTNLESLSLDRIYNMLRMF 2369 

PQDRDNMVLIDSDDESDSGMASQADQKEEELLLFWTYIQAMLTNLESLSLDRIYNMLRMF 
Sbjct: 721 PQDRDNMVLIDSDDESDSGMASQADQKEEELLLFWTYIQAMLTNLESLSLDRIYNMLRMF 780 

Query: 2370 VVTGPALAEIDIiQELQGYLQKKVRDQQLVYSAGVYRLPKNCS 2495 
15 VVTGPALAEIDLQELQGYLQKKVRDQQLVYSAGVYRLPKNCS 

Sbjct: 781 VVTGPALAEIDLQELQGYLQKKVRDQQLVYSAGVYRLPKNCS 822 



The segments of Genbank Accession AAF05 751.1 that are shown as "S" 
above are set out in the sequence listing as SEQ ID NO: 173. Based on the structural 

20 similarity these homologous polypeptides are expected to share at least some 
biological activities. Such activities are known in the art, some of which are 
described elsewhere herein. Assays for determining such activities are also known in 
the art, some of which have been described elsewhere herein. Preferred polypeptides 
of the invention comprise a polypeptide having the amino acid sequence set out in the 

25 sequence listing as SEQ ID NO: 174 which correspond to the Q sequences in the 
alignment shown above (gaps introduced in a sequence by the computer are, of 
course, removed). Moreover, fragments and variants of these polypeptides (such as, 
for example, fragments as described herein, polypeptides at least 80%, 85%, 90%, 
95%, 96%, 97%, 98%, or 99% identical to these polypeptides and polypeptides 

30 encoded by the polynucleotide which hybridizes, under stringent conditions, to the 
polynucleotide encoding these polypeptides ) are encompassed by the invention. 
Antibodies that bind polypeptides of the invention are also encompassed by the 
invention. Polynucleotides encoding these polypeptides are also encompassed by the 
invention. 

35 This protein is believed to be required for the transition from metaphase to 

anaphase; and is believed to act (see Yu, et. al, Science, 279:1219-122) by targeting 
cell-cycle regulators for destruction via the ubiquitin mediated protein degradation 
pathway. This latter observation is based on this protein's resemblance to cullins; 
which are proteins that have been implicated in similar controls of cell cycle 

40 progression during G 1 . 
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This gene is expressed in testes and epididymus tissues. 
Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
5 diseases and/or disorders of the reproductive system and proliferative disorders. 
Similarly, polypeptides and antibodies directed to these polypeptides are useful in 
providing immunological probes for differential identification of the tissue(s) or cell 
type(s). For a number of disorders of the above tissues or cells, particularly of the 
testes, expression of this gene at significantly higher or lower levels may be routinely 

10 detected in certain tissues or cell types (e.g., testes, cancerous and wounded tissues) 
or bodily fluids (e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or 
another tissue or sample taken from an individual having such a disorder, relative to 
the standard gene expression level, i.e., the expression level in healthy tissue or bodily 
fluid from an individual not having the disorder. 

1 5 The tissue distribution in testes tissue indicates that polypeptides and 

polynucleotides of the invention are useful for the diagnosis and/or treatment of 
cancer and other proliferative disorders. Additional potential uses include diagnosis 
and treatment of a variety of disorders of the testes which may include (but is not 
limited to) infertility. Polynucleotides, translation products and antibodies 

20 corresponding to this gene are also useful in assays designed to identify binding 

agents, as such agents (antagonists) are useful as male contraceptive agents. Similarly, 
polynucleotides, translation products and antibodies corresponding to this gene are 
useful in the treatment anchor diagnosis of testicular cancer. The testes are also a site 
of active gene expression of transcripts that maybe expressed, particularly at low 

25 levels, in other tissues of the body. Therefore, translation products corresponding to 
this gene may be expressed in other specific tissues or organs where it may play 
related functional roles in other processes, such as hematopoiesis, inflammation, bone 
formation, and kidney function, to name a few possible target indications. 
Additionally, translation products corresponding to this gene, as well as antibodies 

30 directed against these translation products, may show utility as a tumor marker and/or 
immunotherapy targets for the above listed tissues. 
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FEATURES OF PROTEIN ENCODED BY GENE NO: 11 

The computer algorithm BLASTX has been used to determine that the 
5 translation product of this gene shares sequence homology with, as a non-limiting 
example, the sequence accessible through the following database accession no. 
emb|CAA75729.1| (all information available through the recited accession number is 
incorporated herein by reference) which is described therein as "| ABCR [Homo 
sapiens]" A partial alignment demonstrating the observed homology is shown 
1 0 immediately below. 



>emb|CAA75729.1 | ABCR [Homo sapiens] >sp | 060915 | 060915 ABCR. 
Length = 2273 

15 Plus Strand HSPs: 

Score = 312 (109.8 bits), Expect a 2.6e-28, Sum P(3) = 2.6e-28 
Identities = 58/145 (40%), Positives » 86/145 (59%), Frame = +2 

20 Q: 206 I^FOTQLMLLLWKNF^RRRQPVQXXXXXXXXXXXXXILVAVRHSHPPLEHHECHFPNKP 385 

M F 0+ LLLWKN+ R+RQ ++ +L+ +R+++P HHECHFPNK 

S: 1 MG FVRQ I QLLLWKNWTXjR KRQKI RFWELVWPLS LFLVLI WLRN ANPLYSHH ECHF PNKA 60 

Q: 386 LPSAGTVPWLQGLICNVNITCCFPQLTPGEEPGRLSNFNDSLVSR^ 565 
25 +PSAG +PWLQG+ CNVNN CF TPGE PG +SN+N+S+++R+ D + +L A + 

S: 61 MPSAGMLPWLQGIFCNV1JNPCFQSPTPGESPGIVS^^^S^ 120 

Q: 566 TLAGLGKLIATLRAARSTAQPQPTK 640 
L + +1* T + P + 

30 S: 121 H LGRI WTE LH I LSQFMDTLRTH P ER 145 

Score = 53 (18.7 bits). Expect - l.le-27. Sum P(2) = l.le-27 
Identities = 17/50 (34%), Positives * 25/50 (50%), Frame = +2 

35 Q: 815 RALLQR - - PRGTSGPLELLS EALCSV - RGPS STVGPSLNWYEASDLMELVG 958 

R L+Q P + + +LS+ LC G S V S NWYE ++ +G 
S: 301 RPLMQNGGPETFTKIJ^ILSDIjLCGYPEGGGSRV-LSFNWYEDNNYKAFIjG 350 



The segments of emb|CAA75729.1| that are shown as "S" above are set out in 
40 the sequence listing as SEQ ID NO: 178 and SEQ ID NO: 176 Based on the structural 
similarity these homologous polypeptides are expected to share at least some 
biological activities. Such activities are known in the art, some of which are described 
elsewhere herein. Assays for determining such activities are also known in the art, 
some of which have been described elsewhere herein. Preferred polypeptides of the 
45 invention comprise a polypeptide having the amino acid sequence set out in the 

sequence listing as SEQ ID NO: 175 and/or SEQ ID NO: 177 which correspond to the 
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Q sequences in the alignment shown above (gaps introduced in a sequence by the 
computer are, of course, removed). Moreover, fragments and variants of these 
polypeptides (such as, for example, fragments as described herein, polypeptides at 
least 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 99% identical to these polypeptides 
5 and polypeptides encoded by the polynucleotide which hybridizes, under stringent 
conditions, to the polynucleotide encoding these polypeptides ) are encompassed by 
the invention. Antibodies that bind polypeptides of the invention are also 
encompassed by the invention. Polynucleotides encoding these polypeptides are also 
encompassed by the invention. 

1 0 This gene is expressed primarily in a variety of hematopoietic cells and 

tissues, including B cells, T cells, neutrophils, and dendritic cells, as well as in 
lymphomas such as Hodgkin ? s lymphoma. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 

1 5 and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the immune system. Similarly, polypeptides and 
antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the immune system, expression 

20 of this gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids 
(e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 

25 individual not having the disorder. 

Based upon the homology to ATP-binding cassette (ABC) transporter 
proteins, lesions in this gene may correlate with a human disease syndrome, such as 
mutations in the photoreceptor cell-specific ABC transporter (ABCR) that have been 
recently shown to underlie Stargardt's disease. Based upon the observed preferential 

30 expression of this gene product in hematopoietic cells and tissues, polynucleotides, 
translation products and antibodies corresponding to this gene may play a critical role 
in hematopoiesis, and in the survival, proliferation, differentiation, and activation of 
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various blood cell lineages. Therefore, polynucleotides, translation products and 
antibodies corresponding to this gene may provide a useful diagnostic and/or 
therapeutic for a variety of hematological disorders, including inflammation, 
autoimmunity, allergy, neutropenia, lymphoma, susceptibility to infection, and 
5 immune system dysfunction. Additionally, translation products corresponding to this 
gene, as well as antibodies directed against these translation products, may show 
utility as a tumor marker and/or immunotherapy targets for the above listed tissues. 



10 FEATURES OF PROTEIN ENCODED BY GENE NO: 12 



Translation products corresponding to this gene share sequence homology 
with a number of plant proteins of unknown function, and to a human semaphorin 
receptor (See Genbank Accession CAB 5 7277). 
15 This gene is expressed in the neural tissues, such as infant brain and 

cerebellum tissues. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 

20 Alzheimer's disease, Parkinson's disease, ALS, multiple sclerosis, stroke, and other 
disorders of the nervous system. Similarly, polypeptides and antibodies directed to 
these polypeptides are useful in providing immunological probes for differential 
identification of the tissue(s) or cell type(s). For a number of disorders of the above 
tissues or cells, particularly of the nervous system, expression of this gene at 

25 significantly higher or lower levels may be routinely detected in certain tissues or cell 
types (e.g., cancerous and wounded tissues) or bodily fluids (e.g., serum, plasma y 
urine, synovial fluid and spinal fluid) or another tissue or sample taken from an 
individual having such a disorder, relative to the standard gene expression level, i.e., 
the expression level in healthy tissue or bodily fluid from an individual not having the 

30 disorder. 

Based on its expression in brain tissue, polynucleotides and translation 
products corresponding to this gene are useful for the treatment and/or diagnosis of 
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neurological conditions such as Alzheimer's disease, Parkinson's disease, ALS, 
multiple sclerosis and stroke as well as conditions involving problems associated with 
cognition, learning, memory and psychiatric disorders such as depression and 
psychosis. In addition, translation products corresponding to this gene may be useful 
5 for the treatment of nerve injuries, such as spinal cord injuries where 

neuroregeneration is necessary. This is further supported by the homology of 
translation products corresponding to this gene to a semaphorin receptor, a class of 
protein which are known to be involved in the guidance and repulsion of neuronal 
axons during the formation of the nervous system. 

10 

FEATURES OF PROTEIN ENCODED BY GENE NO: 13 

Translation products corresponding to this gene share sequence homology to 
15 proteins of bacterial homology, such as B. Subtilis proteins (See Genbank Accession 
CAB161 19.1). The gene encoding the disclosed cDNA is thought to reside on 
chromosome 17. Accordingly, polynucleotides related to this invention have uses, 
such as, for example, as a marker in linkage analysis for chromosome 17. 

This gene is expressed in testes tissues, and to a lesser extent in colon cancer 

20 tissue. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
testicular diseases and/or disorders, as well as colon cancer. Similarly, polypeptides 

25 and antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the testes, expression of this 
gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., testes, colon, cancerous and wounded tissues) or bodily 

30 fluids (e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another 
tissue or sample taken from an individual having such a disorder, relative to the 
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standard gene expression level, i.e., the expression level in healthy tissue or bodily 
fluid from an individual not having the disorder. 

Based on the testicular expression, polynucleotides, translation products and 
antibodies corresponding to this gene may be useful for the diagnosis and/or treatment 
5 of male infertility syndromes, in which sperm production is low or non existent and 
orchidias. In addition, polynucleotides, translation products and antibodies 
corresponding to this gene may be useful for the diagnosis and/or treatment of 
testicular cancer. More generally, the tissue distribution in testes tissue indicates that 
polynucleotides, translation products and antibodies corresponding to this gene are 

10 useful for the treatment and/or diagnosis of conditions concerning proper testicular 
function (e.g. endocrine function, sperm maturation), as well as cancer. Therefore, 
polynucleotides, translation products and antibodies corresponding to this gene are 
useful in the treatment of male infertility and/or impotence. Polynucleotides, 
translation products and antibodies corresponding to this gene are also useful in 

1 5 assays designed to identify binding agents, as such agents (antagonists) are useful as 
male contraceptive agents. Similarly, polynucleotides, translation products and 
antibodies corresponding to this gene are useful in the treatment and/or diagnosis of 
testicular cancer. The testes are also a site of active gene expression of transcripts that 
may be expressed, particularly at low levels, in other tissues of the body. Therefore, 

20 translation products corresponding to this gene may be expressed in other specific 

tissues or organs where it may play related functional roles in other processes, such as 
hematopoiesis, inflammation, bone formation, and kidney function, to name a few 
possible target indications. Additionally, translation products corresponding to this 
gene, as well as antibodies directed against these translation products, may show 

25 utility as a tumor marker and/or immunotherapy targets for the above listed tissues. 

FEATURES OF PROTEIN ENCODED BY GENE NO: 14 

30 This gene is expressed primarily in wound healing tissues, brain tissue, and 

Merkel cells. 
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Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the neural system and of wound healing. Similarly, 
5 polypeptides and antibodies directed to these polypeptides are useful in providing 
immunological probes for differential identification of the tissue(s) or cell type(s). For 
a number of disorders of the above tissues or cells, particularly of the neural system 
and wound healing disorders, expression of this gene at significantly higher or lower 
levels maybe routinely detected in certain tissues or cell types (e.g., neural, cancerous 

10 and wounded tissues) or bodily fluids (e.g., lymph, serum, plasma, urine, synovial 
fluid and spinal fluid) or another tissue or sample taken from an individual having 
such a disorder, relative to the standard gene expression level, i.e., the expression 
level in healthy tissue or bodily fluid from an individual not having the disorder. 
Based upon the elevated expression of this gene product in Merkel cells, it 

15 may play a role in the detection of sensations, pain, analgesia, or nerve transmission. 
Therefore, polynucleotides and translation products corresponding to this gene may 
even play a diagnostic/therapeutic role in neurodegenerative disorders such as 
schizophrenia, ALS, and even depression. Expression of this gene product in wound 
healing tissue indicates a possible involvement in normal wound healing, and may 

20 implicate this gene in fibrosis, scarring, and inflammation. Additionally, translation 
products corresponding to this gene, as well as antibodies directed against these 
translation products, may show utility as a tumor marker and/or immunotherapy 
targets for the above listed tissues. 



25 

FEATURES OF PROTEIN ENCODED BY GENE NO: 15 



This gene is expressed primarily in helper T cells, and to a lesser extent in 
healing groin wound and kidney tissues. 
30 Polynucleotides and polypeptides of the invention are useful as reagents for 

differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
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disorders of the immune system, including autoimmunity, susceptibility to infection, 
allergy, inflammation, and immune system dysfunction. Similarly, polypeptides and 
antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
5 disorders of the above tissues or cells, particularly of the immune system, expression 
of this gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., cancerous and wounded tissues) or bodily fluids (e.g., 
serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or sample 
taken from an individual having such a disorder, relative to the standard gene 

1 0 expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

Based upon the elevated expression of this gene product in helper T cells, 
polynucleotides, translation products and antibodies corresponding to this gene may 
play a useful role in the diagnosis and/or treatment of disorders of the immune 

1 5 system, including autoimmunity, susceptibility to infection, allergy, inflammation, 
and immune system dysfunction. It may also be useful in anti-tumor immunotherapy. 
Expression of this gene product in healing wounds indicates that polynucleotides, 
translation products and antibodies corresponding to this gene may also be involved 
in such clinical conditions as fibrosis, scarring, mesengenesis, scleroderma, ARDS, 

20 osteoarthritis, and other disorders involving fibroblasts and/or epithelial cells. 

Similarly, expression of this gene product in kidney indicates that polynucleotides, 
translation products and antibodies corresponding to this gene may also play a role in 
normal renal function, and may be an important diagnostic and/or therapeutic in the 
area of acute renal failure, or other kidney disorders such as kidney transplant 

25 rejection. Additionally, translation products corresponding to this gene, as well as 
antibodies directed against these translation products, may show utility as a tumor 
marker and/or immunotherapy targets for the above listed tissues. 



30 



FEATURES OF PROTEIN ENCODED BY GENE NO: 16 
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Translation products corresponding to this gene share sequence homology to 
androgen/steroid hormone receptors (See Genbank Accession GO 1627). 

This gene is expressed in various tumor tissues, such as breast, ovarian, 
kidney, uterus, and pancreatic tumor tissues. 
5 Polynucleotides and polypeptides of the invention are useful as reagents for 

differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
tumors of various bodily tissues. Similarly, polypeptides and antibodies directed to 
these polypeptides are useful in providing immunological probes for differential 

10 identification of the tissue(s) or cell type(s). For a number of disorders of the above 
tissues or cells, particularly pertaining to tumorous tissues, expression of this gene at 
significantly higher or lower levels may be routinely detected in certain tissues or cell 
types (e.g., cancerous and wounded tissues) or bodily fluids (e.g., lymph, serum, 
plasma, urine, synovial fluid and spinal fluid) or another tissue or sample taken from 

15 an individual having such a disorder, relative to the standard gene expression level, 
i.e., the expression level in healthy tissue or bodily fluid from an individual not 
having the disorder. 

Based upon the expression pattern, polynucleotides, translation products and 
antibodies corresponding to this gene may be useful for the treatment and/or diagnosis 

20 of neoplasms arising from liver, spleen, breast, kidney, uterus, ovary and pancreatic 
tissues. Importantly, translation products corresponding to this gene share homology 
with a sex hormone receptor, and may therefore be most efficacious in the treatment 
of tumors derived from uterine, mammary, ovarian, testicular, prostate and other 
reproductive tract tissues. Additionally, translation products corresponding to this 

25 gene, as well as antibodies directed against these translation products, may show 
utility as a tumor marker and/or immunotherapy targets for the above listed tissues. 

FEATURES OF PROTEIN ENCODED BY GENE NO: 17 

30 The computer algorithm BLASTX has been used to determine that the 

translation product of this gene shares sequence homology with, as a non-limiting 
example, the sequence accessible through the following database accession no. 
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emb|CAA68759.1| (all information available through the recited accession number is 
incorporated herein by reference) which is described therein as "| gp210 (AA 1-1886) 
[Rattus norvegicus]" A partial alignment demonstrating the observed homology is 
shown immediately below. 



>emb|CAA68759.l| gp210 (AA 1-1886) [Rattus norvegicusj >pir | S04921 | S04921 
nuclear pore protein gp210 precursor - rat >sp| P11654 |GP21_RAT 
INTEGRAL MEMBRANE GLYCOPROTEIN GP210 PRECURSOR. 
Length = 1886 

Plus Strand HSPs: 

Score = 3765 (1325.3 bits), Expect = 0.0, Sum P(2) = 0.0 
Identities = 727/833 (87%), Positives 768/833 (92%), Frame » +2 

Q: 131 AAAXKI^IPKVLLPFTRATRVIIFTLEASEGCYRWLSTRPEVASIEPLGLDEQQCSQKAVV 310 

A A KLN I PKVLL P FTRATRVN FT LEAS EGCYRW STRPEVASIEPLG EQQCSQKAW 
S: 23 AVAAKLNIPKVLLPFTRATRVNFTLEASEGCYRWSSTRPEVASIEPLGSSEQQCSQKAVV 82 

Q: 311 QARLTQPARLTSIIFAEDITTGQVLRCDAIVDLIHDIQIVSTTRELYLEDSPLELKIQAL 490 

QARLTQPARLTSIIFAEDITTGQVLRCDAIVDLIH I Q I VSTTREL YLEDS P LEL KI QAL 
S: 83 QARLTQPARLTSIIFAEDITTGQVLRCDAIVDLIHGIQIVSTTRELYLEDSPLELKIQAL 142 

Q: 4 91 DSEGNTFSTLAGLVFEWTIVKDSEADRFSDSHNALRILTFLESTYIPPSYISEMEKAAKQ 670 

DSEGNTFSTLAGLVF+WTIVKD+EA+ FSDSHNALRILTFLESTYIPPSYISEMEKAAKQ 
S: 143 DSEGNTFSTLAGLVFDWTIVKDTEANGFSDSHNALRILTFLESTYIPPSYISEMEKAAKQ 202 

Q: 671 GDTILVSGMKTGSXKLKARIQEAVYKNVRPAXVRLLILENILLNPAYDVYLMVGTSIHYK 850 

GDTILVSGMKTGS KLKARI QE AVYKNVRPA VRLLILENILLNPAYDVYL+VGTSIHYK 
S: 203 GDTILVSGMKTGSSKLKARIQEAVTKNVRPAEVRLLILENILLNPAYDVYLLVGTSIHYK 262 

Q: 851 VQKIRQGKITEI^PSDQYELQLQNSIPGPEGDPTRPVAVTAQDTSMVTALQLGQSSLVL 1030 

VQKIRQGKITEL MPSDQYELQLQNS I P P+GDP RPVAVL QDTS VTA+Q+GQS+LVL 
S: 263 VQKIRQGKITELSMPSDQYELQLQNSIPDPQGDPARPVAVLTQDTSRVTAMQMGQSNLVL 322 

Q: 1031 GHRSIRMQGASRLPNSTIYWEPGYLGFTVTiPGDRWVLETGRLYEITIEVFDKFSNKVYV 1210 

GKRS I RMQGASRL PNSTI YWE GYLGFTVHPGDRWVLETG LY +TIEVFD+ SNKVY 
S: 323 GHRS I RMQGASRLPNSTI YVVEAGYLGFTVHPGDRWVLETGHLYAVTI EVFDRS SNKVYP 382 

Q: 1211 SDNIRIETVLPAEFFEVTjSSSQNGSYHRIRALKRGQTAIDAALTSVVDQDGGVHILQVPV 1390 

SDNIRIE V PAEFFEVLSSSQNGSYH +RA++ GQT I A+LTSWDQDGGVH+LQVPV 
S: 383 SON I RI EAVF PAE FF EVLS S S QNGS YHHVRAIQSGQTT I S AS LTS WDQDGG VKVLQV P V 442 

Q: 1391 WNQQEVEIHI PI TLY PS I LTFPWQPKTGAYQYTI RAHXXXXXXXXXXXXHLVATVTVKGV 1570 

WNQQEV+ IHI PITLYPS I LTFPWQPKTGAYQYTI +AH + + VATVTVKGV 

S: 443 WNQQEVDIHIPITLYPSILTFPWQPKTGAYQYTIKAHGGSGNFTWSSSSYMVATVTVKGV 502 

Q: 1571 MTTGSDIGFSVIQAHDVQNPLHFGEMKVYVIEPHSMEFAPCQVEARVGQALELPLRISGL 1750 

MTTG D G SVI+AHDVQNPLHFGEMKVYVIEP SME FA PCQVEARVG LELPL ISGL 
S: 503 MTTGGDTGLSVI RAHDVQNPLHFGEMKVYVI EPSSMEFAPCQVEARVGHTLELPLTISGL 562 

Q: 1751 MPGGASEWTLSDCSHFDLAVEVENQGVFQPLPGRLPPGSEHCSGVRVXAEAQGSTTLLV 1930 

MPGG+SEWTLSDCSHFDL VEVENQGVFQPLPGRLPPG EHCSGV+V+A+AQGSTTLLV 
S: 563 MPGGSSEVVTIiSDCSHFDLWEVENQGVFQPLPGRLPPGPEHCSGvTCVRADAQGSTTLLV 622 

Q: 1931 SYRHGHVHLSAKITIAAYLPLKAVDPSSVALVTLGSSKEMLFEGGPRPWILEPSKFFQNV 2110 

SY HGHVHL AKIT+AAYLPLKAVDPSSVA+VTLGSSKEMLFEGGPRPW+LEPSKFF+NV 
S: 623 SYTHGHVTlLGAKITIiAAYLPLKAVDPSSVAVVTLGSSKEMLFEGGPRPWVLEPSKFFRNV 682 

Q: 2111 TAEDTDS IG LALFAP HSSRN YQQHW I LVTCQALGEQVI ALS VGNKP S LTN P F PAVE PA W 2290 

T+EDT SI L+L P +SRNYQQH + LVTCQALGEQVI ALS VGN + PS L+N P F PAVE P W 
S: 683 TSEDTGSIS1>SLLGPPASRNYQQHRVLVTCQALGEQVIALSVGNRPSLSNPFPAVEPTVV 742 

Q: 22 91 KFVCAPPSRLTLVPVYTSPQLDMSCPLLQQNKQWPVSSHRNPLLDLAAYDQEGRRFDNF 2470 
K VCAPPSRLTL+PVY PQLD+SCPLLQQNKQWPVSSHRNPLLDL A YDQ +GRRFDNF 
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S: 743 KSVCAPPSRLTLMPVYALPQLDLSCPLLQQNKQWPVSSHRNPLLDLGAYDQQGRRFDNF 802 

Q: 2471 S S LS I QWESTRPVLAS I E PELPMQLVSQDDE SGQKKLHG LQA I LVH EASGTTA 2629 

SSLSIQWES RP+LASIE + PMQLVSQDD +GQKKLHGLQ + VH EASGTTA 
S: 803 SSLSIQWESFRPLLASIEVDQPMQLVSQDDGNGQKKLHGLQTVSVH EASGTTA 855 

Score a 1296 (456.2 bits), Expect =0.0, Sum P(2) =0.0 
Identities - 251/315 (79%), Positives = 286/315 (90%), Frame = +1 

Q: 2626 SITATATGYQESHLSSXRTKQPHDPLVPLSASIELILVEDVRVSPEEVTIYNHPGIQAEL 2805 

+I+ATATGYQ+SHLS+ KQ DPLVP+SASIELILVEDVRVSPEEVTIYNHPG+Q EL 
S: 855 A I S ATATG YQQSHLS AAG VKQLRD PLVPVSASIELI L VEDVR VS PE EVT I YNH PG VQ VE L 914 

Q: 2806 R I R EG SG Y FFLNTST AD VVKVA YQEARG VAMVH P LL PG S ST I M I HDLCLVF PA PA KAWY 2985 

I EG SGY FFLNTST D++ VAYQ+ RGVAMVHPL PGSST+M+HDLCL FPAPAKA ++ 
S: 915 HITEGSGYFFLNTSTQDIINVAYQDTRGVAMVHPLFPGSSTVMVHDLCLTFPAPAKATIH 974 

Q: 2986 VSDIQELYIRVVDKVEIGKTVKAYWVLDLHKKPFIJ\KYFPFMDLKLRAASPIITLv7VLD 3165 

VSD I QELY+RWDKVE IGK VKAYVRVLD +KKP FLAKY F FMDLKLRAAS IITLV LD 
S: 975 VS D I QELYVR WDKVE IG KAVKAYVR VLD FYKKP FLAKY FT FMDLKLRAAS QI I TLVTLD 1034 

Q: 3166 EALDNYTITFLIRGVAIGQTSLTASVTNKAGQRINSXPQQIEVFPPFRLMPRKVTLLIGA 3345 

EALDNYT TFL+ GVAIGQTSL+ASVT+K+GQR++S QQI EVFPPFRL+PRKVTL+ IGA 
S: 1035 EALDNYTATFLVHGVAIGQTSLSASVTDKSGQRVSSTAQQI EVFPPFRLI PRKVTLI IGA 1094 

Q: 3346 TMQVTSEGGPQPQSNI LFS ISNESVALVSAAGLVQGLAIGNGTVSGLVQAVDAETGKWI 3525 

+Q+TSEGGPQPQSNI LFS I +NESVA VS+AGLV+GL +GNG+V G+VQAVDAETGKV+I 
S: 1095 MIQITSEGGPQPQSNI LFS INNESVAAVSSAGLVRGLMVGNGSVLGVVQAVDAETGKVI I 1154 

Q: 3526 I SQDLVQVEVLLLRA 3570 

+SQD V+VEVL L+A 
S: 1155 VSQDHVEVEVLQLQA 1169 

Score = 45 (15.8 bits). Expect =0.0, Sum P(2) = 0.0 
Identities = 15/47 (31%) , Positives = 21/47 (44%) , Frame = +3 

Q: 2595 PFWFTRHQE PQHHCHCHWLPG VP PQ LXQNKAAA* PSGASVGLHRAH 2732 

P T H PQH H +L P L ++ A+ PSG + +H 

S: 1840 PLALTPHASPQHSPH- -YLASSPTAFNTLPSDRKASPPSGLWSPAYASH 1886 



The segments of emb|CAA68759.1| that are shown as "S" above are set out in the 
sequence listing as SEQ ID NO: 179, SEQ ID NO: 181 and SEQ ID NO: 183 Based 
on the structural similarity these homologous polypeptides are expected to share at 
least some biological activities. Such activities are known in the art, some of which 
are described elsewhere herein. Assays for determining such activities are also known 
in the art, some of which have been described elsewhere herein. Preferred 
polypeptides of the invention comprise a polypeptide having the amino acid sequence 
set out in the sequence listing as SEQ ID NO: 180, SEQ ID NO: 182 and/or SEQ ID 
NO: 184 which correspond to the Q sequences in the alignment shown above (gaps 
introduced in a sequence by the computer are, of course, removed). Moreover, 
fragments and variants of these polypeptides (such as, for example, fragments as 
described herein, polypeptides at least 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 
99% identical to these polypeptides and polypeptides encoded by the polynucleotide 
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which hybridizes, under stringent conditions, to the polynucleotide encoding these 
polypeptides ) are encompassed by the invention. Antibodies that bind polypeptides 
of the invention are also encompassed by the invention. Polynucleotides encoding 
these polypeptides are also encompassed by the invention. 
5 This gene is expressed primarily in a variety of hematopoietic cells and 

tissues, including neutrophils, T cells, and dendritic cells, and to a lesser extent in a 
variety of other tissues. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 

10 and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the immune system. Similarly, polypeptides and 
antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the immune system, expression 

15 of this gene at significantly higher or lower levels may be routinely detected in certain 
tissues or cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids 
(e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 

20 individual not having the disorder. 

Based upon the observed tissue distribution, this gene is likely to play a role in 
the survival, proliferation, differentiation, or activation of hematopoietic cells. 
Therefore, polynucleotides, translation products and antibodies corresponding to this 
gene may be useful in the treatment and/or diagnosis of a variety of pathologies or 

25 clinical conditions, including autoimmunity, lymphomas, susceptibility to infections, 
inflammation, neutropenia, and a variety of immune system dysfunctions. 
Additionally, translation products corresponding to this gene, as well as antibodies 
directed against these translation products, may show utility as a tumor marker and/or 
immunotherapy targets for the above listed tissues. 

30 

FEATURES OF PROTEIN ENCODED BY GENE NO: 18 
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The computer algorithm BLASTX has been used to determine that the 
translation product of this gene shares sequence homology with, as a non-limiting 
example, the sequence accessible through the following database accession no. 
gb|AAB47236.1| (all information available through the recited accession number is 
incorporated herein by reference) which is described therein as "| transporter protein 
[Homo sapiens]" A partial alignment demonstrating the observed homology is shown 
immediately below. 



>gb| AAF06800.l|AF196972_5 (AF196972) JM24 protein [Homo sapiens] 
>sp|AAF06800|AAF06800 JM24 protein (fragment) . 
Length =476 



Plus Strand HSPs: 



Score = 401 (183.7 bits), Expect = 2.3e-83, Sum P(3) = 2.3e-83 
Identities = 83/121 (68%) , Positives = 83/121 (68%) , Frame = +1 



Query: 343 SVKAEMLHMYSQKDXXXXXXXXXXXXXXX^^ 522 

SVKAEMLHMYSQKD FPIRRALQQLLFPGKAFSWPRH 
Sbjct: 319 SVKAEMLHMYSQKDPLILCVRLAVLLAVTLTVPVVLFPIRl^ 378 

Query: 523 XXXXXXXXXXXXXXCVPTIRDIFGVIGSTSAPSLIFILPSIFYLRIVPSEVEPFLSWPKI 702 

CVPTIRDI FGVIGSTSAPSLI FILPS I FYLRI VPSEVEPFLSWPKI 
Sbjct: 379 IALILLVLVNVLVICVPTIRDIFGVIGSTSAPSLIFILPSIFYLRIVPSEVEPFLSWPKI 438 



Query: 703 Q 705 
Q 

Sbjct: 439 Q 439 



Score = 182 (83.4 bits), Expect = 2.3e-83, Sum P(3) = 2.3e-83 
Identities = 35/35 (100%), Positives = 35/35 (100%), Frame = +2 



Query: 14 RPS KRRMQAVANVS I G AMFCMYGLTAT FG YLTF YS 118 

R PS KRRMQAVANVS I GAMFCMYGI/TATFGYLTFYS 
Sbjct: 284 RPS KRRMQAVANVS I GAMFCMYGLTATFGYLTFYS 318 

Score = 99 (45.4 bits), Expect = 2.3e-83, Sum P(3) = 2.3e-83 
Identities = 16/17 (94%), Positives = 17/17 (100%), Frame = +1 



Query: 976 KGCQAWIMALI PTPTPW 1026 

+GCQAWIMALI PTPTPW 
Sbjct: 439 QGCQAWIMALI PTPTPW 455 



The segment of gb|AAB47236.1 1 that is shown as "S" above is set out in the 
sequence listing as SEQ ID NO: 185 Based on the structural similarity these 
homologous polypeptides are expected to share at least some biological activities. 
Such activities are known in the art, some of which are described elsewhere herein. 
Assays for determining such activities are also known in the art, some of which have 
been described elsewhere herein. Preferred polypeptides of the invention comprise a 
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polypeptide having the amino acid sequence set out in the sequence listing as SEQ ID 
NO: 186 which corresponds to the Q sequence in the alignment shown above (gaps 
introduced in a sequence by the computer are, of course, removed). Moreover, 
fragments and variants of these polypeptides (such as, for example, fragments as 
5 described herein, polypeptides at least 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 
99% identical to these polypeptides and polypeptides encoded by the polynucleotide 
which hybridizes, under stringent conditions, to the polynucleotide encoding these 
polypeptides ) are encompassed by the invention. Antibodies that bind polypeptides 
of the invention are also encompassed by the invention. Polynucleotides encoding 
10 these polypeptides are also encompassed by the invention. 

This gene is expressed primarily in kidney cortex, bone, 
immune/hematopoetic libraries, and to a lesser extent in colon and colon cancer 
tissues. 

Polynucleotides and polypeptides of the invention are useful as reagents for 

15 differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the colon and the immune system. Similarly, 
polypeptides and antibodies directed to these polypeptides are useful in providing 
immunological probes for differential identification of the tissue(s) or cell type(s). For 

20 a number of disorders of the above tissues or cells, particularly of the immune system 
and the colon, expression of this gene at significantly higher or lower levels may be 
routinely detected in certain tissues or cell types (e.g., colon, immune, cancerous and 
wounded tissues) or bodily fluids (e.g., lymph, serum, plasma, urine, synovial fluid 
and spinal fluid) or another tissue or sample taken from an individual having such a 

25 disorder, relative to the standard gene expression level, i.e., the expression level in 
healthy tissue or bodily fluid from an individual not having the disorder. 

Translation products corresponding to this gene share sequence similarity with 
a novel member of a new family of transporter protein genes that resides in the lung 
cancer TSG region. Based upon the observed tissue distribution, this gene product 

30 may be useful as a treatment and/or diagnostic for cancer, particularly colon cancer. It 
may also play a role in the treatment or progression of acute renal failure, based upon 
it's expression in kidney cortex, or may play a role in other kidney-based clinical 
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conditions. Expression of this gene product in normal colon also indicates a role in 
the normal function of colon, and may be involved in inflammatory bowel disease or 
diverticulitis. Additionally, translation products corresponding to this gene, as well as 
antibodies directed against these translation products, may show utility as a tumor 
5 marker and/or immunotherapy targets for the above listed tissues. 

FEATURES OF PROTEIN ENCODED BY GENE NO: 19 

In specific embodiments, polypeptides of the invention comprise, or 

10 alternatively consist of, the amino acid set out in the sequence listing as SEQ ID NO: 
187. Moreover, fragments and variants of these polypeptides (such as, for example, 
fragments as described herein, polypeptides at least 80%, 85%, 90%, 95%, 96%, 
97%, 98%, or 99% identical to these polypeptides and polypeptides encoded by the 
polynucleotide which hybridizes, under stringent conditions, to the polynucleotide 

1 5 encoding these polypeptides ) are encompassed by the invention. Antibodies that bind 
polypeptides of the invention are also encompassed by the invention. Polynucleotides 
encoding these polypeptides are also encompassed by the invention. 

This gene is expressed primarily in human endometrial stromal cells (both 
estrogen and non-estrogen treated), synovium (both normal and transformed), 

20 osteoblasts, pregnant uterus, colon tumor and pancreas (as NCI_CGAP_Panl) tissues, 
and to a lesser extent in fetal and infant tissues, lung tissue, immune cells, and 
microvascular endothelial cells. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 

25 and for diagnosis of diseases and conditions which include but are not limited to: 
proliferative disorders, as well as pulmonary, developmental, immune, and vascular 
disorders. Similarly, polypeptides and antibodies directed to these polypeptides are 
useful in providing immunological probes for differential identification of the 
tissue(s) or cell type(s). For a number of disorders of the above tissues or cells, 

30 particularly pertaining to proliferative disorders, expression of this gene at 

significantly higher or lower levels may be routinely detected in certain tissues or cell 
types (e.g., proliferating, cancerous and wounded tissues) or bodily fluids (e.g., 
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lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 
5 The expression profile of this gene (in rapidly proliferating cells) indicates 

that it is useful for the treatment, detection, and/or prevention of cancer, as well as 
pulmonary, developmental, immune, and vascular disorders. Furthermore, 
polynucleotides, translation products and antibodies corresponding to this gene may 
also be used to determine biological activity, to raise antibodies, as tissue markers, to 

10 isolate cognate ligands or receptors, to identify agents that modulate their interactions, 
in addition to its use as a nutritional supplement. Protein, as well as, antibodies 
directed against the protein may show utility as a tumor marker and/or 
immunotherapy targets for the above listed tissues. 

Many polynucleotide sequences, such as EST sequences, are publicly 

15 available and accessible through sequence databases. Some of these sequences are 

related to SEQ ID NO:36 and may have been publicly available prior to conception of 
the present invention. Preferably, such related polynucleotides are specifically 
excluded from the scope of the present invention. To list every related sequence 
would be cumbersome. Accordingly, preferably excluded from the present invention 

20 are one or more polynucleotides comprising a nucleotide sequence described by the 
general formula of a-b, where a is any integer between 1 to 1283 of SEQ ID NO:36, b 
is an integer of 15 to 1297, where both a and b correspond to the positions of 
nucleotide residues shown in SEQ ID NO:36, and where b is greater than or equal to a 
+ 14. 

25 

FEATURES OF PROTEIN ENCODED BY GENE NO: 20 

This gene is expressed primarily in primary dendritic cells, kidney and brain 
30 tissues, and many different tumor tissues, such as colon and breast tumor tissues. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
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and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the immune, renal and neural systems, as well as for 
tumors such as colon and breast tumors. Similarly, polypeptides and antibodies 
directed to these polypeptides are useful in providing immunological probes for 
5 differential identification of the tissue(s) or cell type(s). For a number of disorders of 
the above tissues or cells, particularly of the immune, renal system and colon and 
breast tissues, expression of this gene at significantly higher or lower levels may be 
routinely detected in certain tissues or cell types (e.g., renal, neural, colon, breast, 
cancerous and wounded tissues) or bodily fluids (e.g., lymph, serum, plasma, urine, 
10 synovial fluid and spinal fluid) or another tissue or sample taken from an individual 
having such a disorder, relative to the standard gene expression level, i.e., the 
expression level in healthy tissue or bodily fluid from an individual not having the 
disorder. 

Based on its expression in brain and kidney, this gene and its encoded 

15 polypeptides may be useful for the treatment and diagnosis of disorders of neural or 
urological conditions involving kidney pathogenesis. Based on its expression in many 
different types of tumor tissues, this gene and its encoded polypeptides may be useful 
in the treatment and diagnosis of cancer, especially as a tumor antigen where 
antibodies or other proteins are directed against this protein and used to specifically 

20 kill the tumor cell. More generally, this tissue distribution in neural tissues indicates 
that polynucleotides, translation products and antibodies corresponding to this gene 
are useful for the detection and/or treatment of neurodegenerative disease states and 
behavioural disorders such as Alzheimer's Disease, Parkinson's Disease, 
Huntington's Disease, Tourette Syndrome, schizophrenia, mania, dementia, paranoia, 

25 obsessive compulsive disorder, panic disorder, learning disabilities, ALS, psychoses, 
autism, and altered behaviors, including disorders in feeding, sleep patterns, balance, 
and perception. Additionally, the tissue distribution in renal tissues indicates that 
polynucleotides, translation products and antibodies corresponding to this gene are 
useful for the treatment and/or detection of kidney diseases including renal failure, 

30 nephritus, renal tubular acidosis, proteinuria, pyuria, edema, pyelonephritis, 

hydronephritis, nephrotic syndrome, crush syndrome, glomerulonephritis, hematuria, 
renal colic and kidney stones, in addition to Wilms Tumor Disease, and congenital 
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kidney abnormalities such as horseshoe kidney, polycystic kidney, and Falconi's 
syndrome. This gene and its encoded polypeptides 'may also be useful for the 
treatment and diagnosis of immunological disorders. Additionally, translation 
products corresponding to this gene, as well as antibodies directed against these 
5 translation products, may show utility as a tumor marker and/or immunotherapy 
targets for the above listed tissues. 



FEATURES OF PROTEIN ENCODED BY GENE NO: 21 

10 

In specific embodiments, polypeptides of the invention comprise, or 
alternatively consist of, the following amino acid sequence: SEQ ID NO: 188. 
Fragments and/or variants of these polypeptides, such as, for example, fragments 
and/or variants as described herein, are encompassed by the invention. 
15 Polynucleotides encoding these polypeptides (including fragments and/or variants) 
are also encompassed by the invention, as are antibodies that bind these polypeptides. 

This gene is expressed in human adult kidney tissue and primary dendritic 

cells. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
20 differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the renal and immune systems. Similarly, polypeptides 
and antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
25 disorders of the above tissues or cells, particularly of the renal and immune systems, 
expression of this gene at significantly higher or lower levels may be routinely 
detected in certain tissues or cell types (e.g., renal, immune, cancerous and wounded 
tissues) or bodily fluids (e.g., lymph, serum, plasma, urine, synovial fluid and spinal 
fluid) or another tissue or sample taken from an individual having such a disorder, 
30 relative to the standard gene expression level, i.e., the expression level in healthy 
tissue or bodily fluid from an individual not having the disorder. 
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Based on its expression in kidney tissue, polynucleotides, translation products 
and antibodies corresponding to this gene may be useful for the treatment and/or 
diagnosis of disorders of the kidney, especially nephritis associated with autoimmune 
disease, such as lupus nephritis. Alternatively, based on its expression in dendritic 
5 cells, polynucleotides, translation products and antibodies corresponding to this gene 
may be useful for the treatment and/or diagnosis of immune system disorders, 
especially those involving defective antigen presentation such as immune deficiency 
syndromes, as well as autoimmune diseases in which self antigens are recognized 
(i.e., SLE and RA), and also in the treatment and/or diagnosis of cancer in which 

10 antigen presentation is thought to be useful in immune monitoring of neoplasia. More 
generally, the tissue distribution in primary dendritic cells indicates that 
polynucleotides, translation products and antibodies corresponding to this gene also 
strongly indicates a role for this protein in immune function and immune surveillance. 
Additionally, translation products corresponding to this gene, as well as antibodies 

15 directed against these translation products, may show utility as a tumor marker and/or 
immunotherapy targets for the above listed tissues. 

FEATURES OF PROTEIN ENCODED BY GENE NO: 22 

20 This gene is expressed primarily in fetal heart and germ cell tumors, and to a 

lesser extent in osteoblasts and placenta. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 

25 diseases and/or disorders of the cardiovascular and musculoskeletal systems. 

Similarly, polypeptides and antibodies directed to these polypeptides are useful in 
providing immunological probes for differential identification of the tissue(s) or cell 
type(s). For a number of disorders of the above tissues or cells, particularly of the 
cardiovascular and musculoskeletal systems, expression of this gene at significantly 

30 higher or lower levels may be routinely detected in certain tissues or cell types (e.g., 
cardiovascular, musculoskeletal, cancerous and wounded tissues) or bodily fluids 
(e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
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sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

Based upon the observed tissue distribution, this gene product may be useful 
5 as a diagnostic and/or therapeutic in a variety of clinical indications. Elevated 
expression of this gene product in fetal heart indicates a possible role in 
cardiovascular function - for example, possibly in cardiomyocyte proliferation - and 
indicates possible roles for polynucleotides and translation products corresponding to 
this gene in myocardial infarction, arrhythmias, angiogenesis, coronary disease, 

10 restenosis, atherosclerosis, stoke, angina, thrombosis, and wound healing. Expression 
of this gene product in germ cell tumors indicates a utility as a diagnostic for such 
cancers, and may even indicate a role in the progression or metastasis of such cancers. 
Similarly, expression in osteoblasts and placenta suggest possible roles in 
osteoporosis and other bone mass disorders, and reproductive dysfunction, 

15 respectively. Additionally, translation products corresponding to this gene, as well as 
antibodies directed against these translation products, may show utility as a tumor 
marker and/or immunotherapy targets for the above listed tissues. 

20 FEATURES OF PROTEIN ENCODED BY GENE NO: 23 

This gene is expressed primary dendritic cells. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 

25 and for diagnosis of diseases and conditions which include but are not limited to: 
immune system diseases and/or disorders. Similarly, polypeptides and antibodies 
directed to these polypeptides are useful in providing immunological probes for 
differential identification of the tissue(s) or cell type(s). For a number of disorders of 
the above tissues or cells, particularly of the immune system, expression of this gene 

30 at significantly higher or lower levels may be routinely detected in certain tissues or 
cell types (e.g., immune, cancerous and wounded tissues) or bodily fluids (e.g., 
lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
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sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

Based on its expression in dendritic cells, polynucleotides, translation 
5 products and antibodies corresponding to this gene may be useful for the treatment 
and/or diagnosis of immune system disorders, especially those involving defective 
antigen presentation such as immune deficiency syndromes, as well as autoimmune 
diseases in which self antigens are recognized (i.e., SLE and RA), and also in the 
treatment and/or diagnosis of cancer in which antigen presentation is thought to be 

10 useful in immune monitoring of neoplasia. More generally, the tissue distribution in 
primary dendritic cells indicates that polynucleotides, translation products and 
antibodies corresponding to this gene also strongly indicates a role for this protein in 
immune function and immune surveillance. Additionally, translation products 
corresponding to this gene, as well as antibodies directed against these translation 

15 products, may show utility as a tumor marker and/or immunotherapy targets for the 
above listed tissues. 



20 



FEATURES OF PROTEIN ENCODED BY GENE NO: 24 

This gene is expressed primarily in kidney tissue, in particular rejected kidney 



tissue. 

Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 

25 and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the renal system. Similarly, polypeptides and antibodies 
directed to these polypeptides are useful in providing immunological probes for 
differential identification of the tissue(s) or cell type(s). For a number of disorders of 
the above tissues or cells, particularly of the renal system, expression of this gene at 

30 * significantly higher or lower levels may be routinely detected in certain tissues or cell 
types (e.g., renal, cancerous and wounded tissues) or bodily fluids (e.g., lymph* 
serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or sample 
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taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

Based upon the specific expression of this gene product in kidney, 
5 polynucleotides, translation products and antibodies corresponding to this gene may 
be useful in the diagnosis and/or treatment of disorders of the kidney, most notably in 
acute renal failure and toxemia. Elevated expression of this gene product in rejected 
kidney may also point towards an immune function, and possible roles in tissue 
rejection, tumor immunotherapy, inflammation, susceptibility to infection, and 
10 immune system disorders. Additionally, translation products corresponding to this 
gene, as well as antibodies directed against these translation products, may show 
utility as a tumor marker and/or immunotherapy targets for the above listed tissues. 



15 FEATURES OF PROTEIN ENCODED BY GENE NO: 25 



The computer algorithm BLASTX has been used to determine that the 
translation product of this gene shares sequence homology with, as a non-limiting 
example, the sequence accessible through the following database accession no. 

20 gb|AACl 1 543. 1 1 (all information available through the recited accession number is 
incorporated herein by reference) which is described therein as "| (AC004523) 
F22329_l [Homo sapiens]" This protein is a member of Cytochrome 
P450/Ieukotriene-B4 omega hydroxylase family of genes that are involved in 
metabolic degradation/detoxification of a wide variety of chemical and biological 

25 compounds. The action of P450 proteins can affect a wide variety of physiological 
processes; for example, leukotriene B4 omega-hydroxlase helps modulate the 
inflammatory response by reducing the amount of circulating leukotriene B4, known 
to be a mediator in this process (see Kikuta, et. al, (1999) DNA Cell Biol. 1 8:723- 
730). A partial alignment demonstrating the observed homology is shown 

30 immediately below. 



>gb | AAC11543.il (AC004523) F22329JL [Homo sapiens] >sp|O60389 |O60389 F22329_l 
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(FRAGMENT) . 
Length = 458 

Plus Strand HSPs: 

Score = 1634 (575.2 bits), Expect = 4.4e-249, Sum P(3) * 4.4e-249 
Identities = 308/312 (98%), Positives = 308/312 (98%), Frame = +3 

Q: 531 G EGI LLSGGD KWS RHRRMLT PAFHFNILKSYITI FNKS AN I MLDKWQHLASEGS SRLDM F 
10 G EG I LLSGGO KWS RHRRMLT PAFH FN I L KS Y I TI FNKS AN I M LDKWQH LAS EG S S LDMF 



15 



20 



25 



Q: 


531 


S: 


67 




1 XX 


S: 


127 


Q: 


891 


S: 


187 


Q: 


1071 


S: 


247 


Q* 


1251 


S: 


307 


Q: 


1431 


S: 


367 



EHISLMTLDSLQKCIFSFDSHCQERPSEYIATILELSALVEKRSQHILQHMDFLYYLSHD 



GRRFHRACRLVHDFTDAVI RERRRTLPTQGI DDFFKDKAKSKTLDF IDVLLLSKDEDGKA 



LSDEDI RAEADTFMFGGHDTTASGLSWVLYNLARH PE YQERCRQEVQELLKDRDPKE I EW 



DDLAQL PFLTMCVKE S LRLH P PA PFI S RCCTQDI VLPDGRV IPKGITCLIDI I G VHHN PT 



30 VWPDPEV PF 



The segment of gb|AACl 1543.1) that is shown as "S" above is set out in the 
sequence listing as SEQ ID NO: 189 Based on the structural similarity these 

35 homologous polypeptides are expected to share at least some biological activities. 
Such activities are known in the art, some of which are described elsewhere herein. 
Assays for determining such activities are also known in the art, some of which have 
been described elsewhere herein. Preferred polypeptides of the invention comprise a 
polypeptide having the amino acid sequence set out in the sequence listing as SEQ ID 

40 NO: 190 which corresponds to the Q sequence in the alignment shown above (gaps 
introduced in a sequence by the computer are, of course, removed). Moreover, 
fragments and variants of these polypeptides (such as, for example, fragments as 
described herein, polypeptides at least 80%, 85%, 90%, 95%, 96%, 97%, 98%, or 
99% identical to these polypeptides and polypeptides encoded by the polynucleotide 

45 which hybridizes, under stringent conditions, to the polynucleotide encoding these 
polypeptides ) are encompassed by the invention. Antibodies that bind polypeptides 
of the invention are also encompassed by the invention. Polynucleotides encoding 
these polypeptides are also encompassed by the invention. 
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This gene is expressed primarily in tissues that exhibit rapid proliferation such 
as colon and a variety of tumors. Specifically this transcript is detected in the 
following tissues/cDNA libraries: Colon Normal III and to a lesser extent in 
NCICGAPC0I6 (colon); Human Fetal Bone; Human Tonsils, Lib 2; Human Adult 
5 Small Intestine; Human Bone Marrow, re-excision; Liver Hepatoma; Healing groin 
wound, 6.5 hours post incision; Human Pancreas Tumor, Reexcision; Pancreas Islet 
Cell Tumor; Human Eosinophils; Colon Normal II and Soares fetal liver spleen 
1NFLS. 

Polynucleotides and polypeptides of the invention are useful as reagents for 

10 differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
[insert disease condition]. Similarly, polypeptides and antibodies directed to these 
polypeptides are useful in providing immunological probes for differential 
identification of the tissue(s) or cell type(s). For a number of disorders of the above 

15 tissues or cells, particularly of the [insert system where a related disease state is 
likely, e.g., immune], expression of this gene at significantly higher or lower levels 
may be routinely detected in certain tissues or cell types (e.g., cancerous and wounded 
tissues) or bodily fluids (e.g., serum, plasma, urine, synovial fluid and spinal fluid) or 
another tissue or sample taken from an individual having such a disorder, relative to 

20 the standard gene expression level, i.e., the expression level in healthy tissue or bodily 
fluid from an individual not having the disorder. 

The tissue distribution indicates that polynucleotides, translation products and 
antibodies corresponding to this gene are involved in the control of cellular 
proliferation. Thus, polynucleotides and translation products corresponding to this 

25 gene could be used in the diagnosis and/or treatment of cancer and other proliferative 
disorders, especially colon cancers. The partial preference for colon indicates that the 
protein might also be used for the diagnosis and/or treatment of a variety of diseases 
of that organ, including, but not limited to Crohn's disease and colitis. Additionally, 
translation products corresponding to this gene, as well as antibodies directed against 

30 these translation products, may show utility as a tumor marker and/or immunotherapy 
targets for the above listed tissues. 
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FEATURES OF PROTEIN ENCODED BY GENE NO: 26 

This gene is expressed primarily in osteoblasts. 
5 Polynucleotides and polypeptides of the invention are useful as reagents for 

differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
bone mass disorders. Similarly, polypeptides and antibodies directed to these 
polypeptides are useful in providing immunological probes for differential 

10 identification of the tissue(s) or cell type(s). For a number of disorders of the above 
tissues or cells, particularly of the skeletal system, expression of this gene at 
significantly higher or lower levels may be routinely detected in certain tissues or cell 
types (e.g., skeletal, cancerous and wounded tissues) or bodily fluids (e.g., lymph, 
serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or sample 

1 5 taken from an individual having such a disorder, relative to the standard gene 

expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

Based upon the specific expression of this gene product in osteoblasts, it may 
be useful in the diagnosis and/or treatment of bone disorders, particularly osteoporosis 

20 and osteopetrosis. The tissue distribution in osteoblasts also indicates that 

polynucleotides, translation products and antibodies corresponding to this gene may 
play a role in the survival, proliferation, and/or growth of osteoblasts, and therefore 
may be useful in influencing diseases and/or disorders involving bone mass. 
Additionally, translation products corresponding to this gene, as well as antibodies 

25 directed against these translation products, may show utility as a tumor marker and/or 
immunotherapy targets for- the above listed tissues. 

FEATURES OF PROTEIN ENCODED BY GENE NO: 27 

30 

This gene is expressed primarily in kidney tissue, and to a lesser extent in lung 
and heart tissues. 
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Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the renal, cardiovascular, and pulmonary systems. 
5 Similarly, polypeptides and antibodies directed to these polypeptides are useful in 
providing immunological probes for differential identification of the tissue(s) or cell 
type(s). For a number of disorders of the above tissues or cells, particularly of the 
renal, cardiovascular, and pulmonary systems, expression of this gene at significantly 
higher or lower levels may be routinely detected in certain tissues or cell types (e.g., 

10 renal, cardiovascular, pulmonary, cancerous and wounded tissues) or bodily fluids 
(e.g., lymph, serum, plasma, urine, synovial fluid and spinal fluid) or another tissue or 
sample taken from an individual having such a disorder, relative to the standard gene 
expression level, i.e., the expression level in healthy tissue or bodily fluid from an 
individual not having the disorder. 

15 Based upon the observed tissue distribution, polynucleotides and translation 

products corresponding to this gene may play a role in a variety of clinical conditions. 
Expression of this gene product in kidney tissue indicates a possible role in kidney 
function, and may implicate polynucleotides and translation products corresponding 
to this gene in acute renal failure, kidney dysfunction, and septicemia. Expression of 

20 this gene product in lung indicates possible involvement in pulmonary function, 

ARDS, inflammation, lung fibrosis, angiogenesis, and circulatory function. Elevated 
expression of this gene product in heart indicates possible roles in congestive heart 
failure, myocardial infarction, cardiovascular function, and arrhythmias. Additionally, 
translation products corresponding to this gene, as well as antibodies directed against 

25 these translation products, may show utility as a tumor marker and/or immunotherapy 
targets for the above listed tissues. 

FEATURES OF PROTEIN ENCODED BY GENE NO: 28 

30 

This gene is expressed primarily in placenta and lung tissues, and to a lesser 
extent in a variety of epithelial and hematopoietic cell types. 
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Polynucleotides and polypeptides of the invention are useful as reagents for 
differential identification of the tissue(s) or cell type(s) present in a biological sample 
and for diagnosis of diseases and conditions which include but are not limited to: 
diseases and/or disorders of the placenta and lungs. Similarly, polypeptides and 
5 antibodies directed to these polypeptides are useful in providing immunological 
probes for differential identification of the tissue(s) or cell type(s). For a number of 
disorders of the above tissues or cells, particularly of the placenta and lungs, 
expression of this gene at significantly higher or lower levels may be routinely 
detected in certain tissues or cell types (e.g., placenta, lungs, cancerous and wounded 

10 tissues) or bodily fluids (e.g., lymph, serum, plasma, urine, synovial fluid and spinal 
fluid) or another tissue or sample taken from an individual having such a disorder, 
relative to the standard gene expression level, i.e., the expression level in healthy 
tissue or bodily fluid from an individual not having the disorder. 

Based upon the tissue distribution, polynucleotides and translation products 

1 5 corresponding to this gene may be useful in the diagnosis and/or treatment of a 
, variety of disorders. Elevated expression within placenta may be reflective of 
enriched expression in endothelial cells, suggesting that polynucleotides and 
translation products corresponding to this gene may play a role in circulatory 
disorders, cardiovascular disease, and angiogenesis. Enriched expression of this gene 

20 in lung indicates possible involvement in pulmonary function, inflammation, or lung 
fibrosis, and is again consistent with enriched expression in endothelium. Expression 
in hematopoietic cells indicates possible roles in the survival, proliferation, 
differentiation, or activation of all blood cell lineages. Additionally, translation 
products corresponding to this gene, as well as antibodies directed against these 

25 translation products, may show utility as a tumor marker and/or immunotherapy 
targets for the above listed tissues. 
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Table 1 summarizes the information corresponding to each "Gene No." described 
above. The nucleotide sequence identified as "NT SEQ ID NO:X" was assembled 
from partially homologous ("overlapping") sequences obtained from the "cDNA 
clone ID" identified in Table 1 and, in some cases, from additional related DNA 
5 clones. The overlapping sequences were assembled into a single contiguous sequence 
of high redundancy (usually three to five overlapping sequences at each nucleotide 
position), resulting in a final sequence identified as SEQ ID NO:X. 

The cDNA Clone ID was deposited on the date and given the corresponding 
deposit number listed in "ATCC Deposit No:Z and Date." Some of the deposits 

10 contain multiple different clones corresponding to the same gene. "Vector" refers to 
the type of vector contained in the cDNA Clone ID. 

"Total NT Seq." refers to the total number of nucleotides in the contig 
identified by "Gene No." The deposited clone may contain all or most of these 
sequences, reflected by the nucleotide position indicated as "5* NT of Clone Seq." 

15 and the "3' NT of Clone Seq." of SEQ ID NO:X. The nucleotide position of SEQ ID 
NO:X of the putative start codon (methionine) is identified as "5* NT of Start Codon." 
Similarly , the nucleotide position of SEQ ID NO:X of the predicted signal sequence 
is identified as "5' NT of First AA of Signal Pep." 

The translated amino acid sequence, beginning with the methionine, is 

20 identified as "AA SEQ ID NO:Y," although other reading frames can also be easily 
translated using known molecular biology techniques. The polypeptides produced by 
these alternative open reading frames are specifically contemplated by the present 
invention. 

The first and last amino acid position of SEQ ID NO:Y of the predicted signal 
25 peptide is identified as "First AA of Sig Pep" and "Last AA of Sig Pep." The 
predicted first amino acid position of SEQ ID NO:Y of the secreted portion is 
identified as "Predicted First AA of Secreted Portion." Finally, the amino acid 
position of SEQ ID NO:Y of the last amino acid in the open reading frame is 
identified as "Last AA of ORF." 
30 SEQ ID NO:X (where X may be any of the polynucleotide sequences 

disclosed in the sequence listing) and the translated SEQ ID NO: Y (where Y may be 
any of the polypeptide sequences disclosed in the sequence listing) are sufficiently 
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accurate and otherwise suitable for a variety of uses well known in the art and 
described further below. For instance, SEQ ID NO:X is useful for designing nucleic 
acid hybridization probes that will detect nucleic acid sequences contained in SEQ ID 
NO:X or the cDNA contained in the deposited clone. These probes will also 
hybridize to nucleic acid molecules in biological samples, thereby enabling a variety 
of forensic and diagnostic methods of the invention. Similarly, polypeptides 
identified from SEQ ID NO: Y may be used, for example, to generate antibodies 
which bind specifically to proteins containing the polypeptides and the secreted 
proteins encoded by the cDNA clones identified in Table 1 . 

Nevertheless, DNA sequences generated by sequencing reactions can contain 
sequencing errors. The errors exist as misidentified nucleotides, or as insertions or 
deletions of nucleotides in the generated DNA sequence. The erroneously inserted or 
deleted nucleotides cause frame shifts in the reading frames of the predicted amino 
acid sequence. In these cases, the predicted amino acid sequence diverges from the 
actual amino acid sequence, even though the generated DNA sequence may be greater 
than 99.9% identical to the actual DNA sequence (for example, one base insertion or 
deletion in an open reading frame of over 1 000 bases). 

Accordingly, for those applications requiring precision in the nucleotide 
sequence or the amino acid sequence, the present invention provides not only the 
generated nucleotide sequence identified as SEQ ID NO:X and the predicted 
translated amino acid sequence identified as SEQ ED NO: Y, but also a sample of 
plasmid DNA containing a human cDNA of the invention deposited with the ATCC, 
as set forth in Table 1. The nucleotide sequence of each deposited clone can readily 
be determined by sequencing the deposited clone in accordance with known methods. 
The predicted amino acid sequence can then be verified from such deposits. 
Moreover, the amino acid sequence of the protein encoded by a particular clone can 
also be directly determined by peptide sequencing or by expressing the protein in a 
suitable host cell containing the deposited human cDNA, collecting the protein, and 
determining its sequence. 

The present invention also relates to the genes corresponding to SEQ ID 
NO:X, SEQ ID NO:Y, or the deposited clone. The corresponding gene can be 
isolated in accordance with known methods using the sequence information disclosed 
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herein. Such methods include preparing probes or primers from the disclosed 
sequence and identifying or amplifying the corresponding gene from appropriate 
sources of genomic material. 

Also provided in the present invention are allelic variants, orthologs, and/or 
5 species homologs. Procedures known in the art can be used to obtain full-length 
genes, allelic variants, splice variants, full-length coding portions, orthologs, and/or 
species homologs of genes corresponding to SEQ ID NO:X, SEQ ID NO:Y, or a 
deposited clone, using information from the sequences disclosed herein or the clones 
deposited with the ATCC. For example, allelic variants and/or species homologs may 
10 be isolated and identified by making suitable probes or primers from the sequences 
provided herein and screening a suitable nucleic acid source for allelic variants and/or 
the desired homologue. 

Table 2 provides preferred epitopes contained in certain embodiments of the 

1 5 invention and polynucleotide sequences that may be disclaimed according to certain 
embodiments of the invention. The first column refers to each "Gene No." described 
above in Table 1 . The second column provides the sequence identifier, "NT SEQ ID 
NO:X", for polynucleotide sequences disclosed in Table 1. The third column provides 
the sequence identifier, "AA SEQ ID NO:Y", for polypeptide sequences disclosed in 

20 Table 1. The fourth column provides a unique integer "ntA" where "ntA" is any 
integer between 1 and the final nucleotide minus 15 of SEQ ID NO:X, and the fifth 
column provides a unique integer "ntB" where "ntB" is any integer between 15 and 
the final nucleotide of SEQ ID NO:X, where both ntA and ntB correspond to the 
positions of nucleotide residues shown in SEQ ID NO:X, and where ntB is greater 

25 than or equal to a + 14. For each of the polynucleotides shown as SEQ ID NO:X, the 
uniquely defined integers can be substituted into the general formula of a-b, and used 
to describe polynucleotides which may be preferably excluded from the invention. 
Column 6 lists residues comprising predicted epitopes contained in the polypeptides 
encoded by each of the preferred ORFs (SEQ ID NO:Y). Identification of potential 

30 immunogenic regions was performed according to the method of Jameson and Wolf 
((1988) CABIOS, 4; 181-186); specifically, the Genetics Computer Group (GCG) 
implementation of this algorithm, embodied in the program PEPTIDESTRUCTURE 
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(Wisconsin Package vlO.0, Genetics Computer Group (GCG), Madison, Wise). This 
method returns a measure of the probability that a given residue is found on the 
surface of the protein. Regions where the antigenic index score is greater than 0.9 
over at least 6 amino acids are indicated in Table 2 as "Preferred Epitopes". 
5 Polypeptides of the invention may possess one, two, three, four, five or more 

antigenic epitopes comprising residues described in Table 2. It will be appreciated 
that depending on the analytical criteria used to predict antigenic determinants, the 
exact address of the determinant may vary slightly. 

1 0 Table 3 summarizes the expression profile of polynucleotides corresponding 

to the clones disclosed in Table 1. The first column provides a unique clone 
identifier, "Clone ED", for a cDNA clone related to each contig sequence disclosed in 
Table 1. Column 2, "Library Codes" shows the expression profile of tissue and/or cell 
line libraries which express the polynucleotides of the invention. Each Library Code 

15 in column 2 represents a tissue/cell source identifier code corresponding to the 
Library Code and Library description provided in Table 5. Expression of these 
polynucleotides was not observed in the other tissues and/or cell libraries tested. One 
of skill in the art could routinely use this information to identify tissues which show a 
predominant expression pattern of the corresponding polynucleotide of the invention 

20 or to identify polynucleotides which show predominant and/or specific tissue 
expression. 

Table 4, column 1, provides a nucleotide sequence identifier, "SEQ ID 
NO:X," that matches a nucleotide SEQ ID NO:X disclosed in Table 1, column 5. 
Table 4, column 2, provides the chromosomal location, "Cytologic Band or 

25 Chromosome," of polynucleotides corresponding to SEQ ID NO:X. Chromosomal 
location was determined by finding exact matches to EST and cDNA sequences 
contained in the NCBI (National Center for Biotechnology Information) UniGene 
database. Given a presumptive chromosomal location, disease locus association was 
determined by comparison with the Morbid Map, derived from Online Mendelian 

30 Inheritance in Man (Online Mendelian Inheritance in Man, OMIM™. McKusick- 
Nathans Institute for Genetic Medicine, Johns Hopkins University (Baltimore, MD) 
and National Center for Biotechnology Information, National Library of Medicine 
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(Bethesda, MD) 2000. World Wide Web URL: http://www.ncbi.nlm.nih.gov/omim/). 
If the putative chromosomal location of the Query overlapped with the chromosomal 
location of a Morbid Map entry, the OMIM reference identification number of the 
morbid map entry is provided in Table 4, column 3, labelled "OMIM ID." A key to 
5 the OMIM reference identification numbers is provided in Table 6. 

Table 5 provides a key to the Library Code disclosed in Table 3. Column 1 
provides the Library Code disclosed in Table 3, column 2. Column 2 provides a 
description of the tissue or cell source from which the corresponding library was 
derived. Library codes corresponding to diseased Tissues are indicated in column 3 
1 0 with the word "disease". 

Table 6 provides a key to the OMIM reference identification numbers 
disclosed in Table 4, column 3. OMIM reference identification numbers (Column 1) 
were derived from Online Mendelian Inheritance in Man (Online Mendelian 
Inheritance in Man, OMIM. McKusick-Nathans Institute for Genetic Medicine, Johns 
15 Hopkins University (Baltimore, MD) and National Center for Biotechnology 
Information, National Library of Medicine, (Bethesda, MD) 2000. World Wide Web 
URL: http://www.ncbi.nlm.nih.gov/omim/). Column 2 provides diseases associated 
with the cytologic band disclosed in Table 4, column 2, as determined using the 
Morbid Map database. 

20 
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Table 2 



Gene 

# 


NTSEQ ID 
NO: X 


AASEQID 
NO: Y 


nt A 


nt B 


Preferred Epitopes 


1 


11 


91 


1 - 2656 
■ 


15 - 2670 


Arg-16toGly-22 
Leu-98 to Gly-106 
Pro-152toThr-158 
Pro-175toGlu-180 
Pro-280 to Met-286 
Ala-389 to Phe-395 
His-408toArg-417 
Ala-505 to Thr-514 
Gly-518to Ala-530. 


1 


39 


119 


1 - 1298 


15-1312 




2 


12 


92 


1 -2173 


15-2187 


Asp-Ill toGln-116 
Glu-154 to Val-160 
Ala- 162 to Cys-178. 








1 - 1239 


15 - 1253 


Ala-6 to Gin- ll 
Asp- 136 to Gln-141 
oiu-i /y to vai-ioj 

A la-? 18 tn T vq-??4 


2 


41 


121 


1 - 944 


15 - 958 


T pu-9R tn Ala-lS 
Phe-39 to Pro-46 


3 


13 


93 


1 - 2650 


15-2664 


Ala-28 to Ser-34 
Gln-54 to Asp-62 
Pro-71 to Arg-89. 


3 


42 


122 


1-2183 


15-2197 


Ala-28 to Ser-34 
Gln-54 to Asp-62 
Pro-71 to Arg-89. 


3 


43 


123 


1-389 


15-403 




3 


44 


124 


1 -426 


15-440 




4 


14 


94 


1 - 3379 


15-3393 




4 


45 


125 


1 - 3274 


15 - 1288 




! 4 


46 


126 


1 - 1066 


15-1080 




5 


15 


QS 








5 


47 


127 


1 - 78? 


1 S - 7Q6 




6 


16 


96 


1 - 1S?7 






6 


' 48 


128 


1 -643 


15-657 




6 


49 


129 


1 - 1068 


15 - 1082 




6 


50 


130 


1-676 


15-690 




6 


51 


131 


1 - 1604 


15-1618 




7 


17 


97 


1 - 1673 


15-1687 


Met-1 to Trp-6 
Leu-22 to Thr-27 
Pro-44 to Gly-58 
Ala-61 to Glu-74 
Pro-99toGly-lll 
Cys-121 to Ser-127. 


7 


52 


132 


1-556 


15-570 


Met-1 to Trp-6 
Leu-22 to Thr-27. 


8 


18 


98 


1 -2061 


15 -2075 




8 


53 


133 


1-341 


15-355 




9 ! 


19 


99 


1 - 4685 


15-4699 
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9 


54 


134 


1-1135 


15-1149 




9 


55 


135 


1 - 1753 


15 - 1767 




9 


56 


136 


1-541 


15-555 


Leu-9 toTyr-14 
Arg-36 to Arg-48. 


10 


20 


100 


1 - 2748 


15-2762 


Gly-lOto Gly-17 
Pro-49 to Glu-54 
Gln-97to Asp- 103 
Ser-120 to Tyr-125 
Gin- 186 to Leu- 199 
Glu-202 to Tyr-213 
Ser-225to Cys-233 
Thr-269 to Ser-284 
Gly-308 to Val-328 
Asp-350 to Ala-357 
Arg-367 to Gln-372 
Arg-429 to Thr-434 
Gly-444 to ThM49 
Thr-466 to Val-481 
Val-485 to Ser-499 
Ser-534 to Arg-540 
Met-564 to Ile-570 
Asn-573 to Phe-589 
Pro-603 toVal-611 
Arg-706toGly-711 
Glu-717to Asp-725 
Ser-732 to Ser-738 
Gln-743 to Glu-749 
Leu-799 to Asp-805. 


10 


57 


137 


1 - 2680 


15-2694 


Gly-49 toHis-56. 


11 


21 


101 


1-1119 


15-1133 


Phe-8 to Pro- 15 
Glu-43 to Leu-54 
Thr-79 to Arg-86 
Arg-129 to Leu- 142 
Gln-201 toGly-208 
Ser-249 to Gln-254. 


11 


58 


138 


1 - 5797 


15-5811 




11 


59 


139 


1-998 


15-1012 




12 


22 


102 


1 - 1700 


15-1714 




12 


60 


140 


1 - 1666 


15-1680 




12 


61 


141 


1 - 1372 


15-1386 


Ser-8 toLeu-13. 


13 


23 


103 


1 - 2665 


15-2679 


Pro-36toSer-52 
Ala-63 to Pro-78 
Ala-106 to Lys-115 
Glu-134toGlu-141 
Val-155 to Asp-164 
Phe-199toGly-204 
Arg-218to Leu-228 
Glu-230 to Val-235 
Val-247 to Pro-253 
Arg-262 to Gly-276 
Thr-303 to Gln-310 
Arg-335toTrp-342 
Glu-399toAla-415 
Ser-458 to Glu-466 
Arg-508 to Asp-517 
Glu-580to Pro-585 
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Gln-620 to Trp-628 
Lys-651 to Ala-657 
Gly-677 to Met-682 
Ala-712toLeu-717 
Gly-724toThr-731 
Arg-770 to Gln-775. 


13 


62 


142 


1-702 


15-716 


Pro-36 to Ser-52 
Ala-63 to Pro-78 
Ala- 106 to Lys-115 
Glu-134 to Glu-141 
Val-155to Asp-164. 


13 


63 


143 


1 - 2702 


15-2716 




14 


24 


104 


1-1772 


15-1786 


Ser-31 to Asp-40 
Arg-80 to Gln-88. 


14 


64 


144 


1 -997 


15-1011 


Ser-1 to Gly-12 
Gln-88 to Ser-95. 


15 


25 


105 


1-3417 


15 -3431 


Arg-26 to Asn-34. 


15 


65 


145 


1 -926 


15-940 


Arg-26 to Asn-34. 


15 


66 


146 


1 -476 


15-490 


Pro-3 to Arg-12. 


16 


26 


106 


1-752 


15-766 


Pro-39 to Trp-44, 


16 


67 


147 


1 - 2395 


15-2409 


Pro-39 to Trp-44. 


16 


68 


148 


1-723 


15-737 




16 


69 


149 


1 - 1457 


15-1471 




17 


27 


107 


1-6715 


15-6729 


Ser-165 to His- 174 
Met- 196 to Asp-204 
Lys-212 to Leu-2 18 
Pro-277 to Leu-285 
Pro-290 to Arg-298 
Ser-402 to Ser-407 
Trp-465 to Gly-470 
His-698 to His-706 
Asp-793 to Asn-801 
Gln-830 to Lys-838 
Gly-862 to His-867 
Ala-871 to His-877 
Lys-1063 to Asn-1069 
Ser-1 100 to Ser-1 108 
Asn-1194 to Ser-1 200 
Leu-1308 to Gly-1314 
Lys-1437toAsn-1442 
Asp-1583 toVal-1599 
Thr-1651 to Lys-1656 
Lys-1735 to Gly-1740 
Arg-1789toTyr-1795 
Arg-1846 to His-1854 
Pro-1869toPro-1875. 


17 


70 


150 


1 - 3585 


15-3599 




17 


71 


151 


1-2910 


15-2924 




18 


28 


108 


1 - 1228 


15-1242 




18 


72 


152 


1-614 


15-628 




18 


73 


153 


1-909 


15-923 




19 


29 


109 


1-2018 


15-2032 


Ala-1 toTyr-6 
Cys-65 to Tyr-70 
Asp-Ill toGly-118 
Pro-126toThr-132 
Tyr-145 to Lys-152 
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Gly-181 to His- 198 
Glu-262 to Phe-268 
Ser-297 to Gln-302 
Ala-344 to Pne-350 
Aia-jou to cyso /o. 




1A 
/** 


1 CM 


1 - lzo3 


I j - 1ZV/ 




19 


75 


155 


1 -2536 


15 -2550 




20 


30 


110 


1 - 3394 


15 -3408 


Lys-23toLys-31 
Ala-38 to Ser-43. 


20 


76 


156 


1-294 


15 - 308 




20 


77 


157 


1 - 1554 


15-1568 




20 


78 


158 I 


1-851 


15-865 


Lys-57 to Gly-64. 


21 


31 


111 


1 - 1903 


15-1917 




21 


79 


159 


1-1168 


15-1182 




21 


80 


160 


1 - 1060 


15 - 1074 


Leu-8 to Tyr-13 
Ser-18to His-31 
Ser-67 to Ser-73. 


22 


32 


112 


1 - 2345 


15 -2359 


Gln-22 to Asn-31 
Asn-66 to Gln-71 
Ala-99toPro-117 
Arg-161 toLys-168 
Ile-222 to His-230 
His-255 to Pro-266 
Glu-314to Val-320 
Thr-334 toThr-343 
Lys-358 to Thr-363 
Lys-416to Leu-424 
Pro-437 to Ser-453 
Pro-461 to Arg-472 
Pro-493 to Thr-506 
Ser-510to Thr-529 
Ile-538 to Lys-553 
Val-569 to Gln-596 
Val-607 to Val-619 
His-633 to Glu-648 
Ser-661 to Leu-667 
Thr-670 to Phe-682 
Thr-696 to Phe-702 
Val-706toHis-715 
Arg-722 to Gly-734 
Gln-747 to Arg-756 
Asp-761 to Pro-777. 


22 


81 


161 


1-532 


15-546 


Gln-22 to Asn-31 
Asn-66 to Gln-71 
AIa-99 to Pro- 117. 


22 


82 


162 


1-543 


15-557 


Pro-1 to Val-9 
His-23 to Glu-38 
Ser-51 toLeu-57 
Thr-60 to Phe-72. 


23 


33 


113 


1-513 


15-527 




24 


34 


114 


1 - 1937 


15-1951 




24 


83 


163 


1-918 


15-932 




24 


84 


164 


1-647 


15-661 


Ile-53 to Glu-67. 


25 


35 


115 


1-2010 


15-2024 


Gln-38 to Phe-45 
Thr-55 to Gln-64 
Pro-147 to Arg-157. 
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25 


85 


165 


1-2210 


15-2224 


Gln-38 to Phe-45 
Thr-55 to Gln-64. 


25 


86 


166 


1 - 1655 


15-1669 


Trp-6 to Arg-13. 


26 


36 


116 


1 - 3696 


15-3710 


His-29 to Ser-39 
Lys-44 to Thr-56 
Gly-87 to Gly-93 
Leu-96 to Asp- 102. 


26 


87 


167 


1 - 1 144 


15-1158 




26 


88 


168 


1-949 


15-963 


Arg-3 to Ser-14 
His-64 to Lys-69. 


27 


37 


117 


1 -329 


15-343 


Leu-46 to Lys-72. 


I 27 


89 


169 


1-565 


15-579 


Leu-46 to Ile-73. 


28 


38 


118 


1-431 


15-445 


Glu-34 to Gly-39. | 


28 


90 


170 


1 - 1302 


15-1316 


Glu-34 to Gly-39. 
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Table 3 



Clone ID 



HWEAC77 



Library Codes 



H0081 H0264 H0601 L1290 S0434 



HRAEH37 



H0013 
H0494 
H0593 

soon 

T0006 



H0036 H0039 H0046 H0081 H0135 H0156 H0265 H0457 H0486 
H0520 H0521 H0539 H0551 H0553 H0555 H0556 H0572 H0575 
H0618 H0645 H0653 H0658 H0668 H0670 H0676 L1290 S0007 
S0036 S0038 SO 126 SO 132 S0278 S0328 S0354 S0374 S0394 



HDQGQ29 



H0521 H0543 S0426 



HDQHY04 



H0013 H0014 H0032 H0040 H0056 H0170 H0244 H0265 H0328 H0380 
H0427 H0435 H0519 H0520 H0521 H0522 H0539 H0553 H0575 H0583 
H0587 H0625 H0638 LI 290 S0032 S0242 S0250 S0358 S0376 S0436 
S0460 S3014 T0041 T0114 



HWDAH38 



H0069 H0097 H0179 H0250 H0271 H0416 H0575 H0580 H0581 H0600 
H0660 H0670 H0689 L1290 S0052 S0053 S0216 S0360 S0426 S0428 



HHESQ62 



H0445 H0543 S0O52 SOI 14 



HDPSH53 



H0521 



HDPRN70 



H0521 



HLWCP78 



H0008 H0040 H0041 H0045 H0046 H0052 H0081 H0123 H0188 H0250 
H0251 H0268 H0333 H0428 H0486 H0529 H0547 H0553 H0647 H0673 
L1290 S0010 S0028 S0042 S0051 S0192 S0250 S0342 S0360 S0380 
T0109 T0115 



HTJML75 



H0012 H0013 H0O52 H0123 H0253 H0295 H0341 H0413 H0436 H0457 
H0483 H0488 H0494 H0506 H0519 H0521 H0522 H0529 H0539 H0542 
H0547 H0550 H0618 H0619 H0623 H0687 H0690 L1290 S0002 S0027 
S0037 S0052 SOI 14 S0150 S0190 S0222 S0328 S0378 S0424 



HWBFE57 



H0069 H0255 H0264 H0457 H0543 H0580 H0593 H0620 H0650 



HDPL025 



H0009 H0014 H0036 H0052 H0090 H0135 H0163 H0265 H0268 H0270 
H0275 H0411 H0423 H0427 H0445 H0457 H0486 H0506 H0517 H0521 
H0543 H0548 H0549 H0556 H0574 H0580 H0581 H0587 H0593 H0597 
H0600 H0615 H0649 H0656 H0657 H0661 H0662 H0663 H0670 H0690 
L1290 S0003 S0026 S0031 S0040 S0051 S0142 S0144 S0192 S0196 
S0222 S0280 S0354 S0356 S0358 S0360 S0376 S0408 T0067 



HDPWN93 



H0038 H0046 H0052 H0063 H0087 HOI 31 HOBS HOI 94 H0207 H0251 
H0253 H0255 H0263 H0309 H0333 H0409 H0412 H0417 H0424 H0494 
H0506 H0521 H0543 H0545 H0555 H0580 H0589 H0590 H0597 H0616 
H0618 H0622 H0646 H0648 H0672 L1290 S0010 S0044 S0045 S0150 
SOI 52 S0222 S0340 S0356 S0358 S6024 T0010 T0060 T0082 



HWHPM16 



H0038 
S0386 



H0222 H0373 H0521 H0551 H0556 H0586 H0587 H0590 H0592 



HRAEE45 



H0543 H0555 H0592 



HDPXY01 



H0521 H0539 H0660 



HWBEM18 



H0009 H0050 H0051 H0052 H0069 H0083 H0134 H0216 H0264 H0265 
H0290 H0309 H0318 H0333 H0341 H0393 H0422 H0424 H0445 H0457 
H0520 H0521 H0522 H0529 H0543 H0556 H0580 H0581 H0610 H0617 
H0620 H0634 H0635 H0637 H0645 H065O H0656 H0670 H0701 L1290 
S0038 S0426 



HDTFE17 



H0013 H0024 H0050 H0052 H0063 H0087 H0123 H0188 H0208 H0218 
H025O H0252 H0254 H0264 H0265 H0272 H0306 H0316 H0318 H0369 
H0370 H0372 H0381 H0402 H0417 H0418 H0423 H0424 H0441 H0445 
H0478 H0486 H0519 H0521 H0522 H0539 H0542 H0543 H0545 H0550 
H0555 H0556 H0561 H0575 H0580 H0617 H0620 H0634 H0638 H0652 
H0656 H0657 H0659 H0665 H0670 H0675 H0677 LI 290 S0002 SOI 32 
S0354 S0356 S0358 S0360 S0376 S0380 S0408 S0426 S0458 
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HBXAB02 



H0013 H0014 H0024 H0031 H0032 H0038 H0039 H0040 H0041 H0046 
H0050 H0051 H0052 H0056 H0057 H0081 H0085 H0086 H0087 H0100 
H0105 H0116 H0123 H0124 HOBS H0144 H0150 H0163 H0171 H0179 
HOI 88 H0196 H0208 H0242 H0251 H0252 H0253 H0264 H0266 H0268 
H0269 H0271 H0284 H0286 H0290 H0292 H0294 H0309 H0316 H0318 
H0333 H0343 H0352 H0381 H0392 H0402 H0411 H0412 H0413 H0427 
H0428 H0437 H0444 H0445 H0484 H0485 H0486 H0506 H0518 H0519 
H0520 H0521 H0522 H0529 H0539 H0542 H0543 H0544 H0545 H0546 
H0547 H0549 H0550 H0551 H0553 H0559 H0575 H0580 H0586 H0587 
H0590 H0592 H0593 H0594 H0597 H0598 H0599 H0600 H0602 H0618 
H0619 H0620 H0622 H0623 H0624 H0626 H0628 H0631 H0638 H0647 
H0648 H0653 H0656 H0657 H0660 H0664 H0665 H0667 H0682 H0684 
H0687 H0688 H0689 H0690 H0691 H0696 L1290 S0002 S0011 S0022 
S0026 S0027 S0028 S0036 S0037 S0038 S0040 S0044 S0045 S0046 
SOI 16 S0126 S0192 S0194 S0196 S0208 S0210 S0212 S0222 S0242 
S0250 S0294 S0330 S0332 S0342 S0352 S0354 S0356 S0358 S0360 
S0364 S0366 S0376 S0406 S0418 S0432 S0446 S3012 S3014 S6024 
T0003 T0004 TOO 10 T0040 T0049 



HDPSB18 



H0100 H0149 H0178 H0181 H0204 H0295 H0318 H0381 H0412 H0483 
H0484 H0521 H0529 H0543 H0620 H0623 H0633 H0638 H0646 H0656 
H0690 L1290 S0045 S0278 S0358 S0360 S0420 S3014 T0049 



HDPTW65 



H0053 H0521 



HOHDF66 



H0628 L1290 S0126 S0250 



HDPTW24 



H0521 



HRADO01 



H0555 



HTJNX29 



H0036 H0041 H0488 H0509 H0586 H0622 S0434 



HOHDC86 



S0250 



HLDQA07 



H0510 



HWDAD17 



H0036 H0163 H0270 H0275 H0411 H0427 H0445 H0457 H0506 H0517 
H0521 H0574 H0593 H0600 H0615 H0649 H0663 L1290 S0003 S0026 
S0031 S0040 S0051 SO 142 SO 196 S0222 S0280 S0354 S0358 S0360 
S0376 S0408 T0067 
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Table 4 



SEQID 


Cytologic Band or 




OMIM 


KcIitciicc(s): 


NO: X 


Chromosome: 








12 


16pl2-pll 


108730 147781 
600760 600761 


172471 
602066 


182381 186580 266600 
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Table 5 



Library Library Description Disease 

Code 



H0008 


11/1 I £_ Tl f 1 /"It J T" 1 1_ 

Whole 6 Week Old Embryo 




H0009 


Human Fetal Brain 




H0012 


Human Fetal Kidney 




H0013 


Human 8 Week Whole Embryo 




H0014 


Human Gall Bladder 




H0024 


Human Fetal Lung III 




H0031 


Human Placenta 




H0032 


Human Prostate 




1 10036 


Human Adult Small Intestine 




H0038 


Human Testes 




H0039 


Human Pancreas Tumor 


disease 


H0040 


Human Testes Tumor 


disease 


H0041 


Human Fetal Bone 




H0045 


Human Esophagus, Cancer 


disease 


H0046 


TT T~» J j • 1 rw 

Human Endometrial Tumor 


disease 


H0050 


Human Fetal Heart 




H0051 


Human Hippocampus 




H0052 


Human Cerebellum 




H0053 


Human Adult Kidney 




H0056 


Human Umbilical Vein, Endo. remake 




H0057 


Human Fetal Spleen 




H0063 


Human Thymus 




H0069 


Human Activated T-Cells 




H0081 


Human Fetal Epithelium (Skin) 




H0083 


HUMAN JURKAT MEMBRANE BOUND POLYSOMES 




H0085 


Human Colon 




H0086 


Human epithelioid sarcoma 


disease 


H0087 


Human Thymus 




H0090 


Human T-Cell Lymphoma 


disease 


H0097 


Human Adult Heart, subtracted 




HO 100 


Human Whole Six Week Old Embryo 




H0105 


Human Fetal Heart, subtracted 




H0116 


Human Thymus Tumor, subtracted 




H0123 


Human Fetal Dura Mater 




HO 124 


Human Rhabdomyosarcoma 


disease 


H0131 


LNCAP + o.3nM R1881 




HO 134 


Raji Cells, cyclohexamide treated 




H0135 


Human Synovial Sarcoma 




tin i A A 


Nine Week Old Early Stage Human 




HO 149 


7 Week Old Early Stage Human, subtracted 




H0150 


Human Epididymus 




H0156 


Human Adrenal Gland Tumor 


disease 


HO 163 


Human Synovium 




HOI 70 


12 Week Old Early Stage Human 




H0171 


12 Week Old Early Stage Human, II 




HO 178 


Human Fetal Brain 




H0179 


Human Neutrophil 




H0181 


Human Primary Breast Cancer 


disease 


H0188 


Human Normal Breast 




HO 194 


Human Cerebellum, subtracted 
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numan v^araiomyopauiy, suoiidcicu 




nuzun 


nuxnan woion v^ancer, suDiracica 




nuzv / 


i-iNv^/\x , amereniiai expression . 




nuzuo 


cany oiage numan Lung, suotr actec 




WHO 16 


oupi ceils, cycionexamiae created, suucracteo 




XlUZ Jo 


Activated T-Cells, Ohrs, subtracted 




riuzzz 


Activated T-Cells, 8 hrs, subtracted 






Human Fetal Heart, Differential (Fetal-Specific) 




tj AOid/1 


Human o weeK wnoie tmoryo, suotractea 




HUZjU 


Human Activated Monocytes 




nUZj 1 


Human Chondrosarcoma 




disease 


UAO^O 

MUz 


Human Osteosarcoma 


disease 


HUZj 3 


Human adult testis, large inserts 




nUZD** 


Breast Lymph node cDNA library 




nUZjj 


breast lymph node CDNA library 




nUZOJ 


human colon cancer 


disease 


nvJZ04 


human tonsils 




nUZ03 


Activated T-Cell (12hs)/Thiouridme labelledEco 




nuzoo 


Human Microvascular Endothelial Cells, tract. A 




rlUZOo 


l_I i irYtan I T j rvi r\ 1 1 1 r* o 1 \/ Ait\ mm/ia^ ram f\ I I* olio + A. 

nurnan umomcai vein undoineuai v^eus, iract. j\ 




riuzoy 


nurnan umDiiicai vein j&nGOtneiiai i^eiis, rxact. d 




rlUZ /U 


HPAS (human pancreas, subtracted) 




nuZ / 1 


Human Neutrophil, Activated 




nUZ /Z 


nUMAlN lvJINMLo, rKAL,lIUfN Z 




nUZO 


nurnan lntant Adrenal Uland, subtracted 




rlUZo'f 


nurnan uts Muoj control traction i 




HUZ 00 


Human UB Mtjoi treated (10 nM bz) traction 1 




riuzyu 


nurnan UxJ riuo treated ( 1 nM LZ) traction I 




HU29Z 


Human OB HOb treated (10 nM hz) fraction I 




H0294 


Amniotic Cells - TNr mduced 




H0295 


Amniotic Cells - Primary Culture 




H0306 


CD34 depleted Butry Coat (Cord Blood) 




tlAIAA 

H0309 


Human Chronic Synovitis 


disease 


H0316 


T_TT TA Jf A XT PTA\ /T A /"^T T 

HUMAN STOMACH 




HU31o 


"LIT TK ,4 A XT Tl /^T" TTT V7X ini T/^\X >T A 

HUMAN B CELL LYMPHOMA 


disease 


H0328 


human ovarian cancer 


disease 


HU333 


Hemangiopericytoma 


disease 


HU341 


Bone Marrow Cell Line (KS4,1 1) 




IJAl/11 

nU-54J 


stomach cancer (human) 


T 

disease 


HUJjZ 


wilm's tumor 


disease 


riujoy 


H. Atrophic Endometrium 






H. Lymph node breast Cancer • 


— . 

disease 


HU3 /Z 


Human Testes 




uni7l 


Human Heart 




nvJOw 


Mnman Tnnonp frar* 0 
xxuiiiaii 1 uilgUC, 11 aL ^ 




H0381 


Bone Cancer 


disease 


H0392 


H. Meningima, Ml 




H0393 


Fetal Liver, subtraction II 




H0402 


CD 34 depleted Bufry Coat (Cord Blood), re-excision 




H0409 


H. Striatum Depression, subtracted 




H0411 


H Female Bladder, Adult 




H0412 


Human umbilical vein endothelial cells, IL-4 induced 




H0413 


Human Umbilical Vein Endothelial Cells, uninduced 





wo 
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H0416 


Human Neutrophils, Activated, re-excision 




H0417 


Human Pituitary, subtracted VIII 




H0418 


Human Pituitary, subtracted VII 




H0422 


T-Cell PHA 16hrs 




H0423 


T-Cell PHA 24 hrs 




H0424 


Human Pituitary, subt IX 




H0427 


Human Adipose 




H0428 


Human Ovary 




H0435 


Ovarian Tumor 10-3-95 




H0436 


Resting T-Cell LibraryJI 




H0437 


H Umbilical Vein Endothelial Cells, frac A, re-excision 




H0441 


H. Kidney Cortex, subtracted 




H0444 


Spleen metastic melanoma 


disease 


H0445 


Spleen, Chronic lymphocytic leukemia 


disease 


H0457 


Human Eosinophils 




H0478 


Salivary Gland, Lib 2 




H0483 


Breast Cancer cell line, MDA 36 




H0484 


Breast Cancer Cell line, angiogenic 




H0485 


Hodgkin's Lymphoma I 


disease 


H0486 


Hodgkin's Lymphoma II 


disease 


H0488 


Human Tonsils, Lib 2 




H0494 


Keratinocyte 




H0506 


Ulcerative Colitis 




H0509 


Liver, Hepatoma 


disease 


H0510 


Human Liver, normal 




H0517 


Nasal polyps 




H0518 


pBMC stimulated w/ poly I/C 




H0519 


NTERA2, control 




H0520 


NTERA2 + retinoic acid, 14 days 




H0521 


Primary Dendritic Cells, lib 1 




H0522 


Primary Dendritic cells,frac 2 




H0529 


Myoloid Progenitor Cell Line 




H0539 


Pancreas Islet Cell Tumor 


disease 


H0542 


T Cell helper I 




H0543 


T cell helper II 




H0544 


Human endometrial stromal cells 




H0545 


Human endometrial stromal cells-treated with progesterone 




H0546 


Human endometrial stromal cells-treated with estradiol 




H0547 


NTERA2 teratocarcinoma cell line+retinoic acid (14 days) 




H0548 


Human Skin Fibroblasts, normal 




H0549 


H. Epididiymus, caput & corpus 




H0550 


H. Epididiymus, cauda 




H0551 


Human Thymus Stromal Cells 




H0553 


Human Placenta 




H0555 


Rejected Kidney, lib 4 


disease 


H0556 


Activated T-cell( 1 2h)/Thioundine-re-excision 




H0559 


HL-60, PMA 4H, re-excision 




H0561 


L428 




H0572 


Human Fetal Brain, normalized AC5002 




H0574 


Hepatocellular Tumor, re-excision 


disease 


H0575 


Human Adult Pulmonary,re-excision 




H0580 


Dendritic cells, pooled 




H0581 


Human Bone Marrow, treated 
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H0583 


R ("Vll Ivmnhnma 


disease 




Hpaliiio oroin wmmH S hnnrQ nrtst incision 

llCaiJUg gl villi WULlllU, VJ..J HUUIO JJL/ol UlL<IolUll 


disease 


H0587 


Hpfllinu ornin wnnnH 7 S hmirc nrtct inri^inn 

lltdllllg glUlll WLrUUVJ, / HUUiO jJVJol llll>Jdlv/II 


disease 


H0589 


(T)'^ nocitivp pp!1« (cr\rt\ \\\e\e\iW rp-PY 

\*LJJ1 ^WalllVC v-CilO ^UlU UJUUU^lC CA 




HOSQO 


I-1 1 1 tnnTi iirlnlt email intpct'in** fp_pvncinn 
nuiiuui auuii oiiiojj iiiLCoiiiic,! c-cacioiuii 






\J po 1 in o om i n u/nnnrl _ 7prA hr Tir\cf_inf*icir\n (cnnimi i 
JlCallllg glUlll WUUIIU - Z.CIU 111 pUoL-llIU151UIl ^UIIUUI^ 


Hicpacp 




fll factor*/ ptii thulium nacalrauitv 
wllawlUI jr CpnilCUUIll,ilaaalL>a Vliy 






xiuman i^ung ^ancer,re-excision 


UlSCdbC 




numdn v_/Oiun, re-cAL/iaiuii 




xiujyo 


xiuman iMOinacn,re -excision 






Human Adult Heart,re-excision 




wfinfift 

ilUOw 


xieaung /\Ouomcn wouiiu > / uoci^u nun posi incision 


/11PD1CP 


xiuoui 


Healing Abdomen Wound, 1 5 days post incision 


aisease 


HfiA(i7 


xicaiing /\Duonien wouna,zioczy cidys posi incision 


HicpQCP 
tUScdSc 




XI. LCUIvUvy ICo, IlUIIIldllZCLl LUl J-rV 




xiuo i j 


xiuman uvanan v^ancer rveexcision 


/A 1 nanf Q 


nuo i o 


xiuman i esics, rveexcision 




Hflfi17 
nu d i / 


xiuman i rirnitry xsreaM cancer iveexcision 




HAM R 


Human AHult T'^c+^c T oroA Tncprtc Pppvpicirtn 
XlUIIldil /\UUIl 1 ColCo, Large llibcila, lYtCAL-lMUIl 




nuui7 








Human T^^tal I^ir1np>v Pppvncmn 
OUlIlall FCldl IVILUlCjr, IxCCAClolUll 






Human Par*prpac TnmAr T? ppv^icinn 
nUUlall rdllvlCds 1 UlilUl, I\.CCAv.l3lUlI 






Xiuman UIDDllltal VC1D, XvccaLIoIUD 






\l wcck nany ouigc xiuman 11, rveexcision 




riuozj 


xvu o i zr oasopmis -Line 




xiuozo 


oaosz v^ens, unueaxeu 




H0628 


Human Pre-Differentiated Adipocytes 




H0631 


Saos2, Dexamethosome Treated 




H0633 


Lung Carcinoma A549 TNFalpha activated 


disease 


H0634 


Human Testes Tumor, re-excision 


disease 


H0635 


Human Activated T-Cells, re-excision 




H0637 


Dendritic Cells From CD34 Ceils 




H0638 


CD40 activated monocyte dendridic cells 




H0645 


Fetal Heart, re-excision 




H0646 


Lung, Cancer (4005313 A3): Invasive Poorly Differentiated 
Lung Adenocarcinoma, 




H0647 


Lung, Cancer (4005163 B7): Invasive, Poorly Diff. 
Adenocarcinoma, Metastatic 


disease 


H0648 


Ovary, Cancer: (4004562 B6) Papillary Serous Cystic 
Neoplasm, Low Malignant Pot 


disease 


xiUo4y 


Lung, Normal: (4UID3 13 di) 






o-ueiis 




xlUOD/ 


Lung, Normal. (4UU3313 Bi) 






otromai vjeiis 




xiuojo 


B-cells (unstimulated) 




H(V»S7 
nuuj / 


D _r*^»1 Ic ^ctimiilat/*rl'\ 
XJ-isCila ^alllllUIalCLl^ 




H0658 


Ovary, Cancer (9809C332): Poorly differentiated 
adenocarcinoma 


disease 


H0659 


Ovary, Cancer ( 1 5395A 1 F): Grade U Papillary Carcinoma 


disease 


H0660 


Ovary, Cancer: (15799A1F) Poorly differentiated carcinoma 


disease 


H0661 


Breast, Cancer: (4004943 A5) 


disease 


H0662 


Breast, Normal: (4005522B2) 




H0663 


Breast, Cancer: (4005522 A2) 


disease 


H0664 


Breast, Cancer: (9806C012R) 


disease 



wo 
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H0665 


Stromal cells 3.88 




H0667 


Stromal ceIls(HBM3.l8) 




| H0668 


stromal cell clone 2.5 




H0670 


Ovary, Cancer(4004650 A3): Well-Differentiated 
Micropapillary Serous Carcinoma 




H0672 


Ovary, Cancer: (4004576 A8) 




H0673 


Human Prostate Cancer, Stage B2, re-excision 




H0675 


Colon, Cancer: (9808C064R) 




H0676 


Colon, Cancer: (9808C064R)-totaI RNA 




H0677 


TNFR degenerate oligo 




H0682 


Ovarian cancer, Serous Papillary Adenocarcinoma 




H0684 


Ovarian cancer, Serous Papillary Adenocarcinoma 




H0687 


Human normal ovary(#9610G215) 




H0688 


Human Ovarian Cancer(#9807G017) 




H0689 


Ovarian Cancer 




H0690 


Ovarian Cancer, # 9702G001 




H0691 


Normal Ovary, #9710G208 




H0696 


Prostate Adenocarcinoma 




H0701 


NKyao 15 (control) 




LI 290 


Soares total fetus Nb2HF8 9w 




S0002 


Monocyte activated 




S0003 


Human Osteoclastoma 


disease 


S0007 


Early Stage Human Brain 




S0010 


Human Amygdala 




soon 


STROMAL -OSTEOCLASTOMA 


disease 


S0022 


Human Osteoclastoma Stromal Cells - unamplified 




S0026 


Stromal cell TF274 




S0027 


Smooth muscle, serum treated 




S0028 


Smooth muscle,control 




S0031 


Spinal cord 




S0032 


Smooth muscle-ILb induced 




S0036 


Human Substantia Nigra 




S0037 


Smooth muscle, ILlb induced 




S0038 


Human Whole Brain #2 - Oligo dT > 1 .5Kb 




S0040 


Adipocytes 




S0042 


Testes 




S0044 


Prostate BPH 


disease 


! S0045 


Endothelial cells-control 




S0046 


Endothelial- induced 




S0051 


Human Hypothalmus,Schizophrenia 


disease 


S0052 


neutrophils control 




S0053 


Neutrophils IL-1 and LPS induced 




SOI 14 


Anergic T-cell 




SOI 16 


Bone marrow 




i S0126 


Osteoblasts 




S0132 


Epithelial-TNFa and INF induced 






Macrophage-oxLDL 




S0144 


Macrophage (GM-CSF treated) 




SO 150 


LNCAP prostate cell line 




SOI 52 


PC3 Prostate cell line 




SO 190 


Prostate BPH,Lib 2, subtracted 




SO 192 


Synovial Fibroblasts (control) 




SO 194 


Synovial hypoxia 




SOI 96 


Synovial IL-l/TNF stimulated 
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oUZUo 


messangiai ecu, irac i 




jUZ lu 


ivicobangiai ecu, rr<K» z 




ou/ 1 Z 


Done iviarrow oiromai i^eu, unrreaieu 




OUZ. 1 VJ 


iNcuuopniis 1 ana Lfo inQUceu 






n. rroniai conex,epiiepuc,re-excision 


disease 




synovial riDroDiasts ^iii/iiNrj, sudi 




oUZjU 


riurnan vjsieoDiasts n 


disease 


QA77Q 


H Macrophage (GM-CSF treated), re-excision 




oUZoU 


Human Adipose Tissue, re-excision 




auzy4 


Larynx tumor 


: 

disease 


oUJzo 


Palate carcinoma 


disease 




Palate normal 




CA7T) 


Pharynx carcinoma 




oUJ4U 


Human Osteoarthritic Cartilage Fraction IV 




disease 




Adipocytes, re-excision 




QA7^7 


Larynx Carcinoma 


disease 


CA7C/I 


v^oion iNormai n 




ca'ic/: 


Colon Carcinoma 


— 

disease 




v_/Oion iNormai in 




oUjOU 


v^oion i umor 11 


— 

disease 




numan v^uauriceps 




on?/:/; 
oUjOD 


numan ooieus 




OA O 7/1 


iNormai coion 




OUJ /0 


Colon Tumor 


disease 


olo /o 


rancreas normal r^A4 No 






rancreas i umor r u A4 1 u 


T 

disease 




Human Whole Brain, re-excision 






Stoiria c h, normal 




QA/f A/C 


Rectum tumour 




Of\A AO 


Colon, normal 




S04I8 


CHMh Cell Line,treated 5 nrs 




S0420 


CHME Cell Line,untreated 




b0424 j 


I r-1 Cell Line GM-CSF Treated 




JS0426 


Monocyte activated, re-excision 




OA/no 


Neutrophils control, re-excision 




CA/1 T> 

oU432 


Sinus piriformis Tumour 




CA/1 1A 


otomacn Normal 


disease 


Qf\A1£. 

oU4J0 


Stomach Tumour 


disease 


OA/M/£ 

OU440 


Tongue Tumour 




oU4Do 


lnyroiu INormai (oJL/CAz fMoj 




OU40U 


Thyroid Tumour 




C7A1 7 


Smooth Muscle Serum Treated, Norm 




Qinizi 


Smooth muscle, serum indue ed,re-exc 




G£A">4 
O0UZ4 


Alzheimers, spongy change 


disease 


T0003 


Human P*pta1 T uno 




T0004 


Human White Fat 




[ T0006 


Human Pineal Gland 




TOOIO 


Human Infant Brain 




T0040 


HSC172 cells 




T0041 


Jurkat T-cell G 1 phase 




T0049 


Aorta endothelial cells + TNF-a 




T0060 


Human White Adipose 




T0067 


Human Thyroid 
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T0082 


Human Adult Retina 




T0109 


Human (HCC) cell line liver (mouse) metastasis, remake 




T0114 


Human (Caco-2) cell line, adenocarcinoma, colon, remake 




T0115 


Human Colon Carcinoma (HCC) cell line 
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Table 6 



OlMlM ID 


OMIM Description 


108730 


Brody myopathy, 601003 (3) 


147781 


Atopy, susceptibility to (3) 


172471 


Glycogenosis, hepatic, autosomal (3) 


182381 


Renal glucosuria, 253100 (1) (?) 


186580 


Arthrocutaneouveal granulomatosis 12) 


266600 


Inflammatory bowel disease- 1 (2) 


600760 


Liddle syndrome, 177200 (3) 
Pseudohypoaldosteronism, type I, 264350 (3) 


600761 


Liddle syndrome, 177200(3) 
Pseudohypoaldosteronism, type I, 264350 (3) 


602066 


Convulsions, infantile and paroxysmal choreoathetosis (2) 



WO 01/34627 



PCT/US00/30628 



The polypeptides of the invention can be prepared in any suitable manner. 
Such polypeptides include isolated naturally occurring polypeptides, recombinantly 
produced polypeptides, synthetically produced polypeptides, or polypeptides 
produced by a combination of these methods. Means for preparing such polypeptides 
5 are well understood in the art. 

The polypeptides may be in the form of the secreted protein, including the . 
mature form, or may be a part of a larger protein, such as a fusion protein (see below). 
It is often advantageous to include an additional amino acid sequence which contains 
secretory or leader sequences, pro-sequences, sequences which aid in purification , 

10 such as multiple histidine residues, or an additional sequence for stability during 
recombinant production. 

The polypeptides of the present invention are preferably provided in an 
isolated form, and preferably are substantially purified. A recombinantly produced 
version of a polypeptide, including the secreted polypeptide, can be substantially 

1 5 purified using techniques described herein or otherwise known in the art, such as, for 
example, by the one-step method described in Smith and Johnson, Gene 67:31-40 
(1988). Polypeptides of the invention also can be purified from natural, synthetic or 
recombinant sources using techniques described herein or otherwise known in the art, 
such as, for example, antibodies of the invention raised against the secreted protein. 

20 The present invention provides a polynucleotide comprising, or alternatively 

consisting of, the nucleic acid sequence of SEQ ID NO:X, and/or a cDNA contained 
in ATCC deposit Z. The present invention also provides a polypeptide comprising, or 
alternatively, consisting of, the polypeptide sequence of SEQ ID NO:Y and/or a 
polypeptide encoded by the cDNA contained in ATCC deposit Z. Polynucleotides 

25 encoding a polypeptide comprising, or alternatively consisting of the polypeptide 
sequence of SEQ ID NO:Y and/or a polypeptide sequence encoded by the cDNA 
contained in ATCC deposit Z are also encompassed by the invention. 
Signal Sequences 

The present invention also encompasses mature forms of the polypeptide 

30 having the polypeptide sequence of SEQ ID NO: Y and/or the polypeptide sequence 
encoded by the cDNA in a deposited clone. Polynucleotides encoding the mature 
forms (such as, for example, the polynucleotide sequence in SEQ ID NO:X and/or the 
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polynucleotide sequence contained in the cDNA of a deposited clone) are also 
encompassed by the invention. According to the signal hypothesis, proteins secreted 
by mammalian cells have a signal or secretary leader sequence which is cleaved from 
the mature protein once export of the growing protein chain across the rough 
5 endoplasmic reticulum has been initiated. Most mammalian cells and even insect 
cells cleave secreted proteins with the same specificity. However, in some cases, 
cleavage of a secreted protein is not entirely uniform, which results in two or more 
mature species of the protein. Further, it has long been known that cleavage 
specificity of a secreted protein is ultimately determined by the primary structure of 
10 the complete protein, that is, it is inherent in the amino acid sequence of the 
polypeptide. 

Methods for predicting whether a protein has a signal sequence, as well as the 
cleavage point for that sequence, are available. For instance, the method of 
McGeoch, Virus Res. 3:271-286 (1985), uses the information from a short N-terminal 

1 5 charged region and a subsequent uncharged region of the complete (uncleaved) 

protein. The method of von Heinje, Nucleic Acids Res. 14:4683-4690 (1986) uses the 
information from the residues surrounding the cleavage site, typically residues -13 to 
+2, where +1 indicates the amino terminus of the secreted protein. The accuracy of 
predicting the cleavage points of known mammalian secretory proteins for each of 

20 these methods is in the range of 75-80%. (von Heinje, supra.) However, the two 
methods do not always produce the same predicted cleavage point(s) for a given 
protein. 

In the present case, the deduced amino acid sequence of the secreted 
polypeptide was analyzed by a computer program called SignalP (Henrik Nielsen et 

25 al., Protein Engineering 1 0: 1 -6 (1 997)), which predicts the cellular location of a 

protein based on the amino acid sequence. As part of this computational prediction of 
localization, the methods of McGeoch and von Heinje are incorporated. The analysis 
of the amino acid sequences of the secreted proteins described herein by this program 
provided the results shown in Table 1 . 

30 As one of ordinary skill would appreciate, however, cleavage sites sometimes 

vary from organism to organism and cannot be predicted with absolute certainty. 
Accordingly, the present invention provides secreted polypeptides having a sequence 
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shown in SEQ ID NO:Y which have an N-terminus beginning within 5 residues (i.e., 
+ or - 5 residues) of the predicted cleavage point. Similarly, it is also recognized that 
in some cases, cleavage of the signal sequence from a secreted protein is not entirely 
uniform, resulting in more than one secreted species. These polypeptides, and the 
5 polynucleotides encoding such polypeptides, are contemplated by the present 
invention. 

Moreover, the signal sequence identified by the above analysis may not 
necessarily predict the naturally occurring signal sequence. For example, the 
naturally occurring signal sequence may be further upstream from the predicted signal 

10 sequence. However, it is likely that the predicted signal sequence will be capable of 
directing the secreted protein to the ER. Nonetheless, the present invention provides 
the mature protein produced by expression of the polynucleotide sequence of SEQ ID 
NO:X and/or the polynucleotide sequence contained in the cDNA of a deposited 
clone, in a mammalian cell (e.g., COS cells, as desribed below). These polypeptides, 

1 5 and the polynucleotides encoding such polypeptides, are contemplated by the present 
invention. 

Polynucleotide and Polypeptide Variants 

The present invention is directed to variants of the polynucleotide sequence 
20 disclosed in SEQ ID NO:X, the complementary strand thereto, and/or the cDNA 
sequence contained in a deposited clone. 

The present invention also encompasses variants of the polypeptide sequence 
disclosed in SEQ ED NO:Y and/or encoded by a deposited clone. 

"Variant" refers to a polynucleotide or polypeptide differing from the 
25 polynucleotide or polypeptide of the present invention, but retaining essential 
properties thereof. Generally, variants are overall closely similar, and, in many 
regions, identical to the polynucleotide or polypeptide of the present invention. 

The present invention is also directed to nucleic acid molecules which 
comprise, or alternatively consist of, a nucleotide sequence which is at least 80%, 
30 85%, 90%, 95%, 96%, 97%, 98% or 99% identical to, for example, the nucleotide 
coding sequence in SEQ ID NO:X or the complementary strand thereto, the 
nucleotide coding sequence contained in a deposited cDNA clone or the 
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complementary strand thereto, a nucleotide sequence encoding the polypeptide of 
SEQ ID NO:Y, a nucleotide sequence encoding the polypeptide encoded by the 
cDNA contained in a deposited clone, and/or polynucleotide fragments of any of 
these nucleic acid molecules (e.g., those fragments described herein). 
5 Polynucleotides which hybridize to these nucleic acid molecules under stringent 
hybridization conditions or lower stringency conditions are also encompassed by the 
invention, as are polypeptides encoded by these polynucleotides. 

The present invention is also directed to polypeptides which comprise, or 
alternatively consist of, an amino acid sequence which is at least 80%, 85%, 90%, 

1 0 95%, 96%, 97%, 98%, 99% identical to, for example, the polypeptide sequence 

shown in SEQ ID NO:Y, the polypeptide sequence encoded by the cDNA contained 
in a deposited clone, and/or polypeptide fragments of any of these polypeptides (e.g., 
those fragments described herein). 

By a nucleic acid having a nucleotide sequence at least, for example, 95% 

1 5 "identical" to a reference nucleotide sequence of the present invention, it is intended 
that the nucleotide sequence of the nucleic acid is identical to the reference sequence 
except that the nucleotide sequence may include up to five point mutations per each 
100 nucleotides of the reference nucleotide sequence encoding the polypeptide. In 
other words, to obtain a nucleic acid having a nucleotide sequence at least 95% 

20 identical to a reference nucleotide sequence, up to 5% of the nucleotides in the 
reference sequence may be deleted or substituted with another nucleotide, or a 
number of nucleotides up to 5% of the total nucleotides in the reference sequence may 
be inserted into the reference sequence. The query sequence may be an entire 
sequence shown inTable 1, the ORF (open reading frame), or any fragment specified 

25 as described herein. 

As a practical matter, whether any particular nucleic acid molecule or 
polypeptide is at least 80%, 85%, 90%, 95%, 96%, 97%, 98% or 99% identical to a 
nucleotide sequence of the presence invention can be determined conventionally 
using known computer programs. A preferred method for determining the best 

30 overall match between a query sequence (a sequence of the present invention) and a 
subject sequence, also referred to as a global sequence alignment, can be determined 
using the FASTDB computer program based on the algorithm of Brutlag et al. (Comp. 
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App. Biosci. 6:237-245(1990)). In a sequence alignment the query and subject 
sequences are both DNA sequences. An RNA sequence can be compared by 
converting LPs to Ts. The result of said global sequence alignment is in percent 
identity. Preferred parameters used in a FASTDB alignment of DNA sequences to 
5 calculate percent identiy are: Matrix=Unitary, k-tuple=4, Mismatch Penalty=l , 
Joining Penalty=30, Randomization Group Length=0, Cutoff Score=l, Gap 
Penalty=5, Gap Size Penalty 0.05, Window Size=500 or the lenght of the subject 
nucleotide sequence, whichever is shorter. 

If the subject sequence is shorter than the query sequence because of 5' or 3' 

10 deletions, not because of internal deletions, a manual correction must be made to the 
results. This is because the FASTDB program does not account for 5' and 3' 
truncations of the subject sequence when calculating percent identity. For subject 
sequences truncated at the 5' or 3' ends, relative to the query sequence, the percent 
identity is corrected by calculating the number of bases of the query sequence that are 

15 5' and 3' of the subject sequence, which are not matched/aligned, as a percent of the 
total bases of the query sequence. Whether a nucleotide is matched/aligned is 
determined by results of the FASTDB sequence alignment. This percentage is then 
subtracted from the percent identity, calculated by the above FASTDB program using 
the specified parameters, to arrive at a final percent identity score. This corrected 

20 score is what is used for the purposes of the present invention. Only bases outside the 
5' and 3' bases of the subject sequence, as displayed by the FASTDB alignment, 
which are not matched/aligned with the query sequence, are calculated for the 
purposes of manually adjusting the percent identity score. 

For example, a 90 base subject sequence is aligned to a 100 base query 

25 sequence to determine percent identity. The deletions occur at the 5' end of the 
subject sequence and therefore, the FASTDB alignment does not show a 
matched/alignment of the first 10 bases at 5' end. The 10 unpaired bases represent 
10% of the sequence (number of bases at the 5' and 3' ends not matched/total number 
of bases in the query sequence) so 10% is subtracted from the percent identity score 

30 calculated by the FASTDB program. If the remaining 90 bases were perfectly 
matched the final percent identity would be 90%. In another example, a 90 base 
subject sequence is compared with a 100 base query sequence. This time the 
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deletions are internal deletions so that there are no bases on the 5' or 3* of the subject 
sequence which are not matched/aligned with the query. In this case the percent 
identity calculated by FASTDB is not manually corrected. Once again, only bases 5' 
and 3' of the subject sequence which are not matched/aligned with the query sequence 

5 are manually corrected for. No other manual corrections are to made for the purposes 
of the present invention. 

By a polypeptide having an amino acid sequence at least, for example, 95% 
"identical" to a query amino acid sequence of the present invention, it is intended that 
the amino acid sequence of the subject polypeptide is identical to the query sequence 

10 except that the subject polypeptide sequence may include up to five amino acid 
alterations per each 100 amino acids of the query amino acid sequence. In other 
words, to obtain a polypeptide having an amino acid sequence at least 95% identical 
to a query amino acid sequence, up to 5% of the amino acid residues in the subject 
sequence may be inserted, deleted, (indels) or substituted with another amino acid. 

1 5 These alterations of the reference sequence may occur at the amino or carboxy 

terminal positions of the reference amino acid sequence or anywhere between those 
terminal positions, interspersed either individually among residues in the reference 
sequence or in one or more contiguous groups within the reference sequence. 

As a practical matter, whether any particular polypeptide is at least 80%, 85%, 

20 90%, 95%, 96%, 97%, 98% or 99% identical to, for instance, an amino acid 

sequences shown in Table 1 (SEQ ID NO:Y) or to the amino acid sequence encoded 
by cDNA contained in a deposited clone can be determined conventionally using 
known computer programs. A preferred method for determing the best overall match 
between a query sequence (a sequence of the present invention) and a subject 

25 sequence, also referred to as a global sequence alignment, can be determined using 
the FASTDB computer program based on the algorithm of Brutlag et al. (Comp. App. 
Biosci. 6:237-245(1990)). In a sequence alignment the query and subject sequences 
are either both nucleotide sequences or both amino acid sequences. The result of said 
global sequence alignment is in percent identity. Preferred parameters used in a 

30 FASTDB amino acid alignment are: Matrix=PAM 0, k-tuple=2, Mismatch 

Penalty=l, Joining Penalty=20, Randomization Group Length=0, Cutoff Score=l, 
Window Size=sequence length, Gap.Penalty=5, Gap Size Penalty=0.05, Window 
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Size=500 or the length of the subject amino acid sequence, whichever is shorter. 

If the subject sequence is shorter than the query sequence due to N- or C- 
terminal deletions, not because of internal deletions, a manual correction must be 
made to the results. This is because the FASTDB program does not account for N- 
5 and C-terminal truncations of the subject sequence when calculating global percent 
identity. For subject sequences truncated at the N- and C-termini, relative to the 
query sequence, the percent identity is corrected by calculating the number of residues 
of the query sequence that are N- and C-terminal of the subject sequence, which are 
not matched/aligned with a corresponding subject residue, as a percent of the total 

10 bases of the query sequence. Whether a residue is matched/aligned is determined by 
results of the FASTDB sequence alignment. This percentage is then subtracted from 
the percent identity, calculated by the above FASTDB program using the specified 
parameters, to arrive at a final percent identity score. This final percent identity score 
is what is used for the purposes of the present invention. Only residues to the N- and 

1 5 C-termini of the subject sequence, which are not matched/aligned with the query 
sequence, are considered for the purposes of manually adjusting the percent identity 
score. That is, only query residue positions outside the farthest N- and C-terminal 
residues of the subject sequence. 

For example, a 90 amino acid residue subject sequence is aligned with a 100 

20 residue query sequence to determine percent identity. The deletion occurs at the N- 
terminus of the subject sequence and therefore, the FASTDB alignment does not 
show a matching/alignment of the first 10 residues at the N-terminus. The 10 
unpaired residues represent 10% of the sequence (number of residues at the N- and C- 
termini not matched/total number of residues in the query sequence) so 10% is 

25 subtracted from the percent identity score calculated by the FASTDB program. If the 
remaining 90 residues were perfectly matched the final percent identity would be 
90%. In another example, a 90 residue subject sequence is compared with a 100 
residue query sequence. This time the deletions are internal deletions so there are no 
residues at the N- or C-termini of the subject sequence which are not matched/aligned 

30 with the query. In this case the percent identity calculated by FASTDB is not 

manually corrected. Once again, only residue positions outside the N- and C-terminal 
ends of the subject sequence, as displayed in the FASTDB alignment, which are not 
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matched/aligned with the query sequnce are manually corrected for. No other manual 
corrections are to made for the purposes of the present invention. 

The variants may contain alterations in the coding regions, non-coding 
regions, or both. Especially preferred are polynucleotide variants containing 
5 alterations which produce silent substitutions, additions, or deletions, but do not alter 
the properties or activities of the encoded polypeptide. Nucleotide variants produced 
by silent substitutions due to the degeneracy of the genetic code are preferred. 
Moreover, variants in which 5-10, 1-5, or 1-2 amino acids are substituted, deleted, or 
added in any combination are also preferred. Polynucleotide variants can be produced 
10 for a variety of reasons, e.g., to optimize codon expression for a particular host 

(change codons in the human mRNA to those preferred by a bacterial host such as E. 
coli). 

Naturally occurring variants are called "allelic variants," and refer to one of 
several alternate forms of a gene occupying a given locus on a chromosome of an 

15 organism. (Genes II, Lewin, B., ed., John Wiley & Sons, New York (1985).) These 
allelic variants can vary at either the polynucleotide and/or polypeptide level and are 
included in the present invention. Alternatively, non-naturally occurring variants may 
be produced by mutagenesis techniques or by direct synthesis. 

Using known methods of protein engineering and recombinant DNA 

20 technology, variants may be generated to improve or alter the characteristics of the 
polypeptides of the present invention. For instance, one or more amino acids can be 
deleted from the N-terminus or C-terminus of the secreted protein without substantial 
loss of biological function. The authors of Ron et ah, J. Biol. Chem. 268: 2984-2988 
(1993), reported variant KGF proteins having heparin binding activity even after 

25 deleting 3, 8, or 27 amino-teraiinal amino acid residues. Similarly, Interferon gamma 
exhibited up to ten times higher activity after deleting -8-10 amino acid residues from 
the carboxy terminus of this protein. (Dobeli et al., J. Biotechnology 7:199-216 
(1988).) 

Moreover, ample evidence demonstrates that variants often retain a biological 
30 activity similar to that of the naturally occurring protein. For example, Gayle and 
coworkers (J. Biol. Chem 268:22105-2211 1 (1993)) conducted extensive mutational 
analysis of human cytokine IL-la. They used random mutagenesis to generate over 
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3,500 individual IL-1 a mutants that averaged 2.5 amino acid changes per variant over 
the entire length of the molecule. Multiple mutations were examined at every 
possible amino acid position. The investigators found that "[m]ost of the molecule 
could be altered with little effect on either [binding or biological activity]." (See, 
5 Abstract.) In fact, only 23 unique amino acid sequences, out of more than 3,500 
nucleotide sequences examined, produced a protein that significantly differed in 
activity from wild-type. 

Furthermore, even if deleting one or more amino acids from the N-terminus or 
C-terminus of a polypeptide results in modification or loss of one or more biological 

1 0 functions, other biological activities may still be retained. For example, the ability of 
a deletion variant to induce and/or to bind antibodies which recognize the secreted 
form will likely be retained when less than the majority of the residues of the secreted 
form are removed from the N-terminus or C-terminus. Whether a particular 
polypeptide lacking N- or C-terminal residues of a protein retains such immunogenic 

1 5 activities can readily be determined by routine methods described herein and 
otherwise known in the art. 

Thus, the invention further includes polypeptide variants which show 
substantial biological activity. Such variants include deletions, insertions, 
inversions, repeats, and substitutions selected according to general rules known in the 

20 art so as have little effect on activity. For example, guidance concerning how to make 
phenotypically silent amino acid substitutions is provided in Bowie et al., Science 
247:1306-1310 (1990), wherein the authors indicate that there are two main strategies 
for studying the tolerance of an amino acid sequence to change. 

The first strategy exploits the tolerance of amino acid substitutions by natural 

25 selection during the process of evolution. By comparing amino acid sequences in 
different species, conserved amino acids can be identified. These conserved amino 
acids are likely important for protein function. In contrast, the amino acid positions 
where substitutions have been tolerated by natural selection indicates that these 
positions are not critical for protein function. Thus, positions tolerating amino acid 

30 substitution could be modified while still maintaining biological activity of the 
protein. 
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The second strategy uses genetic engineering to introduce amino acid changes 
at specific positions of a cloned gene to identify regions critical for protein function. 
For example, site directed mutagenesis or alanine-scanning mutagenesis (introduction 
of single alanine mutations at every residue in the molecule) can be used. 
5 (Cunningham and Wells, Science 244:1081-1085 (1989).) The resulting mutant 
molecules can then be tested for biological activity. 

As the authors state, these two strategies have revealed that proteins are 
surprisingly tolerant of amino acid substitutions. The authors further indicate which 
amino acid changes are likely to be permissive at certain amino acid positions in the 

10 protein. For example, most buried (within the tertiary structure of the protein) amino 
acid residues require nonpolar side chains, whereas few features of surface side chains 
are generally conserved. Moreover, tolerated conservative amino acid substitutions 
involve replacement of the aliphatic or hydrophobic amino acids Ala, Val, Leu and 
He; replacement of the hydroxyl residues Ser and Thr; replacement of the acidic 

15 residues Asp and Glu; replacement of the amide residues Asn and Gin, replacement of 
the basic residues Lys, Arg, and His; replacement of the aromatic residues Phe, Tyr, 
and Trp, and replacement of the small-sized amino acids Ala, Ser, Thr, Met, and Gly. 

Besides conservative amino acid substitution, variants of the present invention 
include (i) substitutions with one or more of the non-conserved amino acid residues, 

20 where the substituted amino acid residues may or may not be one encoded by the 
genetic code, or (ii) substitution with one or more of amino acid residues having a 
substituent group, or (iii) fusion of the mature polypeptide with another compound, 
such as a compound to increase the stability and/or solubility of the polypeptide (for 
example, polyethylene glycol), or (iv) fusion of the polypeptide with additional amino 

25 acids, such as, for example, an IgG Fc fusion region peptide, or leader or secretory 
sequence, or a sequence facilitating purification or (v) fusion of the polypeptide with 
another compound, such as albumin (including, but not limited to, recombinant 
albumin (see, e.g., U.S. Patent No. 5,876,969, issued March 2, 1999, EP Patent 0 413 
622, and U.S. Patent No. 5,766,883, issued June 16, 1998, herein incorporated by 

30 reference in their entirety)). Such variant polypeptides are deemed to be within the 
scope of those skilled in the art from the teachings herein. 
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For example, polypeptide variants containing amino acid substitutions of 
charged amino acids with other charged or neutral amino acids may produce proteins 
with improved characteristics, such as less aggregation. Aggregation of 
pharmaceutical formulations both reduces activity and increases clearance due to the 
5 aggregate's immunogenic activity. (Pinckard et al., Clin. Exp. Immunol. 2:331-340 
(1967); Robbins et al., Diabetes 36: 838-845 (1987); Cleland et al., Crit. Rev. 
Therapeutic Drug Carrier Systems 10:307-377 (1993).) 

A further embodiment of the invention relates to a polypeptide which 
comprises the amino acid sequence of the present invention having an amino acid 

10 sequence which contains at least one amino acid substitution, but not more than 50 
amino acid substitutions, even more preferably, not more than 40 amino acid 
substitutions, still more preferably, not more than 30 amino acid substitutions, and 
still even more preferably, not more than 20 amino acid substitutions. Of course, in 
order of ever-increasing preference, it is highly preferable for a peptide or polypeptide 

15 to have an amino acid sequence which comprises the amino acid sequence of the 
present invention, which contains at least one, but not more than 10, 9, 8, 7, 6, 5, 4, 3, 
2 or 1 amino acid substitutions. In specific embodiments, the number of additions, 
substitutions, and/or deletions in the amino acid sequence of the present invention or 
fragments thereof (e.g., the mature form and/or other fragments described herein), is 

20 1-5, 5-10, 5-25, 5-50, 10-50 or 50-150, conservative amino acid substitutions are 
preferable. 

Polynucleotide and Polypeptide Fragments 

The present invention is also directed to polynucleotide fragments of the 
25 polynucleotides of the invention. 

In the present invention, a "polynucleotide fragment" refers to a short 
polynucleotide having a nucleic acid sequence which: is a portion of that contained in 
a deposited clone, or encoding the polypeptide encoded by the cDNA in a deposited 
clone; is a portion of that shown in SEQ ID NO:X or the complementary strand 
30 thereto, or is a portion of a polynucleotide sequence encoding the polypeptide of SEQ 
ID NO:Y. The nucleotide fragments of the invention are preferably at least about 15 
nt, and more preferably at least about 20 nt, still more preferably at least about 30 nt, 
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and even more preferably, at least about 40 nt, at least about 50 nt, at least about 75 
nt, or at least about 150 nt in length. A fragment "at least 20 nt in length," for 
example, is intended to include 20 or more contiguous bases from the cDNA 
sequence contained in a deposited clone or the nucleotide sequence shown in SEQ ED 
5 NO:X. In this context "about" includes the particularly recited value, a value larger 
or smaller by several (5, 4, 3, 2, or 1) nucleotides, at either terminus or at both 
termini. These nucleotide fragments have uses that include, but are not limited to, as 
diagnostic probes and primers as discussed herein. Of course, larger fragments (e.g., 
50, 150, 500, 600, 2000 nucleotides) are preferred. 

1 0 Moreover, representative examples of polynucleotide fragments of the 

invention, include, for example, fragments comprising, or alternatively consisting of, 
a sequence from about nucleotide number 1-50, 51-100, 101-150, 151-200, 20i-250, 
251-300, 301-350, 351-400, 401-450, 451-500, 501-550, 551-600, 651-700, 701-750, 
751-800, 800-850, 851-900, 901-950, 951-1000, 1001-1050, 1051-1100, 1101-1150, 

15 1151-1200, 1201-1250, 1251-1300, 1301-1350, 1351-1400, 1401-1450, 1451-1500, 
1501-1550, 1551-1600, 1601-1650, 1651-1700, 1701-1750, 1751-1800, 1801-1850, 
1851-1900, 1901-1950, 1951-2000, or 2001 to the end of SEQ ID NO:X, or the 
complementary strand thereto, or the cDNA contained in a deposited clone. In this 
context "about" includes the particularly recited ranges, and ranges larger or smaller 

20 by several (5, 4, 3, 2, or 1) nucleotides, at either terminus or at both termini. 

Preferably, these fragments encode a polypeptide which has biological activity. More 
preferably, these polynucleotides can be used as probes or primers as discussed 
herein. Polynucleotides which hybridize to these nucleic acid molecules under 
stringent hybridization conditions or lower stringency conditions are also 

25 encompassed by the invention, as are polypeptides encoded by these polynucleotides. 
In the present invention, a "polypeptide fragment" refers to an amino acid 
sequence which is a portion of that contained in SEQ ID NO: Y or encoded by the 
cDNA contained in a deposited clone. Protein (polypeptide) fragments may be "free- 
standing," or comprised within a larger polypeptide of which the fragment forms a 

30 part or region, most preferably as a single continuous region. Representative 

examples of polypeptide fragments of the invention,- include, for example, fragments, 
comprising, or alternatively consisting of, from about amino acid number 1-20, 21-40, 
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41-60, 61-80, 81-100, 102-120, 121-140, 141-160, or 161 to the end of the coding 
region. Moreover, polypeptide fragments can be about 20, 30, 40, 50, 60, 70, 80, 90, 
100, 110, 120, 130, 140, or 150 amino acids in length. In this context "about" 
includes the particularly recited ranges or values, and ranges or values larger or 
5 smaller by several (5, 4, 3, 2, or 1) amino acids, at either extreme or at both extremes. 
Polynucleotides encoding these polypeptides are also encompassed by the invention.. 

Preferred polypeptide fragments include the secreted protein as well as the 
mature form. Further preferred polypeptide fragments include the secreted protein or 
the mature form having a continuous series of deleted residues from the amino or the 

1 0 carboxy terminus, or both. For example, any number of amino acids, ranging from 1- 
60, can be deleted from the amino terminus of either the secreted polypeptide or the 
mature form. Similarly, any number of amino acids, ranging from 1-30, can be 
deleted from the carboxy terminus of the secreted protein or mature form. 
Furthermore, any combination of the above amino and carboxy terminus deletions are 

1 5 preferred. Similarly, polynucleotides encoding these polypeptide fragments are also 
preferred. 

Also preferred are polypeptide and polynucleotide fragments characterized by 
structural or functional domains, such as fragments that comprise alpha-helix and 
alpha-helix forming regions, beta-sheet and beta-sheet-forming regions, turn and turn- 

20 forming regions, coil and coil-forming regions, hydrophilic regions, hydrophobic 
regions, alpha amphipathic regions, beta amphipathic regions, flexible regions, 
surface-forming regions, substrate binding region, and high antigenic index regions. 
Polypeptide fragments of SEQ ID NO:Y falling within conserved domains are 
specifically contemplated by the present invention. Moreover, polynucleotides 

25 encoding these domains are also contemplated. 

Other preferred polypeptide fragments are biologically active fragments. 
Biologically active fragments are those exhibiting activity similar, but not necessarily 
identical, to an activity of the polypeptide of the present invention. The biological 
activity of the fragments may include an improved desired activity, or a decreased 

30 undesirable activity. Polynucleotides encoding these polypeptide fragments are also 
encompassed by the invention. 
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Preferably, the polynucleotide fragments of the invention encode a 
polypeptide which demonstrates a functional activity. By a polypeptide 
demonstrating a "functional activity" is meant, a polypeptide capable of displaying 
one or more known functional activities associated with a full-length (complete) 
5 polypeptide of invention protein. Such functional activities include, but are not 
limited to, biological activity, antigenicity [ability to bind (or compete with a 
polypeptide of the invention for binding) to an antibody to the polypeptide of the 
invention], immunogenicity (ability to generate antibody which binds to a polypeptide 
of the invention), ability to form multimers with polypeptides of the invention, and 

10 ability to bind to a receptor or ligand for a polypeptide of the invention. 

The functional activity of polypeptides of the invention, and fragments, 
variants derivatives, and analogs thereof, can be assayed by various methods. 

For example, in one embodiment where one is assaying for the ability to bind 
or compete with full-length polypeptide of the invention for binding to an antibody of 

1 5 the polypeptide of the invention, various immunoassays known in the art can be used, 
including but not limited to, competitive and non-competitive assay systems using 
techniques such as radioimmunoassays, ELISA (enzyme linked immunosorbent 
assay), "sandwich" immunoassays, immunoradiometric assays, gel diffusion 
precipitation reactions, immunodiffusion assays, in situ immunoassays (using 

20 colloidal gold, enzyme or radioisotope labels, for example), western blots, 
precipitation reactions, agglutination assays (e.g., gel agglutination assays, 
hemagglutination assays), complement fixation assays, immunofluorescence assays, 
protein A assays, and Immunoelectrophoresis assays, etc. In one embodiment, 
antibody binding is detected by detecting a label on the primary antibody. In another 

25 embodiment, the primary antibody is detected by detecting binding of a secondary 
antibody or reagent to the primary antibody. In a further embodiment, the secondary 
antibody is labeled. Many means are known in the art for detecting binding in an 
immunoassay and are within the scope of the present invention. 

In another embodiment, where a ligand for a polypeptide of the invention 

30 identified, or the ability of a polypeptide fragment, variant or derivative of the 
invention to multimerize is being evaluated, binding can be assayed, e.g., by means 
well-known in the art, such as, for example, reducing and non-reducing gel 
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chromatography, protein affinity chromatography, and affinity blotting. See 
generally, Phizicky, E., et al., 1995, Microbiol. Rev. 59:94-123. In another 
embodiment, physiological correlates of binding of a polypeptide of the invention to 
its substrates (signal transduction) can be assayed. 
5 In addition, assays described herein (see Examples) and otherwise known in 

the art may routinely be applied to measure the ability of polypeptides of the 
invention and fragments, variants derivatives and analogs thereof to elicit related 
biological activity related to that of the polypeptide of the invention (either in vitro or 
in vivo). Other methods will be known to the skilled artisan and are within the scope 
10 of the invention. 

Epitopes and Antibodies 

The present invention encompasses polypeptides comprising, or alternatively 
consisting of, an epitope of the polypeptide having an amino acid sequence of SEQ ID 

1 5 NO:Y, or an epitope of the polypeptide sequence encoded by a polynucleotide 
sequence contained in ATCC deposit No. Z or encoded by a polynucleotide that 
hybridizes to the complement of the sequence of SEQ ID NO:X or contained in 
ATCC deposit No. Z under stringent hybridization conditions or lower stringency 
hybridization conditions as defined supra. The present invention further encompasses 

20 polynucleotide sequences encoding an epitope of a polypeptide sequence of the 
invention (such as, for example, the sequence disclosed in SEQ ID NO:X), 
polynucleotide sequences of the complementary strand of a polynucleotide sequence 
encoding an epitope of the invention, and polynucleotide sequences which hybridize 
to the complementary strand under stringent hybridization conditions or lower 

25 stringency hybridization conditions defined supra. 

The term "epitopes," as used herein, refers to portions of a polypeptide having 
antigenic or immunogenic activity in an animal, preferably a mammal, and most 
preferably in a human. In a preferred embodiment, the present invention 
encompasses a polypeptide comprising an epitope, as well as the polynucleotide 

30 encoding this polypeptide. An "immunogenic epitope," as used herein, is defined as 
a portion of a protein that elicits an antibody response in an animal, as determined by 
any method known in the art, for example, by the methods for generating antibodies 
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described infra. (See, for example, Geysen et al., Proc. Natl. Acad. Sci. USA 
81:3998- 4002 (1983)). The term "antigenic epitope," as used herein, is defined as a 
portion of a protein to which an antibody can immunospecifically bind its antigen as 
determined by any method well known in the art, for example, by the immunoassays 
5 described herein. Immunospecific binding excludes non-specific binding but does not 
necessarily exclude cross- reactivity with other antigens. Antigenic epitopes need not 
necessarily be immunogenic. 

Fragments which function as epitopes may be produced by any conventional 
means. (See, e.g., Houghten, Proc. Natl. Acad. Sci. USA 82:5131-5135 (1985), 

1 0 further described in U.S. Patent No. 4,63 1 ,2 1 1 ). 

In the present invention, antigenic epitopes preferably contain a sequence of at 
least 4, at least 5, at least 6, at least 7, more preferably at least 8, at least 9, at least 10, 
at least 1 1, at least 12, at least 13, at least 14, at least 15, at least 20, at least 25, at 
least 30, at least 40, at least 50, and, most preferably, between about 15 to about 30 

1 5 amino acids. Preferred polypeptides comprising immunogenic or antigenic epitopes 
are at least 10, 15, 20, 25, 30, 35, 40, 45, 50, 55, 60, 65, 70, 75, 80, 85, 90, 95, or 100 
amino acid residues in length. Additional non-exclusive preferred antigenic epitopes 
include the antigenic epitopes disclosed herein, as well as portions thereof. Antigenic 
epitopes are useful, for example, to raise antibodies, including monoclonal antibodies, 

20 that specifically bind the epitope. Preferred antigenic epitopes include the antigenic 
epitopes disclosed herein, as well as any combination of two, three, four, five or more 
of these antigenic epitopes. Antigenic epitopes can be used as the target molecules in 
immunoassays. (See, for instance, Wilson et al., Cell 37:767-778 (1984); Sutcliffe et 
al., Science 219:660-666 (1983)). 

25 Similarly, immunogenic epitopes can be used, for example, to induce 

antibodies according to methods well known in the art. (See, for instance, Sutcliffe 
et al., supra; Wilson et al, supra; Chow et al, Proc. Natl. Acad. Sci. USA 82:910- 
914;andBittleetal, J. Gen. Virol. 66:2347-2354(1985). Preferred immunogenic 
epitopes include the immunogenic epitopes disclosed herein, as well as any 

30 combination of two, three, four, five or more of these immunogenic epitopes. The 
polypeptides comprising one or more immunogenic epitopes may be presented for 
eliciting an antibody response together with a carrier protein, such as an albumin, to 
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an animal system (such as rabbit or mouse), or, if the polypeptide is of sufficient 
length (at least about 25 amino acids), the polypeptide may be presented without a 
carrier. However, immunogenic epitopes comprising as few as 8 to 10 amino acids 
have been shown to be sufficient to raise antibodies capable of binding to, at the very 
5 least, linear epitopes in a denatured polypeptide (e.g., in Western blotting). 

Epitope-bearing polypeptides of the present invention may be used to induce 
antibodies according to methods well known in the art including, but not limited to, 
in vivo immunization, in vitro immunization, and phage display methods. See, e.g., 
Sutcliffe et al., supra; Wilson et al., supra, and Bittle et al., J. Gen. Virol., 66:2347- 

10 2354(1985). If in vivo immunization is used, animals may be immunized with free 
peptide; however, anti-peptide antibody titer may be boosted by coupling the peptide 
to a macromolecular carrier, such as keyhole limpet hemacyanin (KLH) or tetanus 
toxoid. For instance, peptides containing cysteine residues may be coupled to a 
carrier using a linker such as maleimidobenzoyl- N-hydroxysuccinimide ester (MBS), 

1 5 while other peptides may be coupled to carriers using a more general linking agent 
such as glutaraldehyde. Animals such as rabbits, rats and mice are immunized with 
either free or carrier- coupled peptides, for instance, by intraperitoneal and/or 
intradermal injection of emulsions containing about 100 ^g of peptide or carrier 
protein and Freund's adjuvant or any other adjuvant known for stimulating an 

20 immune response. Several booster injections may be needed, for instance, at 

intervals of about two weeks, to provide a useful titer of anti-peptide antibody which 
can be detected, for example, by ELIS A assay using free peptide adsorbed to a solid 
surface. The titer of anti-peptide antibodies in serum from an immunized animal may 
be increased by selection of anti-peptide antibodies, for instance, by adsorption to the 

25 peptide on a solid support and elution of the selected antibodies according to methods 
well known in the art. 

As one of skill in the art will appreciate, and as discussed above, the 
polypeptides of the present invention comprising an immunogenic or antigenic 
epitope can be fused to other polypeptide sequences. For example, the polypeptides 

30 of the present invention may be fused with the constant domain of immunoglobulins 
(IgA, IgE, IgG, IgM), or portions thereof (CHI, CH2, CH3, or any combination 
thereof and portions thereof), or albumin (including but not limited to recombinant 



WO 01/34627 



PCT/USOO/30628 



albumin (see, e.g., U.S. Patent No. 5,876,969, issued March 2, 1999, EP Patent 0 413 
622, and U.S. Patent No. 5,766,883, issued June 16, 1998, herein incorporated by 
reference in their entirety)), resulting in chimeric polypeptides. Such fusion proteins 
may facilitate purification and may increase half-life in vivo. This has been shown 
5 for chimeric proteins consisting of the first two domains of the human CD4- 

polypeptide and various domains of the constant regions of the heavy or light chains 
of mammalian immunoglobulins. See, e.g., EP 394,827; Traunecker et al., Nature, 
33 1 :84-86 (1988). Enhanced delivery of an antigen across the epithelial barrier to the 
immune system has been demonstrated for antigens (e.g., insulin) conjugated to an 

10 FcRn binding partner such as IgG or Fc fragments (see, e.g., PCT Publications WO 
96/22024 and WO 99/048 1 3). IgG Fusion proteins that have a disulfide-linked 
dimeric structure due to the IgG portion desulfide bonds have also been found to be 
more efficient in binding and neutralizing other molecules than monomeric 
polypeptides or fragments thereof alone. See, e.g., Fountoulakis et al, J. Biochem., 

1 5 270:3958-3964 (1995). Nucleic acids encoding the above epitopes can also be 

recombined with a gene of interest as an epitope tag (e.g., the hemagglutinin ("HA*') 
tag or flag tag) to aid in detection and purification of the expressed polypeptide. For 
example, a system described by Janknecht et al. allows for the ready purification of 
non-denatured fusion proteins expressed in human cell lines (Janknecht et al., 1991, 

20 Proc. Natl. Acad. Sci. USA 88:8972- 897). In this system, the gene of interest is 

subcloned into a vaccinia recombination plasmid such that the open reading frame of 
the gene is translationally fused to an amino-terminal tag consisting of six histidine 
residues. The tag serves as a matrix binding domain for the fusion protein. Extracts 
from cells infected with the recombinant vaccinia virus are loaded onto Ni2+ 

25 nitriloacetic acid-agarose column and histidine-tagged proteins can be selectively 
eluted with imidazole-containing buffers. 

Additional fusion proteins of the invention may be generated through the 
techniques of gene-shuffling, motif-shuffling, exon-shuffling, and/or codon-shuffling 
(collectively referred to as "DNA shuffling"). DNA shuffling may be employed to 

30 modulate the activities of polypeptides of the invention, such methods can be used to 
generate polypeptides with altered activity, as well as agonists and antagonists of the 
polypeptides. See, generally, U.S. Patent Nos. 5,605,793; 5,811,238; 5,830,721; 
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5,834,252; and 5,837,458, and Patten et al., Curr. Opinion Biotechnol. 8:724-33 

(1997) ; Harayama, Trends Biotechnol. 16(2):76-82 (1998); Hansson, et al., J. Mol. 
Biol. 287:265-76 (1999); and Lorenzo and Blasco, Biotechniques 24(2):308- 13 

(1998) (each of these patents and publications are hereby incorporated by reference in 
5 its entirety). In one embodiment, alteration of polynucleotides corresponding to SEQ 

ID NO:X and the polypeptides encoded by these polynucleotides may be achieved by 
DNA shuffling. DNA shuffling involves the assembly of two or more DNA 
segments by homologous or site- specific recombination to generate variation in the 
polynucleotide sequence. In another embodiment, polynucleotides of the invention, 

10 or the encoded polypeptides, may be altered by being subjected to random 

mutagenesis by error-prone PCR, random nucleotide insertion or other methods prior 
to recombination. In another embodiment, one or more components, motifs, sections, 
parts, domains, fragments, etc., of a polynucleotide encoding a polypeptide of the 
invention may be recombined with one or more components, motifs, sections, parts, 

15 domains, fragments, etc. of one or more heterologous molecules. 

Antibodies 

Further polypeptides of the invention relate to antibodies and T-cell antigen 
receptors (TCR) which immunospecifically bind a polypeptide, polypeptide fragment, 

20 or variant of SEQ ID NO:Y, and/or an epitope, of the present invention (as 

determined by immunoassays well known in the art for assaying specific antibody- 
antigen binding). Antibodies of the invention include, but are not limited to, 
polyclonal, monoclonal, multi specific, human, humanized or chimeric antibodies, 
single chain antibodies, Fab fragments, F(ab') fragments, fragments produced by a 

25 Fab expression library, anti-idiotypic (anti-Id) antibodies (including, e.g., anti-Id 
antibodies to antibodies of the invention), and epitope-binding fragments of any of 
the above. The term "antibody," as used herein, refers to immunoglobulin molecules 
and immunologically active portions of immunoglobulin molecules, i.e., molecules 
that contain an antigen binding site that immunospecifically binds an antigen. The 

30 immunoglobulin molecules of the invention can be of any type (e.g., IgG, IgE, IgM, 
IgD, IgA and IgY), class (e.g., IgGl, IgG2, IgG3, IgG4, IgAl and IgA2) or subclass 
of immunoglobulin molecule. In preferred embodiments, the immunoglobulin 
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molecules of the invention are IgGl. In other preferred embodiments, the 
immunoglobulin molecules of the invention are IgG4. 

Most preferably the antibodies are human antigen-binding antibody fragments 
of the present invention and include, but are not limited to, Fab, Fab' and F(ab f )2, Fd, 
5 single-chain Fvs (scFv), single-chain antibodies, disulfide-linked Fvs (sdFv) and 
fragments comprising either a VL or VH domain. Antigen-binding antibody 
fragments, including single-chain antibodies, may comprise the variable region(s) 
alone or in combination with the entirety or a portion of the following: hinge region, 
CHI, CH2, and CH3 domains. Also included in the invention are antigen-binding 

10 fragments also comprising any combination of variable region(s) with a hinge region, 
CHI, CH2, and CH3 domains. The antibodies of the invention may be from any 
animal origin including birds and mammals. Preferably, the antibodies are human, 
murine (e.g., mouse and rat), donkey, ship rabbit, goat, guinea pig, camel, horse, or 
chicken. As used herein, "human" antibodies include antibodies having the amino 

15 acid sequence of a human immunoglobulin and include antibodies isolated from 

human immunoglobulin libraries or from animals transgenic for one or more human 
immunoglobulin and that do not express endogenous immunoglobulins, as described 
infra and, for example in, U.S. Patent No. 5,939,598 by Kucherlapati et al. 

The antibodies of the present invention may be monospecific, bispecific, 

20 trispecific or of greater multispecificity. Multispecific antibodies may be specific for 
different epitopes of a polypeptide of the present invention or may be specific for both 
a polypeptide of the present invention as well as for a heterologous epitope, such as a 
heterologous polypeptide or solid support material. See, e.g., PCT publications WO 
93/17715; WO 92/08802; WO 91/00360; WO 92/05793; Tutt, et al., J. Immunol. 

25 147:60-69 (1991); U.S. Patent Nos. 4,474,893; 4,714,681; 4,925,648; 5,573,920; 
5,601,819; Kostelny et al., J. Immunol. 148:1547-1553 (1992). 

Antibodies of the present invention may be described or specified in terms of 
the epitope(s) or portion(s) of a polypeptide of the present invention which they 
recognize or specifically bind. The epitope(s) or polypeptide portion(s) may be 

30 specified as described herein, e.g., by N-terminal and C-terminal positions, by size in 
contiguous amino acid residues, or listed in the Tables and Figures. Antibodies which 
specifically bind any epitope or polypeptide of the present invention may also be 
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excluded. Therefore, the present invention includes antibodies that specifically bind 
polypeptides of the present invention, and allows for the exclusion of the same. 

Antibodies of the present invention may also be described or specified in 
terms of their cross-reactivity. Antibodies that do not bind any other analog, 
5 ortholog, or homolog of a polypeptide of the present invention are included. 

Antibodies that bind polypeptides with at least 95%, at least 90%, at least 85%, at 
least 80%, at least 75%, at least 70%, at least 65%, at least 60%, at least 55%, and at 
least 50% identity (as calculated using methods known in the art and described 
herein) to a polypeptide of the present invention are also included in the present 

1 0 invention. In specific embodiments, antibodies of the present invention cross-react 
with murine, rat and/or rabbit homologs of human proteins and the corresponding 
epitopes thereof. Antibodies that do not bind polypeptides with less than 95%, less v 
than 90%, less than 85%, less than 80%, less than 75%, less than 70%, less than 65%, 
less than 60%, less than 55%, and less than 50% identity (as calculated using 

1 5 methods known in the art and described herein) to a polypeptide of the present 

invention are also included in the present invention. In a specific embodiment, the 
above-described cross-reactivity is with respect to any single specific antigenic or 
immunogenic polypeptide, or combination(s) of 2, 3, 4, 5, or more of the specific 
antigenic and/or immunogenic polypeptides disclosed herein. Further included in the 

20 present invention are antibodies which bind polypeptides encoded by polynucleotides 
which hybridize to a polynucleotide of the present invention under stringent 
hybridization conditions (as described herein). Antibodies of the present invention 
may also be described or specified in terms of their binding affinity to a polypeptide 
of the invention. Preferred binding affinities include those with a dissociation 

25 constant or Kd less than 5 X 10" 2 M, 10" 2 M, 5 X 10" 3 M, 10" 3 M, 5 X 10^ M, 10" 4 M, 
5 X 10 -5 M, 10" 5 M, 5 X 10" 6 M, lO^M, 5 X 10" 7 M, 10 7 M, 5 X 10~ 8 M, 10* 8 M, 5 X 
10' 9 M, 10" 9 M, 5 X ia 10 M, 10" 10 M, 5 X 10 _u M, 10" H M, 5 X 10" 12 M, lCM2 M, 5 X 
10" 13 M, 10" 13 M, 5 X 10~ 14 M, 10" 14 M, 5 X 10' 15 M, or 10* 15 M. 

The invention also provides antibodies that competitively inhibit binding of an 

30 antibody to an epitope of the invention as determined by any method known in the art 
for determining competitive binding, for example, the immunoassays described 
herein. In preferred embodiments, the antibody competitively inhibits binding to the 
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epitope by at least 95%, at least 90%, at least 85 %, at least 80%, at least 75%, at least 
70%, at least 60%, or at least 50%. 

Antibodies of the present invention may act as agonists or antagonists of the 
polypeptides of the present invention. For example, the present invention includes 
5 antibodies which disrupt the receptor/ligand interactions with the polypeptides of the 
invention either partially or fully. Preferrably, antibodies of the present invention 
bind an antigenic epitope disclosed herein, or a portion thereof. The invention 
features both receptor-specific antibodies and ligand-specific antibodies. The 
invention also features receptor-specific antibodies which do not prevent ligand 

10 binding but prevent receptor activation. Receptor activation (i.e., signaling) may be 
determined by techniques described herein or otherwise known in the art. For 
example, receptor activation can be determined by detecting the phosphorylation 
(e.g., tyrosine or serine/threonine) of the receptor or its substrate by 
immunoprecipitation followed by western blot analysis (for example, as described 

1 5 supra). In specific embodiments, antibodies are provided that inhibit ligand activity 
or receptor activity by at least 95%, at least 90%, at least 85%, at least 80%, at least 
75%, at least 70%, at least 60%, or at least 50% of the activity in absence of the 
antibody. 

The invention also features receptor-specific antibodies which both prevent 
20 ligand binding and receptor activation as well as antibodies that recognize the 

receptor-ligand complex, and, preferably, do not specifically recognize the unbound 
receptor or the unbound ligand. Likewise, included in the invention are neutralizing 
antibodies which bind the ligand and prevent binding of the ligand to the receptor, as 
well as antibodies which bind the ligand, thereby preventing receptor activation, but 
25 do not prevent the ligand from binding the receptor. Further included in the invention 
are antibodies which activate the receptor. These antibodies may act as receptor 
agonists, i.e., potentiate or activate either all or a subset of the biological activities of 
the ligand-mediated receptor activation, for example, by inducing dimerization of the 
receptor. The antibodies may be specified as agonists, antagonists or inverse agonists 
30 for biological activities comprising the specific biological activities of the peptides of 
the invention disclosed herein. The above antibody agonists can be made using - 
methods known in the art. See, e.g., PCT publication WO 96/40281 ; U.S. Patent No. 
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5,81 1,097; Deng et al., Blood 92(6): 198 1-1988 (1998); Chen et al., Cancer Res. 
58(16):3668-3678 (1998); Harrop et al., J. Immunol. 161 (4): 1786- 1794 (1998); Zhu 
et al, Cancer Res. 58(15):3209-3214 (1998); Yoon et al., J. Immunol. 160(7):3170- 
3179 (1998); Prat et al., J. Cell. Sci. 1 1 l(Pt2):237-247 (1998); Pitard et al., J. 
5 Immunol. Methods 205(2): 177- 190 (1997); Liautard et al., Cytokine 9(4):233-241 
(1997); Carlson et al., J. Biol. Chem. 272(17):! 1295-1 1301 (1997); Taryman et al., 
Neuron 14(4):755-762 (1995); Muller et al., Structure 6(9):1 1 53-1 167 (1998); 
Bartunek et al., Cytokine 8(1): 14-20 (1996) (which are all incorporated by reference 
herein in their entireties). 

10 Antibodies of the present invention may be used, for example, but not limited 

to, to purify, detect, and target the polypeptides of the present invention, including 
both in vitro and in vivo diagnostic and therapeutic methods. For example, the 
antibodies have use in immunoassays for qualitatively and quantitatively measuring 
levels of the polypeptides of the present invention in biological samples. See, e.g., 

15 Harlow et al., Antibodies: A Laboratory Manual, (Cold Spring Harbor Laboratory 
Press, 2nd ed. 1988) (incorporated by reference herein in its entirety). 

As discussed in more detail below, the antibodies of the present invention may 
be used either alone or in combination with other compositions. The antibodies may 
further be recombinantly fused to a heterologous polypeptide at the N- or C-terminus 

20 or chemically conjugated (including covalently and non-covalently conjugations) to 
polypeptides or other compositions. For example, antibodies of the present invention 
may be recombinantly fused or conjugated to molecules useful as labels in detection 
assays and effector molecules such as heterologous polypeptides, drugs, 
radionuclides, or toxins. See, e.g., PCT publications WO 92/08495; WO 91/14438; 

25 WO 89/12624; U.S. Patent No. 5,314,995; and EP 396,387. 

The antibodies of the invention include derivatives that are modified, i.e, by 
the covalent attachment of any type of molecule to the antibody such that covalent 
attachment does not prevent the antibody from generating an anti-idiotypic response. 
For example, but not by way of limitation, the antibody derivatives include 

30 antibodies that have been modified, e.g., by glycosylation, acetylation, pegylation, 
phosphylation, amidation, derivatization by known protecting/blocking groups, 
proteolytic cleavage, linkage to a cellular ligand or other protein, etc. Any of 
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numerous chemical modifications may be carried out by known techniques, 
including, but not limited to specific chemical cleavage, acetylation, formylation, 
metabolic synthesis of tunicamycin, etc. Additionally, the derivative may contain 
one or more non-classical amino acids. 
5 The antibodies of the present invention may be generated by any suitable 

method known in the art. Polyclonal antibodies to an antigen-of- interest can be 
produced by various procedures well known in the art. For example, a polypeptide of 
the invention can be administered to various host animals including, but not limited 
to, rabbits, mice, rats, etc. to induce the production of sera containing polyclonal 

1 0 antibodies specific for the antigen. Various adjuvants may be used to increase the 
immunological response, depending on the host species, and include but are not 
limited to, Freund's (complete and incomplete), mineral gels such as aluminum 
hydroxide, surface active substances such as lysolecithin, pluronic polyols, 
polyanions, peptides, oil emulsions, keyhole limpet hemocyanins, dinitrophenol, and 

15 potentially useful human adjuvants such as BCG (bacille Calmette-Guerin) and 
corynebacterium parvum. Such adjuvants are also well known in the art. 

Monoclonal antibodies can be prepared using a wide variety of techniques 
known in the art including the use of hybridoma, recombinant, and phage display 
technologies, or a combination thereof. For example, monoclonal antibodies can be 

20 produced using hybridoma techniques including those known in the art and taught, 
for example, in Harlow et al., Antibodies: A Laboratory Manual, (Cold Spring Harbor 
Laboratory Press, 2nd ed. 1988); Hammerling, et al., in: Monoclonal Antibodies and 
T-Cell Hybridomas 563-681 (Elsevier, N.Y., 1981) (said references incorporated by 
reference in their entireties). The term 4< monoclonal antibody" as used herein is not 

25 limited to antibodies produced through hybridoma technology. The term 

"monoclonal antibody" refers to an antibody that is derived from a single clone, 
including any eukaryotic, prokaryotic, or phage clone, and not the method by which it 
is produced. 

Methods for producing and screening for specific antibodies using hybridoma 
30 technology are routine and well known in the art and are discussed in detail in the 
Examples (e.g., Example 16). In a non-limiting example, mice can be immunized 
with a polypeptide of the invention or a cell expressing such peptide. Once an 
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immune response is detected, e.g., antibodies specific for the antigen are detected in 
the mouse serum, the mouse spleen is harvested and splenocytes isolated. The 
splenocytes are then fused by well known techniques to any suitable myeloma cells, 
for example cells from cell line SP20 available from the ATCC. Hybridomas are 
5 selected and cloned by limited dilution. The hybridoma clones are then assayed by 
methods known in the art for cells that secrete antibodies capable of binding a 
polypeptide of the invention. Ascites fluid, which generally contains high levels of 
antibodies, can be generated by immunizing mice with positive hybridoma clones. 
Accordingly, the present invention provides methods of generating 

10 monoclonal antibodies as well as antibodies produced by the method comprising 

culturing a hybridoma cell secreting an antibody of the invention wherein, preferably, 
the hybridoma is generated by fusing splenocytes isolated from a mouse immunized 
with an antigen of the invention with myeloma cells and then screening the 
hybridomas resulting from the fusion for hybridoma clones that secrete an antibody 

15 able to bind a polypeptide of the invention. 

Antibody fragments which recognize specific epitopes may be generated by 
known techniques. For example, Fab and F(ab')2 fragments of the invention may be 
produced by proteolytic cleavage of immunoglobulin molecules, using enzymes such 
as papain (to produce Fab fragments) or pepsin (to produce F(ab')2 fragments). 

20 F(ab')2 fragments contain the variable region, the light chain constant region and the 
CHI domain of the heavy chain. 

For example, the antibodies of the present invention can also be generated 
using various phage display methods known in the art. In phage display methods, 
functional antibody domains are displayed on the surface of phage particles which 

25 carry the polynucleotide sequences encoding them. In a particular embodiment, such 
phage can be utilized to display antigen binding domains expressed from a repertoire 
or combinatorial antibody library (e.g., human or murine). Phage expressing an 
antigen binding domain that binds the antigen of interest can be selected or identified 
with antigen, e.g., using labeled antigen or antigen bound or captured to a solid 

30 surface or bead. Phage used in these methods are typically filamentous phage 
including fd and Ml 3 binding domains expressed from phage with Fab, Fv or 
disulfide stabilized Fv antibody domains recombinantly fused to either the phage 
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gene III or gene VIII protein. Examples of phage display methods that can be used to 
make the antibodies of the present invention include those disclosed in Brinkman et 
aL, J. Immunol. Methods 182:41-50 (1995); Ames et aL, J. Immunol. Methods 
184:177-186 (1995); Kettleborough et aL, Eur. J. Immunol. 24:952-958 (1994); Persic 
5 et al., Gene 187 9-18 (1997); Burton et aL, Advances in Immunology 57:191-280 
(1994); PCT application No. PCT/GB91/01 134; PCT publications WO 90/02809; 
WO 91/10737; WO 92/01047; WO 92/18619; WO 93/1 1236; WO 95/15982; WO 
95/20401; and U.S. Patent Nos. 5,698,426; 5,223,409; 5,403,484; 5,580,717; 
5,427,908; 5,750,753; 5,821,047; 5,571,698; 5,427,908; 5,516,637; 5,780,225; 

1 0 5,658,727; 5,733,743 and 5,969,1 08; each of which is incorporated herein by 
reference in its entirety. 

As described in the above references, after phage selection, the antibody 
coding regions from the phage can be isolated and used to generate whole antibodies, 
including human antibodies, or any other desired antigen binding fragment, and 

15 expressed in any desired host, including mammalian cells, insect cells, plant cells, 
yeast, and bacteria, e.g., as described in detail below. For example, techniques to 
recombinantly produce Fab, Fab' and F(ab')2 fragments can also be employed using 
methods known in the art such as those disclosed in PCT publication WO 92/22324; 
Mullinax et aL, BioTechniques 12(6):864-869 (1992); and Sawai et aL, AJRI 34:26- 

20 34 (1995); and Better et aL, Science 240:1041-1043 (1988) (said references 
incorporated by reference in their entireties). 

Examples of techniques which can be used to produce single-chain Fvs and 
antibodies include those described in U.S. Patents 4,946,778 and 5,258,498; Huston 
et aL, Methods in Enzymology 203:46-88 (1991); Shu et aL, PNAS 90:7995-7999 

25 (1993); and Skerra et aL, Science 240:1038-1040 (1988). For some uses, including 
in vivo use of antibodies in humans and in vitro detection assays, it may be preferable 
to use chimeric, humanized, or human antibodies. A chimeric antibody is a molecule 
in which different portions of the antibody are derived from different animal species, 
such as antibodies having a variable region derived from a murine monoclonal 

30 antibody and a human immunoglobulin constant region. Methods for producing 
chimeric antibodies are known in the art. See e.g., Morrison, Science 229:1202 
(1985); Oi et aL, BioTechniques 4:214 (1986); Gillies et aL, (1989) J. Immunol. 
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Methods 125:191-202; U.S. Patent Nos. 5,807,715; 4,816,567; and 4,816397, which 
are incorporated herein by reference in their entirety. Humanized antibodies are 
antibody molecules from non-human species antibody that binds the desired antigen 
having one or more complementarity determining regions (CDRs) from the non- 
5 human species and a framework regions from a human immunoglobulin molecule. 
Often, framework residues in the human framework regions will be substituted with 
the corresponding residue from the CDR donor antibody to alter, preferably improve, 
antigen binding. These framework substitutions are identified by methods well 
known in the art, e.g., by modeling of the interactions of the CDR and framework 

10 residues to identify framework residues important for antigen binding and sequence 
comparison to identify unusual framework residues at particular positions. (See, e.g., 
Queen et al, U.S. Patent No. 5,585,089; Riechmann et al., Nature 332:323 (1988), 
which are incorporated herein by reference in their entireties.) Antibodies can be 
humanized using a variety of techniques known in the art including, for example, 

1 5 CDR-grafting (EP 239,400; PCT publication WO 91/09967; U.S. Patent Nos. 
5,225,539; 5,530,101; and 5,585,089), veneering or resurfacing (EP 592,106; EP 
519,596; Padlan, Molecular Immunology 28(4/5):489-498 (1991); Studnicka et al., 
Protein Engineering 7(6):805-814 (1994); Roguska. et al., PNAS 91:969-973 (1994)), 
and chain shuffling (U.S. Patent No. 5,565,332). 

20 Completely human antibodies are particularly desirable for therapeutic 

treatment of human patients. Human antibodies can be made by a variety of methods 
known in the art including phage display methods described above using antibody 
libraries derived from human immunoglobulin sequences. See also, U.S. Patent Nos. 
4,444,887 and 4,716,1 1 1; and PCT publications WO 98/46645, WO 98/50433, WO 

25 98/24893, WO 98/16654, WO 96/34096, WO 96/33735, and WO 91/10741; each of 
which is incorporated herein by reference in its entirety. 

Human antibodies can also be produced using transgenic mice which are 
incapable of expressing functional endogenous immunoglobulins, but which can 
express human immunoglobulin genes. For example, the human heavy and light 

30 chain immunoglobulin gene complexes may be introduced randomly or by 

homologous recombination into mouse embryonic stem cells. Alternatively, the 
human variable region, constant region, and diversity region may be introduced into 



WO 01/34627 



PCTYUS00/30628 



104 



mouse embryonic stem cells in addition to the human heavy and light chain genes. 
The mouse heavy and light chain immunoglobulin genes may be rendered non- 
functional separately or simultaneously with the introduction of human 
immunoglobulin loci by homologous recombination. In particular, homozygous 
5 deletion of the JH region prevents endogenous antibody production. The modified 
embryonic stem cells are expanded and microinjected into blastocysts to produce 
chimeric mice. The chimeric mice are then bred to produce homozygous offspring 
which express human antibodies. The transgenic mice are immunized in the normal 
fashion with a selected antigen, e.g., all or a portion of a polypeptide of the invention. 

10 Monoclonal antibodies directed against the antigen can be obtained from the 

immunized, transgenic mice using conventional hybridoma technology. The human 
immunoglobulin transgenes harbored by the transgenic mice rearrange during B cell 
differentiation, and subsequently undergo class switching and somatic mutation. 
Thus, using such a technique, it is possible to produce therapeutically useful IgG, IgA, 

1 5 IgM and IgE antibodies. For an overview of this technology for producing human 
antibodies, see Lonberg and Huszar, Int. Rev. Immunol 13:65-93 (1995). For a 
detailed discussion of this technology for producing human antibodies and human 
monoclonal antibodies and protocols for producing such antibodies, see, e.g., PCT 
publications WO 98/24893; WO 92/01047; WO 96/34096; WO 96/33735; European 

20 Patent No. 0 598 877; U.S. Patent Nos. 5,413,923; 5,625;126; 5,633,425; 5,569,825; 
5,661,016; 5,545,806; 5,814,318; 5,885,793; 5,916,771; and 5,939,598, which are 
incorporated by reference herein in their entirety. In addition, companies such as 
Abgenix, Inc. (Freemont, CA) and Genpharm (San Jose, CA) can be engaged to 
provide human antibodies directed against a selected antigen using technology similar 

25 to that described above. 

Completely human antibodies which recognize a selected epitope can be 
generated using a technique referred to as "guided selection." In this approach a 
selected non-human monoclonal antibody, e.g., a mouse antibody, is used to guide the 
selection of a completely human antibody recognizing the same epitope. (Jespers et 

30 al., Bio/technology 12:899-903 (1988)). 

Further, antibodies to the polypeptides of the invention can, in turn, be utilized 
to generate anti-idiotype antibodies that "mimic" polypeptides of the invention using 
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techniques well known to those skilled in the art. (See, e.g., Greenspan & Bona, 
FASEB J. 7(5):437-444; (1989) and Nissinoff, J. Immunol. 147(8):2429-2438 
(1991)). For example, antibodies which bind to and competitively inhibit polypeptide 
multimerization and/or binding of a polypeptide of the invention to a ligand can be 
5 used to generate anti-idiotypes that "mimic" the polypeptide multimerization and/or 
binding domain and, as a consequence, bind to and neutralize polypeptide and/or its 
ligand. Such neutralizing anti-idiotypes or Fab fragments of such anti-idiotypes can 
be used in therapeutic regimens to neutralize polypeptide ligand. For example, such 
anti-idiotypic antibodies can be used to bind a polypeptide of the invention and/or to 
10 bind its ligands/receptors, and thereby block its biological activity. 

Polynucleotides Encoding Antibodies 

The invention further provides polynucleotides comprising a nucleotide 
sequence encoding an antibody of the invention and fragments thereof. The 

1 5 invention also encompasses polynucleotides that hybridize under stringent or lower 
stringency hybridization conditions, e.g., as defined supra, to polynucleotides that 
encode an antibody, preferably, that specifically binds to a polypeptide of the 
invention, preferably, an antibody that binds to a polypeptide having the amino acid 
sequence of SEQ ID NO: Y. 

20 The polynucleotides may be obtained, and the nucleotide sequence of the 

polynucleotides determined, by any method known in the art. For example, if the 
nucleotide sequence of the antibody is known, a polynucleotide encoding the antibody 
may be assembled from chemically synthesized oligonucleotides (e.g., as described 
in Kutmeier et al., BioTechniques 17:242 (1994)), which, briefly, involves the 

25 synthesis of overlapping oligonucleotides containing portions of the sequence 
encoding the antibody, annealing and ligating of those oligonucleotides, and then 
amplification of the ligated oligonucleotides by PCR. 

Alternatively, a polynucleotide encoding an antibody may be generated from 
nucleic acid from a suitable source. If a clone containing a nucleic acid encoding a 

30 particular antibody is not available, but the sequence of the antibody molecule is 

known, a nucleic acid encoding the immunoglobulin may be chemically synthesized 
or obtained from a suitable source (e.g., an antibody cDNA library, or a cDNA library 
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generated from, or nucleic acid, preferably poly A+ RNA, isolated from, any tissue 
or cells expressing the antibody, such as hybridoma cells selected to express an 
antibody of the invention) by PCR amplification using synthetic primers hybridizable 
to the y and 5' ends of the sequence or by cloning using an oligonucleotide probe 
5 specific for the particular gene sequence to identify, e.g., a cDNA clone from a 
cDNA library that encodes the antibody. Amplified nucleic acids generated by PCR 
may then be cloned into replicable cloning vectors using any method well known in 
the art. 

Once the nucleotide sequence and corresponding amino acid sequence of the 

1 0 antibody is determined, the nucleotide sequence of the antibody may be manipulated 
using methods well known in the art for the manipulation of nucleotide sequences, 
e.g., recombinant DNA techniques, site directed mutagenesis, PCR, etc. (see, for 
example, the techniques described in Sambrook et al., 1990, Molecular Cloning, A 
Laboratory Manual, 2d Ed., Cold Spring Harbor Laboratory, Cold Spring Harbor, 

15 NY and Ausubel et al., eds., 1998, Current Protocols in Molecular Biology, John 
Wiley & Sons, NY, which are both incorporated by reference herein in their 
entireties ), to generate antibodies having a different amino acid sequence, for 
example to create amino acid substitutions, deletions, and/or insertions. 

In a specific embodiment, the amino acid sequence of the heavy and/or light 

20 chain variable domains may be inspected to identify the sequences of the 

complementarity determining regions (CDRs) by methods that are well know in the 
art, e.g., by comparison to known amino acid sequences of other heavy and light 
chain variable regions to determine the regions of sequence hypervariability. Using 
routine recombinant DNA techniques, one or more of the CDRs may be inserted 

25 within framework regions, e.g., into human framework regions to humanize a non- 
human antibody, as described supra. The framework regions may be naturally 
occurring or consensus framework regions, and preferably human framework regions 
(see, e.g., Chothia et al., J. Mol. Biol. 278: 457-479 (1 998) for a listing of human 
framework regions). Preferably, the polynucleotide generated by the combination of 

30 the framework regions and CDRs encodes an antibody that specifically binds a 

polypeptide of the invention. Preferably, as discussed supra, one or more amino acid 
substitutions may be made within the framework regions, and, preferably, the amino 
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acid substitutions improve binding of the antibody to its antigen. Additionally, such 
methods may be used to make amino acid substitutions or deletions of one or more 
variable region cysteine residues participating in an intrachain disulfide bond to 
generate antibody molecules lacking one or more intrachain disulfide bonds. Other 
5 alterations to the polynucleotide are encompassed by the present invention and within 
the skill of the art. 

In addition, techniques developed for the production of "chimeric antibodies 11 
(Morrison et al., Proc. Natl. Acad. Sci. 81:851-855 (1984); Neuberger et al., Nature 
312:604-608 (1984); Takeda et al, Nature 314:452-454 (1985)) by splicing genes 

10 from a mouse antibody molecule of appropriate antigen specificity together with 

genes from a human antibody molecule of appropriate biological activity can be used. 
As described supra, a chimeric antibody is a molecule in which different portions are 
derived from different animal species, such as those having a variable region derived 
from a murine mAb and a human immunoglobulin constant region, e.g., humanized 

15 antibodies. 

Alternatively, techniques described for the production of single chain 
antibodies (U.S. Patent No. 4,946,778; Bird, Science 242:423- 42 (1988); Huston et 
al, Proc. Natl. Acad. Sci. USA 85:5879-5883 (1988); and Ward et al., Nature 
334:544-54 (1989)) can be adapted to produce single chain antibodies. Single chain 
20 antibodies are formed by linking the heavy and light chain fragments of the Fv region 
via an amino acid bridge, resulting in a single chain polypeptide. Techniques for the 
assembly of functional Fv fragments in E. coli may also be used (Skerra et al., 
Science 242:1038- 1041 (1988)). 

25 Methods of Producing Antibodies 

The antibodies of the invention can be produced- by any method known in the 
art for the synthesis of antibodies, in particular, by chemical synthesis or preferably, 
by recombinant expression techniques. 

Recombinant expression of an antibody of the invention, or fragment, 
30 derivative or analog thereof, (e.g., a heavy or light chain of an antibody of the 
invention or a single chain antibody of the invention), requires construction of an 
expression vector containing a polynucleotide that encodes the antibody. Once a 
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polynucleotide encoding an antibody molecule or a heavy or light chain of an 
antibody, or portion thereof (preferably containing the heavy or light chain variable 
domain), of the invention has been obtained, the vector for the production of the 
antibody molecule may be produced by recombinant DNA technology using 
5 techniques well known in the art. Thus, methods for preparing a protein by 

expressing a polynucleotide containing an antibody encoding nucleotide sequence are 
described herein. Methods which are well known to those skilled in the art can be 
used to construct expression vectors containing antibody coding sequences and 
appropriate transcriptional and translational control signals. These methods include, 

10 for example, in vitro recombinant DNA techniques, synthetic techniques, and in vivo 
genetic recombination. The invention, thus, provides replicable vectors comprising a 
nucleotide sequence encoding an antibody molecule of the invention, or a heavy or 
light chain thereof, or a heavy or light chain variable domain, operably linked to a 
promoter. Such vectors may include the nucleotide sequence encoding the constant 

15 region of the antibody molecule (see, e.g., PCT Publication WO 86/05807; PCT 

Publication WO 89/01036; and U.S. Patent No. 5,122,464) and the variable domain of 
the antibody may be cloned into such a vector for expression of the entire heavy or 
light chain. 

The expression vector is transferred to a host cell by conventional techniques 
20 and the transfected cells are then cultured by conventional techniques to produce an 
antibody of the invention. Thus, the invention includes host cells containing a 
polynucleotide encoding an antibody of the invention, or a heavy or light chain 
thereof, or a single chain antibody of the invention, operably linked to a heterologous 
promoter. In preferred embodiments for the expression of double-chained antibodies, 
25 vectors encoding both the heavy and light chains may be co-expressed in the host cell 
for expression of the entire immunoglobulin molecule, as detailed below. 

A variety of host-expression vector systems may be utilized to express the 
antibody molecules of the invention. Such host-expression systems represent 
vehicles by which the coding sequences of interest may be produced and subsequently 
30 purified, but also represent cells which may, when transformed or transfected with 
the appropriate nucleotide coding sequences, express an antibody molecule of the 
invention in situ. These include but are not limited to microorganisms such as 
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bacteria (e.g., E. coli, B. subtilis) transformed with recombinant bacteriophage DNA, 
plasmid DNA or cosmid DNA expression vectors containing antibody coding 
sequences; yeast (e.g., Saccharomyces, Pichia) transformed with recombinant yeast 
expression vectors containing antibody coding sequences; insect cell systems 
5 infected with recombinant virus expression vectors (e.g., baculovirus) containing 
antibody coding sequences; plant cell systems infected with recombinant virus 
expression vectors (e.g., cauliflower mosaic virus, CaMV; tobacco mosaic virus, 
TMV) or transformed with recombinant plasmid expression vectors (e.g., Ti plasmid) 
containing antibody coding sequences; or mammalian cell systems (e.g., COS, CHO, 

10 BHK, 293, 3T3 cells) harboring recombinant expression constructs containing 
promoters derived from the genome of mammalian cells (e.g., metallothionein 
promoter) or from mammalian viruses (e.g., the adenovirus late promoter; the 
vaccinia virus 7.5K promoter). Preferably, bacterial cells such as Escherichia coli, 
and more preferably, eukaryotic cells, especially for the expression of whole 

1 5 recombinant antibody molecule, are used for the expression of a recombinant 

antibody molecule. For example, mammalian cells such as Chinese hamster ovary 
cells (CHO), in conjunction with a vector such as the major intermediate early gene 
promoter element from human cytomegalovirus is an effective expression system for 
antibodies (Foecking et al, Gene 45:101 (1986); Cockett et al., Bio/Technology 8:2 

20 (1990)). 

In bacterial systems, a number of expression vectors may be advantageously 
selected depending upon the use intended for the antibody molecule being expressed. 
For example, when a large quantity of such a protein is to be produced, for the 
generation of pharmaceutical compositions of an antibody molecule, vectors which 

25 direct the expression of high levels of fusion protein products that are readily purified 
may be desirable. Such vectors include, but are not limited, to the E. coli expression 
vector pUR278 (Ruther et al., EMBO J. 2:1791 (1983)), in which the antibody coding 
sequence may be ligated individually into the vector in frame with the lac Z coding 
region so that a fusion protein is produced; pIN vectors (Inouye & Inouye, Nucleic 

30 Acids Res. 13:3101-3109 (1985); Van Heeke & Schuster, J. Biol. Chem. 24:5503- 
5509 (1989)); and the like. pGEX vectors may also be used to express foreign 
polypeptides as fusion proteins with glutathione S-transferase (GST). In general, such 
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fusion proteins are soluble and can easily be purified from lysed cells by adsorption 
and binding to matrix glutathione-agarose beads followed by elution in the presence 
of free glutathione. The pGEX vectors are designed to include thrombin or factor Xa 
protease cleavage sites so that the cloned target gene product can be released from the 
5 GST moiety. 

In an insect system, Autographa californica nuclear polyhedrosis virus 
(AcNPV) is used as a vector to express foreign genes. The virus grows in 
Spodoptera frugiperda cells. The antibody coding sequence may be cloned 
individually into non-essential regions (for example the polyhedrin gene) of the virus 
10 and placed under control of an AcNPV promoter (for example the polyhedrin 
promoter). 

In mammalian host cells, a number of viral-based expression systems may be 
utilized. In cases where an adenovirus is used as an expression vector, the antibody 
coding sequence of interest may be ligated to an adenovirus transcription/translation 

1 5 control complex, e.g., the late promoter and tripartite leader sequence. This chimeric 
gene may then be inserted in the adenovirus genome by in vitro or in vivo 
recombination. Insertion in a non- essential region of the viral genome (e.g., region 
El or E3) will result in a recombinant virus that is viable and capable of expressing 
the antibody molecule in infected hosts, (e.g., see Logan & Shenk, Proc. Natl. Acad. 

20 Sci. USA 81 :355-359 (1984)). Specific initiation signals may also be required for 

efficient translation of inserted antibody coding sequences. These signals include the 
ATG initiation codon and adjacent sequences. Furthermore, the initiation codon 
must be in phase with the reading frame of the desired coding sequence to ensure 
translation of the entire insert. These exogenous translational control signals and 

25 initiation codons can be of a variety of origins, both natural and synthetic. The 
efficiency of expression may be enhanced by the inclusion of appropriate 
transcription enhancer elements, transcription terminators, etc. (see Bittner et ah, 
Methods in Enzymol. 153:51-544(1987)). 

In addition, a host cell strain may be chosen which modulates the expression 

30 of the inserted sequences, or modifies and processes the gene product in the specific 
fashion desired. Such modifications (e.g., glycosylation) and processing (e.g., 
cleavage) of protein products may be important for the function of the protein. 
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Different host cells have characteristic and specific mechanisms for the post- 
radiational processing and modification of proteins and gene products. Appropriate 
cell lines or host systems can be chosen to ensure the correct modification and 
processing of the foreign protein expressed. To this end, eukaryotic host cells which 
5 possess the cellular machinery for proper processing of the primary transcript, 
glycosylation, and phosphorylation of the gene product may be used. Such 
mammalian host cells include but are not limited to CHO, VERY, BHK, Hela, COS, 
MDCK, 293, 3T3, W138, and in particular, breast cancer cell lines such as, for 
example, BT483, Hs578T, HTB2, BT20 and T47D, and normal mammary gland cell 

10 line such as, for example, CRL7030 and Hs578Bst. 

For long-term, high-yield production of recombinant proteins, stable 
expression is preferred. For example, cell lines which stably express the antibody 
molecule may be engineered. Rather than using expression vectors which contain 
viral origins of replication, host cells can be transformed with DNA controlled by 

15 appropriate expression control elements (e.g., promoter, enhancer, sequences, 
transcription terminators, polyadenylation sites, etc.), and a selectable marker. 
Following the introduction of the foreign DNA, engineered cells may be allowed to 
grow for 1-2 days in an enriched media, and then are switched to a selective media. 
The selectable marker in the recombinant plasmid confers resistance to the selection 

20 and allows cells to stably integrate the plasmid into their chromosomes and grow to 
form foci which in turn can be cloned and expanded into cell lines. This method may 
advantageously be used to engineer cell lines which express the antibody molecule. 
Such engineered cell lines may be particularly useful in screening and evaluation of 
compounds that interact directly or indirectly with the antibody molecule. 

25 A number of selection systems may be used, including but not limited to the 

herpes simplex virus thymidine kinase (Wigler et al., Cell 1 1 :223 (1977)), 
hypoxanthine-guanine phosphoribosyltransferase (Szybalska & Szybalski, Proc. Natl. 
Acad. Sci. USA 48:202 (1992)), and adenine phosphoribosyltransferase (Lowy et al., 
Cell 22:817 (1980)) genes can be employed in tk-, hgprt- or aprt- cells, respectively. 

30 Also, antimetabolite resistance can be used as the basis of selection for the following 
genes: dhfr, which confers resistance to methotrexate (Wigler et al., Natl. Acad. Sci. 
USA 77:357 (1980); O'Hare et al., Proc. Natl. Acad. Sci. USA 78:1527 (1981)); gpt, 
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which confers resistance to mycophenolic acid (Mulligan & Berg, Proc. Natl. Acad. 
Sci. USA 78:2072 (1981)); neo, which confers resistance to the aminoglycoside G- 
418 Clinical Pharmacy 12:488-505; Wu and Wu, Biotherapy 3:87-95 (1991); 
Tolstoshev, Ann. Rev. Pharmacol. Toxicol. 32:573-596 (1993); Mulligan, Science 
5 260:926-932 (1993); and Morgan and Anderson, Ann. Rev. Biochem. 62:191-217 
(1993); May, 1993, TIB TECH 1 1(5):155-215); and hygro, which confers resistance 
to hygromycin (Santerre et al., Gene 30:147 (1984)). Methods commonly known in 
the art of recombinant DNA technology may be routinely applied to select the desired 
recombinant clone, and such methods are described, for example, in Ausubel et al. 

10 (eds.), Current Protocols in Molecular Biology, John Wiley & Sons, NY (1993); 
Kriegler, Gene Transfer and Expression, A Laboratory Manual, Stockton Press, NY 
(1990); and in Chapters 12 and 13, Dracopoli et al. (eds), Current Protocols in 
Human Genetics, John Wiley & Sons, NY (1994); Colberre-Garapin et al., J. Mol. 
Biol. 150:1 (1981), which are incorporated by reference herein in their entireties. 

15 The expression levels of an antibody molecule can be increased by vector 

amplification (for a review, see Bebbington and Hentschel, The use of vectors based 
on gene amplification for the expression of cloned genes in mammalian cells in DNA 
cloning, Vol.3. (Academic Press, New York, 1987)). When a marker in the vector 
system expressing antibody is amplifiable, increase in the level of inhibitor present in 

20 culture of host cell will increase the number of copies of the marker gene. Since the 
amplified region is associated with the antibody gene, production of the antibody will 
also increase (Crouse et al., Mol. Cell. Biol. 3:257 (1983)). 

The host cell may be co-transfected with two expression vectors of the 
invention, the first vector encoding a heavy chain derived polypeptide and the second 

25 vector encoding a light chain derived polypeptide. The two vectors may contain 

identical selectable markers which enable equal expression of heavy and light chain 
polypeptides. Alternatively, a single vector may be used which encodes, and is 
capable of expressing, both heavy and light chain polypeptides. In such situations, 
the light chain should be placed before the heavy chain to avoid an excess of toxic 

30 free heavy chain (Proudfoot, Nature 322:52 (1986); Kohler, Proc. Natl. Acad. Sci. 
USA 77:2197 (1980)). The coding sequences for the heavy and light chains may 
comprise cDNA or genomic DNA. 
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Once an antibody molecule of the invention has been produced by an animal, 
chemically synthesized, or recombinantly expressed, it may be purified by any 
method known in the art for purification of an immunoglobulin molecule, for 
example, by chromatography (e.g., ion exchange, affinity, particularly by affinity for 
5 the specific antigen after Protein A, and sizing column chromatography), 

centrifiigation, differential solubility, or by any other standard technique for the 
purification of proteins. In addition, the antibodies of the present invention or 
fragments thereof can be fused to heterologous polypeptide sequences described 
herein or otherwise known in the art, to facilitate purification. 

10 The present invention encompasses antibodies recombinantly fused or 

chemically conjugated (including both covalently and non-covalently conjugations) 
to a polypeptide (or portion thereof, preferably at least 10, 20, 30, 40, 50, 60, 70, 80, 
90 or 100 amino acids of the polypeptide) of the present invention to generate fusion 
proteins. The fusion does not necessarily need to be direct, but may occur through 

15 linker sequences. The antibodies may be specific for antigens other than polypeptides 
(or portion thereof, preferably at least 10, 20, 30, 40, 50, 60, 70, 80, 90 or 100 amino 
acids of the polypeptide) of the present invention. For example, antibodies may be 
used to target the polypeptides of the present invention to particular cell types, either 
in vitro or in vivo, by fusing or conjugating the polypeptides of the present invention 

20 to antibodies specific for particular cell surface receptors. Antibodies fused or 

conjugated to the polypeptides of the present invention may also be used in in vitro 
immunoassays and purification methods using methods known in the art. See e.g., 
Harbor et ah, supra, and PCT publication WO 93/21232; EP 439,095; Naramura et 
al., Immunol. Lett. 39:91-99 (1994); U.S. Patent 5,474,981; Gillies et al., PNAS 

25 89:1428-1432 (1992); Fell et al., J. Immunol. 146:2446-2452(1991), which are 
incorporated by reference in their entireties. 

The present invention further includes compositions comprising the 
polypeptides of the present invention fused or conjugated to antibody domains other 
than the variable regions. For example, the polypeptides of the present invention may 

30 be fused or conjugated to an antibody Fc region, or portion thereof. The antibody 
portion fused to a polypeptide of the present invention may comprise the constant 
region, hinge region, CHI domain, CH2 domain, and CH3 domain or any 
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combination of whole domains or portions thereof. The polypeptides may also be 
fused or conjugated to the above antibody portions to form multimers. For example, 
Fc portions fused to the polypeptides of the present invention can form dimers 
through disulfide bonding between the Fc portions. Higher multimeric forms can be 
5 made by fusing the polypeptides to portions of IgA and IgM. Methods for fusing or 
conjugating the polypeptides of the present invention to antibody portions are known 
in the art. See, e.g., U.S. Patent Nos. 5,336,603; 5,622,929; 5,359,046; 5,349,053; 
5,447,851; 5,1 12,946; EP 307,434; EP 367,166; PCT publications WO 96/04388; WO 
91/06570; Ashkenazi et al., Proc. Natl. Acad. Sci. USA 88:10535-10539 (1991); 
10 Zheng et al., J. Immunol. 154:5590-5600 (1995); and Vil et al., Proc. Natl. Acad. Sci. 
USA 89:1 1337- 1 1341(1992) (said references incorporated by reference in their 
entireties). 

As discussed, supra, the polypeptides corresponding to a polypeptide, 
polypeptide fragment, or a variant of SEQ ID NO:Y may be fused or conjugated to 

15 the above antibody portions to increase the in vivo half life of the polypeptides or for 
use in immunoassays using methods known in the art. Further, the polypeptides 
corresponding to SEQ ID NO:Y may be fused or conjugated to the above antibody 
portions to facilitate purification. One reported example describes chimeric proteins 
consisting of the first two domains of the human CD4-polypeptide and various 

20 domains of the constant regions of the heavy or light chains of mammalian 

immunoglobulins. (EP 394,827; Traunecker et al., Nature 331 :84-86 (1988). The 
polypeptides of the present invention fused or conjugated to an antibody having 
disulfide- linked dimeric structures (due to the IgG) may also be more efficient in 
binding and neutralizing other molecules, than the monomeric secreted protein or 

25 protein fragment alone. (Fountoulakis et al., J. Biochem. 270:3958-3964 (1995)). In 
many cases, the Fc part in a fusion protein is beneficial in therapy and diagnosis, and 
thus can result in, for example, improved pharmacokinetic properties. (EP A 
232,262). Alternatively, deleting the Fc part after the fusion protein has been 
expressed, detected, and purified, would be desired. For example, the Fc portion may 

30 hinder therapy and diagnosis if the fusion protein is used as an antigen for 

immunizations. In drug discovery, for example, human proteins, such as hIL-5, have - - 
been fused with Fc portions for the purpose of high-throughput screening assays to 
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identify antagonists of hIL-5. (See, Bennett et al., J. Molecular Recognition 8:52-58 
(1995); Johanson et aL, J. Biol. Chem. 270:9459-9471 (1995). 

Moreover, the antibodies or fragments thereof of the present invention can be 
fused to marker sequences, such as a peptide to facilitate purification. In preferred 
5 embodiments, the marker amino acid sequence is a hexa-histidine peptide, such as the 
tag provided in a pQE vector (QIAGEN, Inc., 9259 Eton Avenue, Chatsworth, CA, 
91311), among others, many of which are commercially available. As described in 
Gentz et al., Proc. Natl. Acad. Sci. USA 86:821-824 (1989), for instance, hexa- 
histidine provides for convenient purification of the fusion protein. Other peptide tags 

1 0 useful for purification include, but are not limited to, the "HA" tag, which 

corresponds to an epitope derived from the influenza hemagglutinin protein (Wilson 
etal., Cell 37:767 (1984)) and the "flag" tag. 

The present invention further encompasses antibodies or fragments thereof 
conjugated to a diagnostic or therapeutic agent. The antibodies can be used 

15 diagnostically to, for example, monitor the development or progression of a tumor as 
part of a clinical testing procedure to, e.g., determine the efficacy of a given 
treatment regimen. Detection can be facilitated by coupling the antibody to a 
detectable substance. Examples of detectable substances include various enzymes, 
prosthetic groups, fluorescent materials, luminescent materials, bioluminescent 

20 materials, radioactive materials, positron emitting metals using various positron 

emission tomographies, and nonradioactive paramagnetic metal ions. The detectable 
substance may be coupled or conjugated either directly to the antibody (or fragment 
thereof) or indirectly, through an intermediate (such as, for example, a linker known 
in the art) using techniques known in the art. See, for example, U.S. Patent No. 

25 4,741 ,900 for metal ions which can be conjugated to antibodies for use as diagnostics 
according to the present invention. Examples of suitable enzymes include horseradish 
peroxidase, alkaline phosphatase, beta-galactosidase, or acetylcholinesterase; 
examples of suitable prosthetic group complexes include streptavidin/biotin and 
avidin/biotin; examples of suitable fluorescent materials include umbelliferone, 

30 fluorescein, fluorescein isothiocyanate, rhodamine, dichlorotriazinylamine 

fluorescein, dansyl chloride or phycoerythrin; an example of a luminescent material 
includes luminol; examples of bioluminescent materials include luciferase, luciferin, 
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and aequorin; and examples of suitable radioactive material include 1251, 1311, 1 1 1 In 
or 99Tc. 

Further, an antibody or fragment thereof may be conjugated to a therapeutic 
moiety such as a cytotoxin, e.g., a cytostatic or cytocidal agent, a therapeutic agent or 
5 a radioactive metal ion, e.g., alpha-emitters such as, for example, 213Bi. A cytotoxin 
or cytotoxic agent includes any agent that is detrimental to cells. Examples include 
paclitaxol, cytochalasin B, gramicidin D, ethidium bromide, emetine, mitomycin, 
etoposide, tenoposide, vincristine, vinblastine, colchicin, doxorubicin, daunorubicin, 
dihydroxy anthracin dione, mitoxantrone, mithramycin, actinomycin D, 1- 

10 dehydrotestosterone, glucocorticoids, procaine, tetracaine, lidocaine, propranolol, and 
puromycin and analogs or homologs thereof. Therapeutic agents include, but are not 
limited to, antimetabolites (e.g., methotrexate, 6-mercaptopurine, 6-thioguanine, 
cytarabine, 5-fluorouracil decarbazine), alkylating agents (e.g., mechlorethamine, 
thioepa chlorambucil, melphalan, carmustine (BSNU) and lomustine (CCNU), 

15 cyclothosphamide, busulfan, dibromomannitol, streptozotocin, mitomycin C, and cis- 
dichlorodiamine platinum (II) (DDP) cisplatin), anthracyclines (e.g., daunorubicin 
(formerly daunomycin) and doxorubicin), antibiotics (e.g., dactinomycin (formerly 
actinomycin), bleomycin, mithramycin, and anthramycin (AMC)), and anti-mitotic 
agents (e.g., vincristine and vinblastine). 

20 The conjugates of the invention can be used for modifying a given biological 

response^ the therapeutic agent or drug moiety is not to be construed as limited to 
classical chemical therapeutic agents. For example, the drug moiety may be a protein 
or polypeptide possessing a desired biological activity. Such proteins may include, 
for example, a toxin such as abrin, ricin A, pseudomonas exotoxin, or diphtheria 

25 toxin; a protein such as tumor necrosis factor, a-interferon, B-interferon, nerve growth 
factor, platelet derived growth factor, tissue plasminogen activator, an apoptotic 
agent, e.g., TNF-alpha, TNF-beta, AIM I (See, International Publication No. WO 
97/33899), AIM II (See, International Publication No. WO 97/3491 1), Fas Ligand 
(Takahashi et al, Int. Immunol, (5:1567-1574 (1994)), VEGI (See, International 

30 Publication No. WO 99/23105), a thrombotic agent or an anti- angiogenic agent, e.g., 
angiostatin or endostatin; or, biological response modifiers such as, for example, 
lymphokines, interleukin-1 flL-l"), interleukin-2 ("IL-2"), interleukin-6 ("TL-6"), 
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granulocyte macrophage colony stimulating factor ("GM-CSF"), granulocyte colony 

stimulating factor ("G-CSF"), or other growth factors. 

Antibodies may also be attached to solid supports, which are particularly 

useful for immunoassays or purification of the target antigen. Such solid supports 
5 include, but are not limited to, glass, cellulose, polyacrylamide, nylon, polystyrene, 

polyvinyl chloride or polypropylene. 

Techniques for conjugating such therapeutic moiety to antibodies are well 

known, see, e.g., Arnon et al., "Monoclonal Antibodies For Immunotargeting Of 

Drugs In Cancer Therapy", in Monoclonal Antibodies And Cancer Therapy, Reisfeld 
10 et al. (eds.), pp. 243-56 (Alan R. Liss, Inc. 1985); Hellstrom et aL, "Antibodies For 

Drug Delivery", in Controlled Drug Delivery (2nd Ed.), Robinson et al. (eds.), pp. 

623-53 (Marcel Dekker, Inc. 1987); Thorpe, "Antibody Carriers Of Cytotoxic Agents 

In Cancer Therapy: A Review", in Monoclonal Antibodies ! 84: Biological And 

Clinical Applications, Pinchera et al. (eds.), pp. 475-506 (1985); "Analysis, Results, 
15 And Future Prospective Of The Therapeutic Use Of Radiolabeled Antibody In 

Cancer Therapy", in Monoclonal Antibodies For Cancer Detection And Therapy, 

Baldwin et al. (eds.), pp. 303-16 (Academic Press 1985), and Thorpe et al., "The 

Preparation And Cytotoxic Properties Of Antibody-Toxin Conjugates", Immunol. 

Rev. 62:119-58(1982). 
20 Alternatively, an antibody can be conjugated to a second antibody to form an 

antibody heteroconjugate as described by Segal in U.S. Patent No. 4,676,980, which 

is incorporated herein by reference in its entirety. 

An antibody, with or without a therapeutic moiety conjugated to it, 

administered alone or in combination with cytotoxic factor(s) and/or cytokine(s) can 
25 be used as a therapeutic. 

Immunophenotyping 

The antibodies of the invention may be utilized for immunophenotyping of 
cell lines and biological samples. The translation product of the gene of the present 
30 invention may be useful as a cell specific marker, or more specifically as a cellular 
marker that is differentially expressed at various stages of differentiation and/or 
maturation of particular cell types. Monoclonal antibodies directed against a specific 
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epitope, or combination of epitopes, will allow for the screening of cellular 
populations expressing the marker. Various techniques can be utilized using 
monoclonal antibodies to screen for cellular populations expressing the marker(s), and 
include magnetic separation using antibody-coated magnetic beads, "panning" with 
5 antibody attached to a solid matrix (i.e., plate), and flow cytometry (See, e.g., U.S. 
Patent 5,985,660; and Morrison et al, Cell 96:737-49 (1999)). 

These techniques allow for the screening of particular populations of cells, 
such as might be found with hematological malignancies (i.e. minimal residual 
disease (MRD) in acute leukemic patients) and "non-self cells in transplantations to 
10 prevent Graft- versus-Host Disease (GVHD). Alternatively, these techniques allow for 
the screening of hematopoietic stem and progenitor cells capable of undergoing 
proliferation and/or differentiation, as might be found in human umbilical cord blood. 

Assays For Antibody Binding 

15 The antibodies of the invention may be assayed for immunospecific binding 

by any method known in the art. The immunoassays which can be used include but 
are not limited to competitive and non-competitive assay systems using techniques 
such as western blots, radioimmunoassays, ELISA (enzyme linked immunosorbent 
assay), "sandwich" immunoassays, immunoprecipitation assays, precipitin reactions, 

20 gel diffusion precipitin reactions, immunodiffusion assays, agglutination assays, 
complement-fixation assays, immunoradiometric assays, fluorescent immunoassays, 
protein A immunoassays, to name but a few. Such assays are routine and well 
known in the art (see, e.g., Ausubel et al, eds, 1 994, Current Protocols in Molecular 
Biology, Vol. 1, John Wiley & Sons, Inc., New York, which is incorporated by 

25 reference herein in its entirety). Exemplary immunoassays are described briefly 
below (but are not intended by way of limitation). . 

Immunoprecipitation protocols generally comprise lysing a population of cells 
in a lysis buffer such as REP A buffer (1% NP-40 or Triton X- 100, 1% sodium 
deoxycholate, 0.1% SDS, 0.15 M NaCl, 0.01 M sodium phosphate at pH 7.2, 1% 

30 Trasylol) supplemented with protein phosphatase and/or protease inhibitors (e.g., 

EDTA, PMSF, aprotinin, sodium vanadate), adding -the antibody of interest to the cell 
lysate, incubating for a period of time (e.g., 1-4 hours) at 4° C, adding protein A 
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and/or protein G sepharose beads to the cell lysate, incubating for about an hour or 
more at 4° C, washing the beads in lysis buffer and resuspending the beads in 
SDS/sample buffer. The ability of the antibody of interest to immunoprecipitate a 
particular antigen can be assessed by, e.g., western blot analysis. One of skill in the 
5 art would be knowledgeable as to the parameters that can be modified to increase the 
binding of the antibody to an antigen and decrease the background (e.g., pre-clearing 
the cell lysate with sepharose beads). For further discussion regarding 
immunoprecipitation protocols see, e.g., Ausubel et al, eds, 1994, Current Protocols in 
Molecular Biology, Vol. 1, John Wiley & Sons, Inc., New York at 10.16.1. 

1 0 Western blot analysis generally comprises preparing protein samples, 

electrophoresis of the protein samples in a polyacrylamide gel (e.g., 8%- 20% SDS- 
PAGE depending on the molecular weight of the antigen), transferring the protein 
sample from the polyacrylamide gel to a membrane such as nitrocellulose, PVDF or 
nylon, blocking the membrane in blocking solution (e.g., PBS with 3% BSA or non- 

1 5 fat milk), washing the membrane in washing buffer (e.g., PBS-Tween 20), blocking 
the membrane with primary antibody (the antibody of interest) diluted in blocking 
buffer, washing the membrane in washing buffer, blocking the membrane with a 
secondary antibody (which recognizes the primary antibody, e.g., an anti-human 
antibody) conjugated to an enzymatic substrate (e.g., horseradish peroxidase or 

20 alkaline phosphatase) or radioactive molecule (e.g., 32P or 1251) diluted in blocking 
buffer, washing the membrane in wash buffer, and detecting the presence of the 
antigen. One of skill in the art would be knowledgeable as to the parameters that can 
be modified to increase the signal detected and to reduce the background noise. For 
further discussion regarding western blot protocols see, e.g., Ausubel et al, eds, 1994, 

25 Current Protocols in Molecular Biology, Vol. 1 , John Wiley & Sons, Inc., New York 
at 10.8.1. 

ELISAs comprise preparing antigen, coating the well of a 96 well microtiter 
plate with the antigen, adding the antibody of interest conjugated to a detectable 
compound such as an enzymatic substrate (e.g., horseradish peroxidase or alkaline 
30 phosphatase) to the well and incubating for a period of time, and detecting the 
presence of the antigen. In ELISAs the antibody of interest does not have to be 
conjugated to a detectable compound; instead, a second antibody (which recognizes 
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the antibody of interest) conjugated to a detectable compound may be added to the 
well. Further, instead of coating the well with the antigen, the antibody may be 
coated to the well. In this case, a second antibody conjugated to a detectable 
compound may be added following the addition of the antigen of interest to the 
5 coated well. One of skill in the art would be knowledgeable as to the parameters that 
can be modified to increase the signal detected as well as other variations of ELISAs 
known in the art. For further discussion regarding ELISAs see, e.g., Ausubel et al, 
eds, 1994, Current Protocols in Molecular Biology, Vol. 1, John Wiley & Sons, Inc., 
New York at 11.2.1. 

10 The binding affinity of an antibody to an antigen and the off-rate of an 

antibody-antigen interaction can be determined by competitive binding assays. One 
example of a competitive binding assay is a radioimmunoassay comprising the 
incubation of labeled antigen (e.g., 3H or 1251) with the antibody of interest in the 
presence of increasing amounts of unlabeled antigen, and the detection of the 

1 5 antibody bound to the labeled antigen. The affinity of the antibody of interest for a 
particular antigen and the binding off-rates can be determined from the data by 
scatchard plot analysis. Competition with a second antibody can also be determined 
using radioimmunoassays. In this case, the antigen is incubated with antibody of 
interest conjugated to a labeled compound (e.g., 3H or 1251) in the presence of 

20 increasing amounts of an unlabeled second antibody. 

Therapeutic Uses 

The present invention is further directed to antibody-based therapies which 
involve administering antibodies of the invention to an animal, preferably a mammal, 

25 and most preferably a human, patient for treating one or more of the disclosed 

diseases, disorders, or conditions. Therapeutic compounds of the invention include, 
but are not limited to, antibodies of the invention (including fragments, analogs and 
derivatives thereof as described herein) and nucleic acids encoding antibodies of the 
invention (including fragments, analogs and derivatives thereof and anti-idiotypic 

30 antibodies as described herein). The antibodies of the invention can be used to treat, 
inhibit or prevent diseases, disorders or conditions associated with aberrant expression 
and/or activity of a polypeptide of the invention, including, but not limited to, any 
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one or more of the diseases, disorders, or conditions described herein. The treatment 
and/or prevention of diseases, disorders, or conditions associated with aberrant 
expression and/or activity of a polypeptide of the invention includes, but is not 
limited to, alleviating symptoms associated with those diseases, disorders or 
conditions. Antibodies of the invention may be provided in pharmaceutically 
acceptable compositions as known in the art or as described herein. 

A summary of the ways in which the antibodies of the present invention may 
be used therapeutically includes binding polynucleotides or polypeptides of the 
present invention locally or systemically in the body or by direct cytotoxicity of the 
antibody, e.g. as mediated by complement (CDC) or by effector cells (ADCC). 
Some of these approaches are described in more detail below. Armed with the 
teachings provided herein, one of ordinary skill in the art will know how to use the 
antibodies of the present invention for diagnostic, monitoring or therapeutic purposes 
without undue experimentation. 

The antibodies of this invention may be advantageously utilized in 
combination with other monoclonal or chimeric antibodies, or with lymphokines or 
hematopoietic growth factors (such as, e.g., IL-2, IL-3 and IL-7), for example, which 
serve to increase the number or activity of effector cells which interact with the 
antibodies. 

The antibodies of the invention may be administered alone or in combination 
with other types of treatments (e.g., radiation therapy, chemotherapy, hormonal 
therapy, immunotherapy and anti-tumor agents). Generally, administration of 
products of a species origin or species reactivity (in the case of antibodies) that is the 
same species as that of the patient is preferred. Thus, in a preferred embodiment, 
human antibodies, fragments derivatives, analogs, or nucleic acids, are administered 
to a human patient for therapy or prophylaxis. 

It is preferred to use high affinity and/or potent in vivo inhibiting and/or 
neutralizing antibodies against polypeptides or polynucleotides of the present 
invention, fragments or regions thereof, for both immunoassays directed to and 
therapy of disorders related to polynucleotides or polypeptides, including fragments 
thereof, of the present invention. Such antibodies, fragments, or regions, will 
preferably have an affinity for polynucleotides or polypeptides of the invention, 
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including fragments thereof. Preferred binding affinities include those with a 
dissociation constant or Kd less than 5 X 10" 2 M, 10~ 2 M, 5 X 10° M, 10" 3 M, 5 X 10" 
4 M, 10- 4 M, 5 X 10 -5 M, 10' 5 M, 5 X KT 6 M, 10* 6 M, 5 X 10 -7 M, 10 -7 M, 5 X 10" 8 M, 
. 10" 8 M, 5 X 10 9 M, 10* 9 M, 5 X 10~ 10 M, KT 10 M, 5 X 10* n M, 10* 11 M, 5 X 10' 12 M, 
5 10* 12 M, 5 X 10" !3 M, 10* 13 M, 5 X 10" 14 M, 10* H M, 5 X 10" 15 M, and 10" 15 M. 



Gene Therapy 

In a specific embodiment, nucleic acids comprising sequences encoding 
antibodies or functional derivatives thereof, are administered to treat, inhibit or 

10 prevent a disease or disorder associated with aberrant expression and/or activity of a 
polypeptide of the invention, by way of gene therapy. Gene therapy refers to therapy 
performed by the administration to a subject of an expressed or expressible nucleic 
acid. In this embodiment of the invention, the nucleic acids produce their encoded 
protein that mediates a therapeutic effect. 

15 Any of the methods for gene therapy available in the art can be used according 

to the present invention. Exemplary methods are described below. 

For general reviews of the methods of gene therapy, see Goldspiel et al., 
Glinical Pharmacy 12:488-505 (1993); Wu and Wu, Biotherapy 3:87-95 (1991); 
Tolstoshev, Ann. Rev. Pharmacol. Toxicol. 32:573-596 (1993); Mulligan, Science 

20 260:926-932 (1993); and Morgan and Anderson, Ann. Rev. Biochem. 62:191-217 
(1993); May, TIBTECH 1 1(5):155-215 (1993). Methods commonly known in the art 
of recombinant DNA technology which can be used are described in Ausubel et al. 
(eds.), Current Protocols in Molecular Biology, John Wiley & Sons, NY (1993); and 
Kriegler, Gene Transfer and Expression, A Laboratory Manual, Stockton Press, NY 

25 (1990). 

In a preferred aspect, the compound comprises nucleic acid sequences 
encoding an antibody, said nucleic acid sequences being part of expression vectors 
that express the antibody or fragments or chimeric proteins or heavy or light chains 
thereof in a suitable host. In particular, such nucleic acid sequences have promoters 
30 operably linked to the antibody coding region, said promoter being inducible or 
constitutive, and, optionally, tissue- specific. In another particular embodiment, 
nucleic acid molecules are used in which the antibody coding sequences and any other 
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desired sequences are flanked by regions that promote homologous recombination at a 
desired site in the genome, thus providing for intrachromosomal expression of the 
antibody encoding nucleic acids (Koller and Smithies, Proc. Natl. Acad. Sci. USA 
86:8932-8935 (1989); Zijlstra et al., Nature 342:435-438 (1989). In specific 
5 embodiments, the expressed antibody molecule is a single chain antibody; 

alternatively, the nucleic acid sequences include sequences encoding both the heavy 
and light chains, or fragments thereof, of the antibody. 

Delivery of the nucleic acids into a patient may be either direct, in which case 
the patient is directly exposed to the nucleic acid or nucleic acid- carrying vectors, or 

10 indirect, in which case, cells are first transformed with the nucleic acids in vitro, then 
transplanted into the patient. These two approaches are known, respectively, as in 
vivo or ex vivo gene therapy. 

In a specific embodiment, the nucleic acid sequences are directly administered 
in vivo, where it is expressed to produce the encoded product. This can be 

15 accomplished by any of numerous methods known in the art, e.g., by constructing 
them as part of an appropriate nucleic acid expression vector and administering it so 
that they become intracellular, e.g., by infection using defective or attenuated 
retroviral or other viral vectors (see U.S. Patent No. 4,980,286), or by direct 
injection of naked DNA, or by use of microparticle bombardment (e.g., a gene gun; 

20 Biolistic, Dupont), or coating with lipids or cell-surface receptors or transfecting 
agents, encapsulation in liposomes, microparticles, or microcapsules, or by 
administering them in linkage to a peptide which is known to enter the nucleus, by 
administering it in linkage to a ligand subject to receptor-mediated endocytosis (see, 
e.g., Wu and Wu, J. Biol. Chem. 262:4429-4432 (1987)) (which can be used to target 

25 cell types specifically expressing the receptors), etc. In another embodiment, nucleic 
acid- ligand complexes can be formed in which the ligand comprises a fusogenic viral 
peptide to disrupt endosomes, allowing the nucleic acid to avoid lysosomal 
degradation. In yet another embodiment, the nucleic acid can be targeted in vivo for 
cell specific uptake and expression, by targeting a specific receptor (see, e.g., PCT 

30 Publications WO 92/06180; WO 92/22635; WO92/20316; W093/14188, WO 
93/20221). Alternatively, the nucleic acid can be introduced intracellular^ and 
incorporated within host cell DNA for expression, by homologous recombination 
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(Roller and Smithies, Proc. Natl. Acad. Sci. USA 86:8932-8935 (1989); Zijlstra et ah, 
Nature 342:435-438 (1989)). 

In a specific embodiment, viral vectors that contains nucleic acid sequences 
encoding an antibody of the invention are used. For example, a retroviral vector can 
5 be used (see Miller et al., Meth. Enzymol. 217:581-599(1993)). These retroviral 
vectors contain the components necessary for the correct packaging of the viral 
genome and integration into the host cell DNA. The nucleic acid sequences encoding 
the antibody to be used in gene therapy are cloned into one or more vectors, which 
facilitates delivery of the gene into a patient. More detail about retroviral vectors can 

10 be found in Boesen et al., Biotherapy 6:291-302 (1994), which describes the use of a 
retroviral vector to deliver the mdrl gene to hematopoietic stem cells in order to 
make the stem cells more resistant to chemotherapy. Other references illustrating the 
use of retroviral vectors in gene therapy are: Clowes et al., J. Clin. Invest. 93:644- 
651 (1994); Kiem et al., Blood 83:1467-1473 (1994); Salmons and Gunzberg, Human 

15 Gene Therapy 4:129-141 (1993); and Grossman and Wilson, Curr. Opin. in Genetics 
and Devel. 3:110-114(1993). 

Adenoviruses are other viral vectors that can be used in gene therapy. 
Adenoviruses are especially attractive vehicles for delivering genes to respiratory 
epithelia. Adenoviruses naturally infect respiratory epithelia where they cause a mild 

20 disease. Other targets for adenovirus-based delivery systems are liver, the central 
nervous system, endothelial cells, and muscle. Adenoviruses have the advantage of 
being capable of infecting non-dividing cells. Kozarsky and Wilson, Current 
Opinion in Genetics and Development 3:499-503 (1993) present a review of 
adenovirus-based gene therapy. Boutet al., Human Gene Therapy 5:3-10 (1994) 

25 demonstrated the use of adenovirus vectors to transfer genes to the respiratory 
epithelia of rhesus monkeys. Other instances of the use of adenoviruses in gene 
therapy can be found in Rosenfeld et al., Science 252:431-434 (1991); Rosenfeld et 
al., Cell 68:143- 155 (1992); Mastrangeli et al., J. Clin. Invest. 91:225-234 (1993); 
PCT Publication W094/12649; and Wang, et al., Gene Therapy 2:775-783 (1995). In 

30 a preferred embodiment, adenovirus vectors are used. 
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Adeno-associated virus (AAV) has also been proposed for use in gene therapy 
(Walsh et aL, Proc. Soc. Exp. Biol. Med. 204:289-300 (1993); U.S. Patent No. 
5,436,146). 

Another approach to gene therapy involves transferring a gene to cells in 
5 tissue culture by such methods as electroporation, lipofection, calcium phosphate 
mediated transfection, or viral infection. Usually, the method of transfer includes the 
transfer of a selectable marker to the cells. The cells are then placed under selection 
to isolate those cells that have taken up and are expressing the transferred gene. 
Those cells are then delivered to a patient. 

10 In this embodiment, the nucleic acid is introduced into a cell prior to 

administration in vivo of the resulting recombinant cell. Such introduction can be 
carried out by any method known in the art, including but not limited to transfection, 
electroporation, microinjection, infection with a viral or bacteriophage vector 
containing the nucleic acid sequences, cell fusion, chromosome-mediated gene 

15 transfer, microcell-mediated gene transfer, spheroplast fusion, etc. Numerous 

techniques are known in the art for the introduction of foreign genes into cells (see, 
e.g., Loeffler and Behr, Meth. Enzymol. 217:599-618 (1993); Cohen et al., Meth. 
Enzymol. 217:618-644 (1993); Cline, Pharmac. Ther. 29:69-92m (1985) and maybe 
used in accordance with the present invention, provided that the necessary 

20 developmental and physiological functions of the recipient cells are not disrupted. 

The technique should provide for the stable transfer of the nucleic acid to the cell, so 
that the nucleic acid is expressible by the cell and preferably heritable and 
expressible by its cell progeny. 

The resulting recombinant cells can be delivered to a patient by various 

25 methods known in the art. Recombinant blood cells (e.g., hematopoietic stem or 
progenitor cells) are preferably administered intravenously. The amount of cells 
envisioned for use depends on the desired effect, patient state, etc., and can be 
determined by one skilled in the art. 

Cells into which a nucleic acid can be introduced for purposes of gene therapy 

30 encompass any desired, available cell type, and include but are not limited to 

epithelial cells, endothelial cells, keratinocytes, fibroblasts, muscle cells, hepatocytes; 
blood cells such as Tlymphocytes, Blymphocytes, monocytes, macrophages, 
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neutrophils, eosinophils, megakaryocytes, granulocytes; various stem or progenitor 
cells, in particular hematopoietic stem or progenitor cells, e.g., as obtained from bone 
marrow, umbilical cord blood, peripheral blood, fetal liver, etc. 

In a preferred embodiment, the cell used for gene therapy is autologous to the 

5 patient. 

In an embodiment in which recombinant cells are used in gene therapy, 
nucleic acid sequences encoding an antibody are introduced into the cells such that 
they are expressible by the cells or their progeny, and the recombinant cells are then 
administered in vivo for therapeutic effect. In a specific embodiment, stem or 

1 0 progenitor cells are used. Any stem and/or progenitor cells which can be isolated and 
maintained in vitro can potentially be used in accordance with this embodiment of 
the present invention (see e.g. PCT Publication WO 94/08598; Stemple and 
Anderson, Cell 71:973-985 (1992); Rheinwald, Meth. Cell Bio. 21A:229 (1980); and 
Pittelkow and Scott, Mayo Clinic Proc. 61:771 (1986)). 

15 In a specific embodiment, the nucleic acid to be introduced for purposes of 

gene therapy comprises an inducible promoter operably linked to the coding region, 
such that expression of the nucleic acid is controllable by controlling the presence or 
absence of the appropriate inducer of transcription. 

20 Demonstration of Therapeutic or Prophylactic A ctivity 

The compounds or pharmaceutical compositions of the invention are 
preferably tested in vitro, and then in vivo for the desired therapeutic or prophylactic 
activity, prior to use in humans. For example, in vitro assays to demonstrate the 
therapeutic or prophylactic utility of a compound or pharmaceutical composition 

25 include, the effect of a compound on a cell line or a patient tissue sample. The effect 
of the compound or composition on the cell line and/or tissue sample can be 
determined utilizing techniques known to those of skill in the art including, but not 
limited to, rosette formation assays and cell lysis assays. In accordance with the 
invention, in vitro assays which can be used to determine whether administration of a 

30 specific compound is indicated, include in vitro cell culture assays in which a patient 
tissue sample is grown in culture, and exposed to or otherwise administered a 
compound, and the effect of such compound upon the tissue sample is observed. 
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Therapeutic/Prophylactic Administration and Composition 

The invention provides methods of treatment, inhibition and prophylaxis by 
administration to a subject of an effective amount of a compound or pharmaceutical 
5 composition of the invention, preferably an antibody of the invention. In a preferred 
aspect, the compound is substantially purified (e.g., substantially free from 
substances that limit its effect or produce undesired side-effects). The subject is 
preferably an animal, including but not limited to animals such as cows, pigs, horses, 
chickens, cats, dogs, etc., and is preferably a mammal, and most preferably human. 

1 0 Formulations and methods of administration that can be employed when the 

compound comprises a nucleic acid or an immunoglobulin are described above; 
additional appropriate formulations and routes of administration can be selected from 
among those described herein below. 

Various delivery systems are known and can be used to administer a 

15 compound of the invention, e.g., encapsulation in liposomes, microparticles, 
microcapsules, recombinant cells capable of expressing the compound, receptor- 
mediated endocytosis (see, e.g., Wu and Wu, J. Biol. Chem. 262:4429-4432 (1987)), 
construction of a nucleic acid as part of a retroviral or other vector, etc. Methods of 
introduction include but are not limited to intradermal, intramuscular, intraperitoneal, 

20 intravenous, subcutaneous, intranasal, epidural, and oral routes. The compounds or 
compositions may be administered by any convenient route, for example by infusion 
or bolus injection, by absorption through epithelial or mucocutaneous linings (e.g., 
oral mucosa, rectal and intestinal mucosa, etc.) and may be administered together 
with other biologically active agents. Administration can be systemic or local. In 

25 addition, it may be desirable to introduce the pharmaceutical compounds or 

compositions of the invention into the central nervous system by any suitable route, 
including intraventricular and intrathecal injection; intraventricular injection may be 
facilitated by an intraventricular catheter, for example, attached to a reservoir, such 
as an Ommaya reservoir. Pulmonary administration can also be employed, e.g., by 

30 use of an inhaler or nebulizer, and formulation with an aerosolizing agent. 

In a specific embodiment, it may be desirable to administer the pharmaceutical 
compounds or compositions of the invention locally to the area in need of treatment; 
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this may be achieved by, for example, and not by way of limitation, local infusion 
during surgery, topical application, e.g., in conjunction with a wound dressing after 
surgery, by injection, by means of a catheter, by means of a suppository, or by means 
of an implant, said implant being of a porous, non-porous, or gelatinous material, 
5 including membranes, such as sialastic membranes, or fibers. Preferably, when 

administering a protein* including an antibody, of the invention, care must be taken to 
use materials to which the protein does not absorb. 

In another embodiment, the compound or composition can be delivered in a 
vesicle, in particular a liposome (see Langer, Science 249:1527-1533 (1990); Treat et 

10 al., in Liposomes in the Therapy of Infectious Disease and Cancer, Lopez-Berestein 
and Fidler (eds.), Liss, New York, pp. 353- 365 (1989); Lopez-Berestein, ibid., pp. 
317-327; see generally ibid.) 

In yet another embodiment, the compound or composition can be delivered in 
a controlled release system. In one embodiment, a pump may be used (see Langer, 

15 supra; Sefton, CRC Crit. Ref. Biomed. Eng. 14:201 (1987); Buchwald et al., Surgery 
88:507 (1980); Saudek et al, N. Engl. J. Med. 321 :574 (1989)). In another 
embodiment, polymeric materials can be used (see Medical Applications of 
Controlled Release, Langer and Wise (eds.), CRC Pres., Boca Raton, Florida (1974); 
Controlled Drug Bioavailability, Drug Product Design and Performance, Smolen and 

20 Ball (eds.), Wiley, New York (1984); Ranger and Peppas, J., Macromol. Sci. Rev. 
Macromol. Chem. 23:61 (1983); see also Levy et al., Science 228:190 (1985); During 
et al., Ann. Neurol. 25:351 (1989); Howard et al., J.Neurosurg. 71:105 (1989)). In yet 
another embodiment, a controlled release system can be placed in proximity of the 
therapeutic target, i.e., the brain, thus requiring only a fraction of the systemic dose 

25 (see, e.g., Goodson, in Medical Applications of Controlled Release, supra, vol. 2, pp. 
115-138(1984)). 

Other controlled release systems are discussed in the review by Langer 
(Science 249:1527-1533 (1990)). 

In a specific embodiment where the compound of the invention is a nucleic 
30 acid encoding a protein, the nucleic acid can be administered in vivo to promote 

expression of its encoded protein, by constructing it as part of an appropriate nucleic 

j 

acid expression vector and administering it so that it becomes intracellular, e.g., by 
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use of a retroviral vector (see U.S. Patent No. 4,980,286), or by direct injection, or by 
use of microparticle bombardment (e.g., a gene gun; Biolistic, Dupont), or coating 
with lipids or cell-surface receptors or transfecting agents, or by administering it in 
linkage to a homeobox- like peptide which is known to enter the nucleus (see e.g., 
5 Joliot et al., Proc. Natl. Acad. Sci. USA 88:1864-1868 (1991)), etc. Alternatively, a 
nucleic acid can be introduced intracellular^ and incorporated within host cell DNA 
for expression, by homologous recombination. 

The present invention also provides pharmaceutical compositions. Such 
compositions comprise a therapeutically effective amount of a compound, and a 

10 pharmaceutically acceptable carrier. In a specific embodiment, the term 

"pharmaceutically acceptable" means approved by a regulatory agency of the Federal 
or a state government or listed in the U.S. Pharmacopeia or other generally recognized 
pharmacopeia for use in animals, and more particularly in humans. The term 
"carrier" refers to a diluent, adjuvant, excipient, or vehicle with which the therapeutic 

15 is administered. Such pharmaceutical carriers can be sterile liquids, such as water 
and oils, including those of petroleum, animal, vegetable or synthetic origin, such as 
peanut oil, soybean oil, mineral oil, sesame oil and the like. Water is a preferred 
carrier when the pharmaceutical composition is administered intravenously. Saline 
solutions and aqueous dextrose and glycerol solutions can also be employed as liquid 

20 carriers, particularly for injectable solutions. Suitable pharmaceutical excipients 
include starch, glucose, lactose, sucrose, gelatin, malt, rice, flour, chalk, silica gel, 
sodium stearate, glycerol monostearate, talc, sodium chloride, dried skim milk, 
glycerol, propylene, glycol, water, ethanol and the like. The composition, if desired, 
can also contain minor amounts of wetting or emulsifying agents, or pH buffering 

25 agents. These compositions can take the form of solutions, suspensions, emulsion, 
tablets, pills, capsules, powders, sustained-release formulations and the like. The 
composition can be formulated as a suppository, with traditional binders and carriers 
such as triglycerides. Oral formulation can include standard carriers such as 
pharmaceutical grades of mannitol, lactose, starch, magnesium stearate, sodium 

30 saccharine, cellulose, magnesium carbonate, etc. Examples of suitable 

pharmaceutical carriers are described in "Remington's Pharmaceutical Sciences" by 
E. W. Martin. Such compositions will contain a therapeutically effective amount of 
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the compound, preferably in purified form, together with a suitable amount of carrier 
so as to provide the form for proper administration to the patient. The formulation 
should suit the mode of administration. 

In a preferred embodiment, the composition is formulated in accordance with 
5 routine procedures as a pharmaceutical composition adapted for intravenous 
administration to human beings. Typically, compositions for intravenous 
administration are solutions in sterile isotonic aqueous buffer. Where necessary, the 
composition may also include a solubilizing agent and a local anesthetic such as 
lignocaine to ease pain at the site of the injection. Generally, the ingredients are 

10 supplied either separately or mixed together in unit dosage form, for example, as a dry 
lyophilized powder or water free concentrate in a hermetically sealed container such 
as an ampoule or sachette indicating the quantity of active agent. Where the 
composition is to be administered by infusion, it can be dispensed with an infusion 
bottle containing sterile pharmaceutical grade water or saline. Where the composition 

15 is administered by injection, an ampoule of sterile water for injection or saline can be 
provided so that the ingredients may be mixed prior to administration. 

The compounds of the invention can be formulated as neutral or salt forms. 
Pharmaceutically acceptable salts include those formed with anions such as those 
derived from hydrochloric, phosphoric, acetic, oxalic, tartaric acids, etc., and those 

20 formed with cations such as those derived from sodium, potassium, ammonium, 
calcium, ferric hydroxides, isopropylamine, triethylamine, 2-ethylamino ethanol, 
histidine, procaine, etc. 

The amount of the compound of the invention which will be effective in the 
treatment, inhibition and prevention of a disease or disorder associated with aberrant 

25 expression and/or activity of a polypeptide of the invention can be determined by 

standard clinical techniques. In addition, in vitro assays may optionally be employed 
to help identify optimal dosage ranges. The precise dose to be employed in the 
formulation will also depend on the route of administration, and the seriousness of 
the disease or disorder, and should be decided according to the judgment of the 

30 practitioner and each patient's circumstances. Effective doses may be extrapolated 
from dose-response curves derived from in vitro or animal model test systems. 
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For antibodies, the dosage administered to a patient is typically 0.1 mg/kg to 
100 mg/kgofthe patient's body weight. Preferably, the dosage administered to a 
patient is between 0.1 mg/kg and 20 mg/kg of the patient's body weight, more 
preferably 1 mg/kg to 10 mg/kg of the patient's body weight. Generally, human 
5 antibodies have a longer half-life within the human body than antibodies from other 
species due to the immune response to the foreign polypeptides. Thus, lower dosages 
of human antibodies and less frequent administration is often possible. Further, the 
dosage and frequency of administration of antibodies of the invention may be 
reduced by enhancing uptake and tissue penetration (e.g., into the brain) of the 

10 antibodies by modifications such as, for example, lipidation. 

The invention also provides a pharmaceutical pack or kit comprising one or 
more containers filled with one or more of the ingredients of the pharmaceutical 
compositions of the invention. Optionally associated with such containers) can be a 
notice in the form prescribed by a governmental agency regulating the manufacture, 

1 5 use or sale of pharmaceuticals or biological products, which notice reflects approval 
by the agency of manufacture, use or sale for human administration. 

Diagnosis and Imaging 

Labeled antibodies, and derivatives and analogs thereof, which specifically 

20 bind to a polypeptide of interest can be used for diagnostic purposes to detect, 
diagnose, or monitor diseases, disorders, and/or conditions associated with the 
aberrant expression and/or activity of a polypeptide of the invention. The invention 
provides for the detection of aberrant expression of a polypeptide of interest, 
comprising (a) assaying the expression of the polypeptide of interest in cells or body 

25 fluid of an individual using one or more antibodies specific to the polypeptide interest 
and (b) comparing the level of gene expression with a standard gene expression level, 
whereby an increase or decrease in the assayed polypeptide gene expression level 
compared to the standard expression level is indicative of aberrant expression. 
The invention provides a diagnostic assay for diagnosing a disorder, 

30 comprising (a) assaying the expression of the polypeptide of interest in cells or body 
fluid of an individual using one or more antibodies specific to the polypeptide interest 
and (b) comparing the level of gene expression with a standard gene expression level, 
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whereby an increase or decrease in the assayed polypeptide gene expression level 
compared to the standard expression level is indicative of a particular disorder. With 
respect to cancer, the presence of a relatively high amount of transcript in biopsied 
tissue from an individual may indicate a predisposition for the development of the 
5 disease, or may provide a means for detecting the disease prior to the appearance of 
actual clinical symptoms. A more definitive diagnosis of this type may allow health 
professionals to employ preventative measures or aggressive treatment earlier 
thereby preventing the development or further progression of the cancer. 

Antibodies of the invention can be used to assay protein levels in a biological 

10 sample using classical immunohistological methods known to those of skill in the art 
(e.g., see Jalkanen, et al., J. Cell. Biol. 101:976-985 (1985); Jalkanen, et al., J. Cell . 
Biol. 105:3087-3096 (1987)). Other antibody-based methods useful for detecting 
protein gene expression include immunoassays, such as the enzyme linked 
immunosorbent assay (ELIS A) and the radioimmunoassay (RIA). Suitable antibody 

15 assay labels are known in the art and include enzyme labels, such as, glucose oxidase; 
radioisotopes, such as iodine (1251, 1211), carbon (14C), sulfur (35S), tritium (3H), 
indium (1 12In), and technetium (99Tc); luminescent labels, such as luminol; and 
fluorescent labels, such as fluorescein and rhodamine, and biotin. 

One aspect of the invention is the detection and diagnosis of a disease or 

20 disorder associated with aberrant expression of a polypeptide of interest in an animal, 
preferably amammal and most preferably a human. In one embodiment, diagnosis 
comprises: a) administering (for example, parenterally, subcutaneously, or 
intraperitoneally) to a subject an effective amount of a labeled molecule which 
specifically binds to the polypeptide of interest; b) waiting for a time interval 

25 following the administering for permitting the labeled molecule to preferentially 
concentrate at sites in the subject where the polypeptide is expressed (and for 
unbound labeled molecule to be cleared to background level); c) determining 
background level; and d) detecting the labeled molecule in the subject, such that 
detection of labeled molecule above the background level indicates that the subject 

30 has a particular disease or disorder associated with aberrant expression of the 
polypeptide of interest. Background level can be determined by various methods 
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including, comparing the amount of labeled molecule detected to a standard value 

previously determined for a particular system. 

It will be understood in the art that the size of the subject and the imaging 

system used will determine the quantity of imaging moiety needed to produce 
5 diagnostic images. In the case of a radioisotope moiety, for a human subject, the 

quantity of radioactivity injected will normally range from about 5 to 20 millicuries of 

99mTc. The labeled antibody or antibody fragment will then preferentially 

accumulate at the location of cells which contain the specific protein. In vivo tumor 

imaging is described in S. W. Burchiel et al., "Immunopharmacokinetics of 
1 0 Radiolabeled Antibodies and Their Fragments." (Chapter 1 3 in Tumor Imaging: 

The Radiochemical Detection of Cancer, S.W. Burchiel and B. A. Rhodes, eds., 

Masson Publishing Inc. (1982). 

Depending on several variables, including the type of label used and the mode 

of administration, the time interval following the administration for permitting the 
1 5 labeled molecule to preferentially concentrate at sites in the subject and for unbound 

labeled molecule to be cleared to background level is 6 to 48 hours or 6 to 24 hours or 

6 to 12 hours. In another embodiment the time interval following administration is 5 

to 20 days or 5 to 10 days. 

In an embodiment, monitoring of the disease or disorder is carried out by 
20 repeating the method for diagnosing the disease or disease, for example, one month 

after initial diagnosis, six months after initial diagnosis, one year after initial 

diagnosis, etc. 

Presence of the labeled molecule can be detected in the patient using methods 
known in the art for in vivo scanning. These methods depend upon the type of label 

25 used. Skilled artisans will be able to determine the appropriate method for detecting a 
particular label. Methods and devices that may be used in the diagnostic methods of 
the invention include, but are not limited to, computed tomography (CT), whole body 
scan such as position emission tomography (PET), magnetic resonance imaging 
(MRI), and sonography. 

30 In a specific embodiment, the molecule is labeled with a radioisotope and is 

detected in the patient using a radiation responsive surgical instrument (Thurston et 
al., U.S. Patent No. 5,441,050). In another embodiment, the molecule is labeled with 
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a fluorescent compound and is detected in the patient using a fluorescence responsive 
scanning instrument. In another embodiment, the molecule is labeled with a positron 
emitting metal and is detected in the patent using positron emission-tomography. In 
yet another embodiment, the molecule is labeled with a paramagnetic label and is 
5 detected in a patient using magnetic resonance imaging (MRI). 

Kits 

The present invention provides kits that can be used in the above methods. In 
one embodiment, a kit comprises an antibody of the invention, preferably a purified 

10 antibody, in one or more containers. In a specific embodiment, the kits of the present 
invention contain a substantially isolated polypeptide comprising an epitope which is 
specifically immunoreactive with an antibody included in the kit. Preferably, the kits 
of the present invention further comprise a control antibody which does not react with 
the polypeptide of interest. In another specific embodiment, the kits of the present 

15 invention contain a means for detecting the binding of an antibody to a polypeptide of 
interest (e.g., the antibody may be conjugated to a detectable substrate such as a 
fluorescent compound, an enzymatic substrate, a radioactive compound or a 
luminescent compound, or a second antibody which recognizes the first antibody may 
be conjugated to a detectable substrate). 

20 In another specific embodiment of the present invention, the kit is a diagnostic 

kit for use in screening serum containing antibodies specific against proliferative 
and/or cancerous polynucleotides and polypeptides. Such a kit may include a control 
antibody that does not react with the polypeptide of interest. Such a kit may include a 
substantially isolated polypeptide antigen comprising an epitope which is specifically 

25 immunoreactive with at least one anti-polypeptide antigen antibody. Further, such a 
kit includes means for detecting the binding of said antibody to the antigen (e.g., the 
antibody may be conjugated to a fluorescent compound such as fluorescein or 
rhodamine which can be detected by flow cytometry). In specific embodiments, the 
kit may include a recombinantly produced or chemically synthesized polypeptide 

30 antigen. The polypeptide antigen of the kit may also be attached to a solid support. 

In a more specific embodiment the detecting means of the above-described kit 
includes a solid support to which said polypeptide antigen is attached. Such a kit may 
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also include a non-attached reporter-labeled anti-human antibody. In this 
embodiment, binding of the antibody to the polypeptide antigen can be detected by 
binding of the said reporter-labeled antibody. 

In an additional embodiment, the invention includes a diagnostic kit for use in 
5 screening serum containing antigens of the polypeptide of the invention. The 

diagnostic kit includes a substantially isolated antibody specifically immunoreactive 
with polypeptide or polynucleotide antigens, and means for detecting the binding of 
the polynucleotide or polypeptide antigen to the antibody. In one embodiment, the 
antibody is attached to a solid support. In a specific embodiment, the antibody may be 

10 a monoclonal antibody. The detecting means of the kit may include a second, labeled 
monoclonal antibody. Alternatively, or in addition, the detecting means may include 
a labeled, competing antigen. 

In one diagnostic configuration, test serum is reacted with a solid phase 
reagent having a surface-bound antigen obtained by the methods of the present 

15 invention. After binding with specific antigen antibody to the reagent and removing 
unbound serum components by washing, the reagent is reacted with reporter-labeled 
anti-human antibody to bind reporter to the reagent in proportion to the amount of 
bound anti-antigen antibody on the solid support. The reagent is again washed to 
remove unbound labeled antibody, and the amount of reporter associated with the 

20 reagent is determined. Typically, the reporter is an enzyme which is detected by 
incubating the solid phase in the presence of a suitable fluorometric, luminescent or 
colorimetric substrate (Sigma, St. Louis, MO). 

The solid surface reagent in the above assay is prepared by known techniques 
for attaching protein material to solid support material, such as polymeric beads, dip 

25 sticks, 96-well plate or filter material. These attachment methods generally include 
non-specific adsorption of the protein to the support or covalent attachment of the 
protein, typically through a free amine group, to a chemically reactive group on the 
solid support, such as an activated carboxyl, hydroxyl, or aldehyde group. 
Alternatively, streptavidin coated plates can be used in conjunction with biotinylated 

30 antigen(s). 

Thus, the invention provides an assay system or kit for carrying out this 
diagnostic method. The kit generally includes a support with surface- bound 
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recombinant antigens, and a reporter-labeled anti-human antibody for detecting 
surface-bound anti-antigen antibody. 

Fusion Proteins 

5 Any polypeptide of the present invention can be used to generate fusion 

proteins. For example, the polypeptide of the present invention, when fused to a 
second protein, can be used as an antigenic tag. Antibodies raised against the 
polypeptide of the present invention can be used to indirectly detect the second 
protein by binding to the polypeptide. Moreover, because secreted proteins target 

1 0 cellular locations based on trafficking signals, the polypeptides of the present 
invention can be used as targeting molecules once fused to other proteins. 

Examples of domains that can be fused to polypeptides of the present 
invention include not only heterologous signal sequences, but also other heterologous 
functional regions. The fusion does not necessarily need to be direct, but may occur 

1 5 through linker sequences. 

Moreover, fusion proteins may also be engineered to improve characteristics 
of the polypeptide of the present invention. For instance, a region of additional amino 
acids, particularly charged amino acids, may be added to the N-terminus of the 
polypeptide to improve stability and persistence during purification from the host cell 

20 or subsequent handling and storage. Also, peptide moieties may be added to the 
polypeptide to facilitate purification. Such regions may be removed prior to final 
preparation of the polypeptide. The addition of peptide moieties to facilitate handling 
of polypeptides are familiar and routine techniques in the art. 

Moreover, polypeptides of the present invention, including fragments, and 

25 specifically epitopes, can be combined with parts of the constant domain of 

immunoglobulins (IgA, IgE, IgG, IgM) or portions thereof (CHI, CH2, CH3, and any 
combination thereof, including both entire domains and portions thereof), resulting in 
chimeric polypeptides. These fusion proteins facilitate purification and show an 
increased half-life in vivo. One reported example describes chimeric proteins 

30 consisting of the first two domains of the human CD4-polypeptide and various 
domains of the constant regions of the heavy or light chains of mammalian 
immunoglobulins. (EP A 394,827; Traunecker et al., Nature 331:84-86 (1988).) 
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Fusion proteins having disulfide-linked dimeric structures (due to the IgG) can also be 
more efficient in binding and neutralizing other molecules, than the monomeric 
secreted protein or protein fragment alone. (Fountoulakis et al., J. Biochem. 
270:3958-3964 (1995).) Polynucleotides comprising or alternatively consisting of 
5 nucleic acids which encode these fusion proteins are also encompassed by the 
invention. 

Similarly, EP-A-O 464 533 (Canadian counterpart 2045869) discloses fusion 
proteins comprising various portions of constant region of immunoglobulin molecules 
together with another human protein or part thereof. In many cases, the Fc part in a 

10 fusion protein is beneficial in therapy and diagnosis, and thus can result in, for 

example, improved pharmacokinetic properties. (EP-A 0232 262.) Alternatively, 
deleting the Fc part after the fusion protein has been expressed, detected, and purified, 
would be desired. For example, the Fc portion may hinder therapy and diagnosis if 
the fusion protein is used as an antigen for immunizations. In drug discovery, for 

1 5 example, human proteins, such as hIL-5, have been fused with Fc portions for the 
purpose of high-throughput screening assays to identify antagonists of hIL-5. (See, 
D. Bennett et al, J. Molecular Recognition 8:52-58 (1995); K. Johanson et al., J. Biol. 
Chem. 270:9459-9471 (1995).) 

Moreover, the polypeptides of the present invention can be fused to marker 

20 sequences, such as a peptide which facilitates purification of the fused polypeptide. 
In preferred embodiments, the marker amino acid sequence is a hexa-histidine 
peptide, such as the tag provided in a pQE vector (QIAGEN, Inc., 9259 Eton Avenue, 
Chatsworth, CA, 91311), among others, many of which are commercially available. 
As described in Gentz et al, Proc. Natl. Acad. Sci. USA 86:821-824 (1989), for 

25 instance, hexa-histidine provides for convenient purification of the fusion protein. 
Another peptide tag useful for purification, the "HA" tag, corresponds to an epitope 
derived from the influenza hemagglutinin protein. (Wilson et al., Cell 37:767 
(1984).) 

Thus, any of these above fusions can be engineered using the polynucleotides 
30 or the polypeptides of the present invention. 

Vectors, Host Cells, and Protein Production 
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The present invention also relates to vectors containing the polynucleotide of 
the present invention, host cells, and the production of polypeptides by recombinant 
techniques. The vector may be, for example, a phage, plasmid, viral, or retroviral 
vector. Retroviral vectors may be replication competent or replication defective. In 
5 the latter case, viral propagation generally will occur only in complementing host 
cells. 

The polynucleotides may be joined to a vector containing a selectable marker 
for propagation in a host. Generally, a plasmid vector is introduced in a precipitate, 
such as a calcium phosphate precipitate, or in a complex with a charged lipid. If the 

10 vector is a virus, it may be packaged in vitro using an appropriate packaging cell line 
and then transduced into host cells. 

The polynucleotide insert should be operatively linked to an appropriate 
promoter, such as the phage lambda PL promoter, the E. coli lac, trp, phoA and tac 
promoters, the SV40 early and late promoters and promoters of retroviral LTRs, to 

15 name a few. Other suitable promoters will be known to the skilled artisan. The 

expression constructs will further contain sites for transcription initiation, termination, 
and, in the transcribed region, a ribosome binding site for translation. The coding 
portion of the transcripts expressed by the constructs will preferably include a 
translation initiating codon at the beginning and a termination codon (UAA, UGA or 

20 UAG) appropriately positioned at the end of the polypeptide to be translated. 

As indicated, the expression vectors will preferably include at least one 
selectable marker. Such markers include dihydrofolate reductase, G41 8 or neomycin 
resistance for eukaryotic cell culture and tetracycline, kanamycin or ampicillin 
resistance genes for culturing in E. coli and other bacteria. Representative examples 

25 of appropriate hosts include, but are not limited to, bacterial cells, such as E. coli, 
Streptomyces and Salmonella typhimurium cells; fungal cells, such as yeast cells 
(e.g., Saccharomyces cerevisiae or Pichia pastoris (ATCC Accession No. 201 178)); 
insect cells such as Drosophila S2 and Spodoptera Sf9 cells; animal cells such as 
CHO, COS, 293, and Bowes melanoma cells; and plant cells. Appropriate culture 

30 mediums and conditions for the above-described host cells are known in the art. 

Among vectors preferred for use in bacteria include pQE70, pQE60 and pQE- 
9, available from QIAGEN, Inc.; pBluescript vectors, Phagescript vectors, pNH8A, 
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pNH16a, pNH18A, pNH46A, available from Stratagene Cloning Systems, Inc.; and 
ptrc99a, pKK223-3, pKK233-3, pDR540, pRIT5 available from Pharmacia Biotech, 
Inc. Among preferred eukaryotic vectors are pWLNEO, pSV2CAT, pOG44, pXTl 
and pSG available from Stratagene; and pSVK3, pBPV, pMSG and pSVL available 
5 from Pharmacia. Preferred expression vectors for use in yeast systems include, but are 
not limited to pYES2, pYDl, pTEFl/Zeo, pYES2/GS, pPICZ,pGAPZ, pGAPZalph, 
pPIC9, pPIC3.5, pHIL-D2, pHIL-Sl, pPIC3.5K, pPIC9K, and PA0815 (all available 
from Invitrogen, Carlbad, CA). Other suitable vectors will be readily apparent to the 
skilled artisan. 

10 Introduction of the construct into the host cell can be effected by calcium 

phosphate transfection, DEAE-dextran mediated transfection, cationic lipid-mediated 
transfection, electroporation, transduction, infection, or other methods. Such methods 
are described in many standard laboratory manuals, such as Davis et al., Basic 
Methods In Molecular Biology (1986). It is specifically contemplated that the 

15 polypeptides of the present invention may in fact be expressed by a host cell lacking a 
recombinant vector. 

A polypeptide of this invention can be recovered and purified from 
recombinant cell cultures by well-known methods including ammonium sulfate or 
ethanol precipitation, acid extraction, anion or cation exchange chromatography, 

20 phosphocellulose chromatography, hydrophobic interaction chromatography, affinity 
chromatography, hydroxylapatite chromatography and lectin chromatography. Most 
preferably, high performance liquid chromatography ("HPLC") is employed for 
purification. 

Polypeptides of the present invention, and preferably the secreted form, can 
25 also be recovered from: products purified from natural sources, including bodily 
fluids, tissues and cells, whether directly isolated or cultured; products of chemical 
synthetic procedures; and products produced by recombinant techniques from a 
prokaryotic or eukaryotic host, including, for example, bacterial, yeast, higher plant, 
insect, and mammalian cells. Depending upon the host employed in a recombinant 
30 production procedure, the polypeptides of the present invention may be glycosylated 
or may be non-glycosylated. In addition, polypeptides of the invention may also 
include an initial modified methionine residue, in some cases as a result of host- 
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mediated processes. Thus, it is well known in the art that the N-terminal methionine 
encoded by the translation initiation codon generally is removed with high efficiency 
from any protein after translation in all eukaryotic cells. While the N-terminal 
methionine on most proteins also is efficiently removed in most prokaryotes, for some 
5 proteins, this prokaryotic removal process is inefficient, depending on the nature of 
the amino acid to which the N-terminal methionine is covalently linked. 

In one embodiment, the yeast Pichia pastoris is used to express the 
polypeptide of the present invention in a eukaryotic system. Pichia pastoris is a 
methylotrophic yeast which can metabolize methanol as its sole carbon source. A 

10 main step in the methanol metabolization pathway is the oxidation of methanol to 

formaldehyde using O2. This reaction is catalyzed by the enzyme alcohol oxidase. In 
order to metabolize methanol as its sole carbon source, Pichia pastoris must generate 
high levels of alcohol oxidase due, in part, to the relatively low affinity of alcohol 
oxidase for O2. Consequently, in a growth medium depending on methanol as a main 

15 carbon source, the promoter region of one of the two alcohol oxidase genes (AOX1) is 
highly active. In the presence of methanol, alcohol oxidase produced from the AOX1 
gene comprises up to approximately 30% of the total soluble protein in Pichia 
pastoris. See, Ellis, S.B., et al, Mol Cell Biol 5:1111-21 (1985); Koutz, PJ, et al, 
Yeast 5:167-77 (1989); Tschopp, J.F., et al t Nucl Acids Res. 15:3859-76 (1987). 

20 Thus, a heterologous coding sequence, such as, for example, a polynucleotide of the 
present invention, under the transcriptional regulation of all or part of the AOX1 
regulatory sequence is expressed at exceptionally high levels in Pichia yeast grown in 
the presence of methanol. 

In one example, the plasmid vector pPIC9K is used to express DNA encoding 

25 a polypeptide of the invention, as set forth herein, in a Pichea yeast system essentially 
as described in "Pichia Protocols: Methods in Molecular Biology," D.R. Higgins and 
J. Cregg, eds. The Humana Press, Totowa, NJ, 1998. This expression vector allows 
expression and secretion of a protein of the invention by virtue of the strong A OX J 
promoter linked to the Pichia pastoris alkaline phosphatase (PHO) secretory signal 

30 peptide (i.e., leader) located upstream of a multiple cloning site. 
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Many other yeast vectors could be used in place of pPIC9K, such as, pYES2, 
pYDl, pTEFl/Zeo, pYES2/GS, pPICZ, pGAPZ, pGAPZalpha, pPIC9, pPIC3.5, 
pHIL-D2, pHIL-Sl, pPIC3.5K, and PA0815, as one skilled in the art would readily 
appreciate, as long as the proposed expression construct provides appropriately 
5 located signals for transcription, translation, secretion (if desired), and the like, 
including an in- frame AUG as required. 

In another embodiment, high-level expression of a heterologous coding 
sequence, such as, for example, a polynucleotide of the present invention, may be 
achieved by cloning the heterologous polynucleotide of the invention into an 

10 expression vector such as, for example, pGAPZ or pGAPZalpha, and growing the 
yeast culture in the absence of methanol. 

In addition to encompassing host cells containing the vector constructs 
discussed herein, the invention also encompasses primary, secondary, and 
immortalized host cells of vertebrate origin, particularly mammalian origin, that have 

15 been engineered to delete or replace endogenous genetic material (e.g., coding 
sequence), and/or to include genetic material (e.g., heterologous polynucleotide 
sequences) that is operably associated with the polynucleotides of the invention, and 
which activates, alters, and/or amplifies endogenous polynucleotides. For example, 
techniques known in the art may be used to operably associate heterologous control 

20 regions (e.g., promoter and/or enhancer) and endogenous polynucleotide sequences 
via homologous recombination, resulting in the formation of a new transcription unit 
(see, e.g., U.S. Patent No. 5,641,670, issued June 24, 1997; U.S. Patent No. 
5,733,761, issued March 31, 1998; International Publication No. WO 96/29411, 
published September 26, 1996; International Publication No. WO 94/12650, 

25 published August 4, 1994; Koller et al., Proc. Natl. Acad. Sci. USA 86:8932-8935 
(1989); and Zijlstra et al., Nature 342:435-438 (1989), the disclosures of each of 
which are incorporated by reference in their entireties). 

In addition, polypeptides of the invention can be chemically synthesized using 
techniques known in the art (e.g., see Creighton, 1983, Proteins: Structures and 

30 Molecular Principles, W.H. Freeman & Co., N.Y., and Hunkapiller et al., Nature, 
310:105-111 (1984)). For example, a polypeptide corresponding to a fragment of a 
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polypeptide sequence of the invention can be synthesized by use of a peptide 
synthesizer. Furthermore, if desired, nonclassical amino acids or chemical amino acid 
analogs can be introduced as a substitution or addition into the polypeptide sequence. 
Non-classical amino acids include, but are not limited to, to the D-isomers of the 
5 common amino acids, 2,4-diaminobutyric acid, a-amino isobutyric acid, 4- 
aminobutyric acid, Abu, 2-amino butyric acid, g-Abu, e-Ahx, 6-amino hexanoic acid, 
Aib, 2-amino isobutyric acid, 3-amino propionic acid, ornithine, norleucine, 
norvaline, hydroxyproline, sarcosine, citrulline, homocitrulline, cysteic acid, t- 
butylglycine, t-butylalanine, phenylglycine, cyclohexylalanine, b-alanine, fluoro- 

10 amino acids, designer amino acids such as b-methyl amino acids, Ca-methyl amino 
acids, Na-methyl amino acids, and amino acid analogs in general. Furthermore, the 
amino acid can be D (dextrorotary) or L (levorotary). 

The invention encompasses polypeptides which are differentially modified 
during or after translation, e.g., by glycosylation, acetylation, phosphorylation, 

15 amidation, derivatization by known protecting/blocking groups, proteolytic cleavage, 
linkage to an antibody molecule or other cellular ligand, etc. Any of numerous 
chemical modifications may be carried out by known techniques, including but not 
limited, to specific chemical cleavage by cyanogen bromide, trypsin, chymotrypsin, 
papain, V8 protease, NaBH 4 ; acetylation, formylation, oxidation, reduction; metabolic 

20 synthesis in the presence of tunicamycin; etc. 

AdditionaKpost-translational modifications encompassed by the invention 
include, for example, e.g., N-linked or O-linked carbohydrate chains, processing of 
N-terminal or C-terminal ends), attachment of chemical moieties to the amino acid 
backbone, chemical modifications of N-linked or O-linked carbohydrate chains, and 

25 addition or deletion of an N-terminal methionine residue as a result of procaryotic 
host cell expression. The polypeptides may also be modified with a detectable label, 
such as an enzymatic, fluorescent, isotopic or affinity label to allow for detection and 
isolation of the protein. 

Also provided by the invention are chemically modified derivatives of the 

30 polypeptides of the invention which may provide additional advantages such as 
increased solubility, stability and circulating time of the polypeptide,- or decreased 
immunogenicity (see U.S. Patent NO: 4,179,337). The chemical moieties for 
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derivitization may be selected from water soluble polymers such as polyethylene 
glycol, ethylene glycol/propylene glycol copolymers, carboxymethylcellulose, 
dextran, polyvinyl alcohol and the like. The polypeptides may be modified at random 
positions within the molecule, or at predetermined positions within the molecule and 
5 may include one, two, three or more attached chemical moieties. 

The polymer may be of any molecular weight, and may be branched or 
unbranched. For polyethylene glycol, the preferred molecular weight is between 
about 1 kDa and about 100 kDa (the term "about" indicating that in preparations of 
polyethylene glycol, some molecules will weigh more, some less, than the stated 

10 molecular weight) for ease in handling and manufacturing. Other sizes may be used, 
depending on the desired therapeutic profile (e.g., the duration of sustained release 
desired, the effects, if any on biological activity, the ease in handling, the degree or 
lack of antigenicity and other known effects of the polyethylene glycol to a 
therapeutic protein or analog). For example, the polyethylene glycol may have an 

15 average molecular weight of about 200, 500, 1000, 1500, 2000, 2500, 3000, 3500, 
4000, 4500, 5000, 5500, 6000, 6500, 7000, 7500, 8000, 8500, 9000, 9500, 10,000, 
10,500, 11,000, 11,500, 12,000, 12,500, 13,000, 13,500, 14,000, 14,500, 15,000, 
15,500, 16,000, 16,500, 17,000, 17,500, 18,000, 18,500, 19,000, 19,500, 20,000, 
25,000, 30,000, 35,000, 40,000, 50,000, 55,000, 60,000, 65,000, 70,000, 75,000, 

20 80,000, 85,000, 90,000, 95,000, or 1 00,000 kDa. 

As noted above, the polyethylene glycol may have a branched structure. 
Branched polyethylene glycols are described, for example, in U.S. Patent No. 
5,643,575; Morpurgo et al., Appl. Biochem. Biotechnol 55:59-72 (1996); Vorobjev et 
al, Nucleosides Nucleotides 75:2745-2750 (1999); and Caliceti et al, Bioconjug. 

25 Chem. 70:638-646 (1999), the disclosures of each of which are incorporated herein by 
reference. 

The polyethylene glycol molecules (or other chemical moieties) should be 
attached to the protein with consideration of effects on functional or antigenic 
domains of the protein. There are a number of attachment methods available to those 
30 skilled in the art, e.g., EP 0 401 384, herein incorporated by reference (coupling PEG 
to G-CSF), see also Malik et al., Exp. Hematol. 20:1028-1035 (1992) (reporting 
pegylation of GM-CSF using tresyl chloride). For example, polyethylene glycol may 
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be covalently bound through amino acid residues via a reactive group, such as, a free 
amino or carboxyl group. Reactive groups are those to which an activated 
polyethylene glycol molecule may be bound. The amino acid residues having a free 
amino group may include lysine residues and the N-terminal amino acid residues; 
5 those having a free carboxyl group may include aspartic acid residues glutamic acid 
residues and the C-terminal amino acid residue. Sulfhydryl groups may also be used 
as a reactive group for attaching the polyethylene glycol molecules. Preferred for 
therapeutic purposes is attachment at an amino group, such as attachment at the 
N-terminus or lysine group. 

10 As suggested above, polyethylene glycol may be attached to proteins via 

linkage to any of a number of amino acid residues. For example, polyethylene glycol 
can be linked to a proteins via covalent bonds to lysine, histidine, aspartic acid, 
glutamic acid, or cysteine residues. One or more reaction chemistries may be 
employed to attach polyethylene glycol to specific amino acid residues (e.g., lysine, 

1 5 histidine, aspartic acid, glutamic acid, or cysteine) of the protein or to more than one 
type of amino acid residue (e.g., lysine, histidine, aspartic acid, glutamic acid, 
cysteine and combinations thereof) of the protein. 

One may specifically desire proteins chemically modified at the N-terminus. 
Using polyethylene glycol as an illustration of the present composition, one may 

20 select from a variety of polyethylene glycol molecules (by molecular weight, 
* branchings etc.), the proportion of polyethylene glycol molecules to protein 
(polypeptide) molecules in the reaction mix, the type of pegylation reaction to be 
performed, and the method of obtaining the selected N-terminally pegylated protein. 
The method of obtaining the N-terminally pegylated preparation (i.e., separating this 

25 moiety from other monopegylated moieties if necessary) may be by purification of the 
N-terminally pegylated material from a population of pegylated protein molecules. 
Selective proteins chemically modified at the N-terminus modification may be 
accomplished by reductive alkylation which exploits differential reactivity of different 
types of primary amino groups (lysine versus the N-terminal) available for 

30 derivatization in a particular protein. Under the appropriate reaction conditions, 

substantially selective derivatization of the protein at the N-terminus-with a carbonyl 
group containing polymer is achieved. 
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As indicated above, pegylation of the proteins of the invention may be 
accomplished by any number of means. For example, polyethylene glycol may be 
attached to the protein either directly or by an intervening linker. Linkerless systems 
for attaching polyethylene glycol to proteins are described in Delgado et al, Crit. Rev. 
5 Thera. Drug Carrier Sys. 9:249-304 (1992); Francis et al, Intern. 1 ofHematol 

65:1-18 (1998); U.S. Patent No. 4,002,531; U.S. Patent No. 5,349,052; WO 95/06058; 
and WO 98/32466, the disclosures of each of which are incorporated herein by 
reference. 

One system for attaching polyethylene glycol directly to amino acid residues 

10 of proteins without an intervening linker employs tresylated MPEG, which is 

produced by the modification of monmethoxy polyethylene glycol (MPEG) using 
tresylchloride (C1S0 2 CH 2 CF 3 ). Upon reaction of protein with tresylated MPEG, 
polyethylene glycol is directly attached to amine groups of the protein. Thus, the 
invention includes protein-polyethylene glycol conjugates produced by reacting 

1 5 proteins of the invention with a polyethylene glycol molecule having a 
2,2,2-trifluoreothane sulphonyl group. 

Polyethylene glycol can also be attached to proteins using a number of 
different intervening linkers. For example, U.S. Patent No. 5,612,460, the entire 
disclosure of which is incorporated herein by reference, discloses urethane linkers for 

20 connecting polyethylene glycol to proteins. Protein-polyethylene glycol conjugates 
wherein the polyethylene glycol is attached to the protein by a linker can also be 
produced by reaction of proteins with compounds such as MPEG- 
succinimidylsuccinate, MPEG activated with l,r-carbonyldiimidazole, MPEG- 
2,4,5-trichloropenylcarbonate, MPEG-p-nitrophenolcarbonate, and various MPEG- 

25 succinate derivatives. A number additional polyethylene glycol derivatives and 
reaction chemistries for attaching polyethylene glycol to proteins are described in 
WO 98/32466, the entire disclosure of which is incorporated herein by reference. 
Pegylated protein products produced using the reaction chemistries set out herein are 
included within the scope of the invention. 

30 The number of polyethylene glycol moieties attached to each protein of the 

invention (i.e., the degree of substitution) may also vary. For example, the pegylated 
proteins of the invention may be linked, on average, to 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, 12, 
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15, 17, 20, or more polyethylene glycol molecules. Similarly, the average degree of 
substitution within ranges such as 1-3, 2-4, 3-5, 4-6, 5-7, 6-8, 7-9, 8-10, 9-11, 10-12, 
11-13, 12-14, 13-15, 14-16, 15-17, 16-18, 17-19, or 18-20 polyethylene glycol 
moieties per protein molecule. Methods for determining the degree of substitution are 
5 discussed, for example, in Delgado et al, Crit. Rev. Thera. Drug Carrier Sys. 9:249- 
304(1992). 

The polypeptides of the invention may be in monomers or multimers (i.e., 
dimers, trimers, tetramers and higher multimers). Accordingly, the present invention 
relates to monomers and multimers of the polypeptides of the invention, their 

10 preparation, and compositions (preferably, Therapeutics) containing them. In specific 
embodiments, the polypeptides of the invention are monomers, dimers, trimers or 
tetramers. In additional embodiments, the multimers of the invention are at least 
dimers, at least trimers, or at least tetramers. 

Multimers encompassed by the invention may be homomers or heteromers. 

15 As used herein, the term homomer, refers to a multimer containing only polypeptides 
corresponding to the amino acid sequence of SEQ ID NO:Y or encoded by the cDNA 
contained in a deposited clone (including fragments, variants, splice variants, and 
fusion proteins, corresponding to these polypeptides as described herein). These 
homomers may contain polypeptides having identical or different amino acid 

20 sequences. In a specific embodiment, a homomer of the invention is a multimer 
containing only polypeptides having an identical amino acid sequence. In another 
specific embodiment, a homomer of the invention is a multimer containing 
polypeptides having different amino acid sequences. In specific embodiments, the 
multimer of the invention is a homodimer (e.g., containing polypeptides having 

25 identical or different amino acid sequences) or a homotrimer (e.g., containing 

polypeptides having identical and/or different amino acid sequences).. In additional 
embodiments, the homomeric multimer of the invention is at least a homodimer, at 
least a homotrimer, or at least a homotetramer. 

As used herein, the term heteromer refers to a multimer containing one or 

30 more heterologous polypeptides (i.e., polypeptides of different proteins) in addition to 
the polypeptides of the invention. In a specific embodiment, the multimer of the 
invention is a heterodimer, a heterotrimer, or a heterotetramer. In additional 
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embodiments, the heteromeric multimer of the invention is at least a heterodimer, at 
least a heterotrimer, or at least a heterotetramer. 

Multimers of the invention may be the result of hydrophobic, hydrophilic, 
ionic and/or covalent associations and/or may be indirectly linked, by for example, 
5 liposome formation. Thus, in one embodiment, multimers of the invention, such as, 
for example, homodimers or homotrimers, are formed when polypeptides of the 
invention contact one another in solution. In another embodiment, heteromultimers of 
the invention, such as, for example, heterotrimers or heterotetramers, are formed 
when polypeptides of the invention contact antibodies to the polypeptides of the 

10 invention (including antibodies to the heterologous polypeptide sequence in a fusion 
protein of the invention) in solution. In other embodiments, multimers of the 
invention are formed by covalent associations with and/or between the polypeptides 
of the invention. Such covalent associations may involve one or more amino acid 
residues contained in the polypeptide sequence ( e.g., that recited in the sequence 

1 5 listing, or contained in the polypeptide encoded by a deposited clone). In one 

instance, the covalent associations are cross-linking between cysteine residues located 
within the polypeptide sequences which interact in the native (i.e., naturally 
occurring) polypeptide. In another instance, the covalent associations are the 
consequence of chemical or recombinant manipulation. Alternatively, such covalent 

20 associations may involve one or more amino acid residues contained in the 
heterologous polypeptide sequence in a fusion protein of the invention. 

In one example, covalent associations are between the heterologous sequence 
contained in a fusion protein of the invention (see, e.g., US Patent Number 
5,478,925). In a specific example, the covalent associations are between the 

25 heterologous sequence contained in an Fc fusion protein of the invention (as 
described herein). In another specific example, covalent associations of fusion 
proteins of the invention are between heterologous polypeptide sequence from 
another protein that is capable of forming covalently associated multimers, such as for 
example, oseteoprotegerin (see, e.g., International Publication NO: WO 98/49305, the 

30 contents of which are herein incorporated by reference in its entirety). In another 
embodiment, two or more polypeptides of the invention are joined through peptide 
linkers. Examples include those peptide linkers described in U.S. Pat. No. 5,073,627 
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(hereby incorporated by reference). Proteins comprising multiple polypeptides of the 
invention separated by peptide linkers may be produced using conventional 
recombinant DNA technology. 

Another method for preparing multimer polypeptides of the invention involves 
5 use of polypeptides of the invention fused to a leucine zipper or isoleucine zipper 

polypeptide sequence. Leucine zipper and isoleucine zipper domains are polypeptides 
that promote multimerization of the proteins in which they are found. Leucine 
zippers were originally identified in several DNA-binding proteins (Landschulz et al., 
Science 240:1759, (1988)), and have since been found in a variety of different 

10 proteins. Among the known leucine zippers are naturally occurring peptides and 
derivatives thereof that dimerize or trimerize. Examples of leucine zipper domains 
suitable for producing soluble multimeric proteins of the invention are those described 
in PCT application WO 94/10308, hereby incorporated by reference. Recombinant 
fusion proteins comprising a polypeptide of the invention fused to a polypeptide 

15 sequence that dimerizes or trimerizes in solution are expressed in suitable host cells, 
and the resulting soluble multimeric fusion protein is recovered from the culture 
supernatant using techniques known in the art. 

Trimeric polypeptides of the invention may offer the advantage of enhanced 
biological activity. Preferred leucine zipper moieties and isoleucine moieties are 

20 those that preferentially form trimers. One example is a leucine zipper derived from 
.lung surfactant protein D (SPD), as described in Hoppe et al. (FEBS Letters 344:191 , 
(1994)) and in U.S. patent application Ser. No. 08/446,922, hereby incorporated by 
reference. Other peptides derived from naturally occurring trimeric proteins may be 
employed in preparing trimeric polypeptides of the invention. 

25 In another example, proteins of the invention are associated by interactions 

between Flag® polypeptide sequence contained in fusion proteins of the invention 
containing Flag® polypeptide seuqence. In a further embodiment, associations 
proteins of the invention are associated by interactions between heterologous 
polypeptide sequence contained in Flag® fusion proteins of the invention and anti- 

30 Flag® antibody. 

The multimers of the invention may be generated using chemical techniques 
known in the art. For example, polypeptides desired to be contained in the multimers 
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of the invention may be chemically cross-linked using linker molecules and linker 
molecule length optimization techniques known in the art (see, e.g., US Patent 
Number 5,478,925, which is herein incorporated by reference in its entirety). 
Additionally, multimers of the invention may be generated using techniques known in 
5 the art to form one or more inter-molecule cross-links between the cysteine residues 
located within the sequence of the polypeptides desired to be contained in the 
multimer (see, e.g., US Patent Number 5,478,925, which is herein incorporated by 
reference in its entirety). Further, polypeptides of the invention may be routinely 
modified by the addition of cysteine or biotin to the C terminus or N-terminus of the 

10 polypeptide and techniques known in the art may be applied to generate multimers 
containing one or more of these modified polypeptides (see, e.g., US Patent Number 
5,478,925, which is herein incorporated by reference in its entirety). Additionally, 
techniques known in the art may be applied to generate liposomes containing the 
polypeptide components desired to be contained in the multimer of the invention (see, 

1 5 e.g., US Patent Number 5,478,925, which is herein incorporated by reference in its 
entirety). 

Alternatively, multimers of the invention may be generated using genetic 
engineering techniques known in the art. In one embodiment, polypeptides contained 
in multimers of the invention are produced recombinantly using fusion protein 

20 technology described herein or otherwise known in the art (see, e.g., US Patent 
Number 5,478,925, which is herein incorporated by reference in its entirety). In a 
specific embodiment, polynucleotides coding for a homodimer of the invention are 
generated by ligating a polynucleotide sequence encoding a polypeptide of the 
invention to a sequence encoding a linker polypeptide and then further to a synthetic 

25 polynucleotide encoding the translated product of the polypeptide in the reverse 
orientation from the original C-terminus to the N-terminus (lacking the leader 
sequence) (see, e.g., US Patent Number 5,478,925, which is herein incorporated by 
reference in its entirety). In another embodiment, recombinant techniques described 
herein or otherwise known in the art are applied to generate recombinant polypeptides 

30 of the invention which contain a transmembrane domain (or hyrophobic or signal 
peptide) and which can be incorporated by membrane reconstitution techniques into 
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liposomes (see, e.g., US Patent Number 5,478,925, which is herein incorporated by 
reference in its entirety). 

Uses of the Polynucleotides 

5 Each of the polynucleotides identified herein can be used in numerous ways as 

reagents. The following description should be considered exemplary and utilizes 

known techniques. 

The polynucleotides of the present invention are useful for chromosome 

identification. There exists an ongoing need to identify new chromosome markers, 
1 0 since few chromosome marking reagents, based on actual sequence data (repeat 

polymorphisms), are presently available. Each polynucleotide of the present 

invention can be used as a chromosome marker. 

Briefly, sequences can be mapped to chromosomes by preparing PCR primers 

(preferably 15-25 bp) from the sequences shown in SEQ ID NO:X. Primers can be 
1 5 selected using computer analysis so that primers do not span more than one predicted 

exon in the genomic DNA. These primers are then used for PCR screening of 

somatic cell hybrids containing individual human chromosomes. Only those hybrids 

containing the human gene corresponding to the SEQ ID NO:X will yield an 

amplified fragment. 

20 Similarly, somatic hybrids provide a rapid method of PCR mapping the 

polynucleotides to particular chromosomes. Three or more clones can be assigned per 
day using a single thermal cycler. Moreover, sublocalization of the polynucleotides 
can be achieved with panels of specific chromosome fragments. Other gene mapping 
strategies that can be used include in situ hybridization, prescreening with labeled 

25 flow-sorted chromosomes, preselection by hybridization to construct chromosome 
specific-cDNA libraries and computer mapping techniques (See, e.g., Shuler, Trends 
Biotechnol 16:456-459 (1998) which is hereby incorporated by reference in its 
entirety).. 

Precise chromosomal location of the polynucleotides can also be achieved 
30 using fluorescence in situ hybridization (FISH) of a metaphase chromosomal spread. 
This technique uses polynucleotides as short as 500 or 600 bases; however, 
polynucleotides 2,000-4,000 bp are preferred. For a review of this technique, see 
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Verma et al., "Human Chromosomes: a Manual of Basic Techniques," Pergamon 
Press, New York (1988). 

For chromosome mapping, the polynucleotides can be used individually (to 
mark a single chromosome or a single site on that chromosome) or in panels (for 
5 marking multiple sites and/or multiple chromosomes). 

The polynucleotides of the present invention would likewise be useful for 
radiation hybrid mapping, HAPPY mapping, and long range restriction mapping. For 
a review of these techniques and others known in the art, see, e.g., Dear, "Genome 
Mapping: A Practical Approach," IRL Press at Oxford University Press, London 

10 (1997); Aydin, J. Mol. Med. 77:691-694 (1999); Hacia et al., Mol. Psychiatry 3:483- 
492 (1998); Herrick et al., Chromosome Res. 7:409-423 (1999); Hamilton et al., 
Methods Cell Biol. 62:265-280 (2000); and/or Ott, J. Hered. 90:68-70 (1999) each of 
which is hereby incorporated by reference in its entirety. 

Once a polynucleotide has been mapped to a precise chromosomal location, 

1 5 the physical position of the polynucleotide can be used in linkage analysis. Linkage 
analysis establishes coinheritance between a chromosomal location and presentation 
of a particular disease. (Disease mapping data are found, for example, in V. 
McKusick, Mendelian Inheritance in Man (available on line through Johns Hopkins 
University Welch Medical Library) .) Assuming 1 megabase mapping resolution and 

20 one gene per 20 kb, a cDNA precisely localized to a chromosomal region associated 
with the disease could be one of 50-500 potential causative genes. 

Thus, once coinheritance is established, differences in the polynucleotide and 
the corresponding gene between affected and unaffected individuals can be examined. 
First, visible structural alterations in the chromosomes, such as deletions or 

25 translocations, are examined in chromosome spreads or by PCR. If no structural 

alterations exist, the presence of point mutations are ascertained. Mutations observed 
in some or all affected individuals, but not in normal individuals, indicates that the 
mutation may cause the disease. However, complete sequencing of the polypeptide 
and the corresponding gene from several normal individuals is required to distinguish 

30 the mutation from a polymorphism. If a new polymorphism is identified, this 
polymorphic polypeptide can be used for further linkage analysis. 
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Furthermore, increased or decreased expression of the gene in affected 
individuals as compared to unaffected individuals can be assessed using 
polynucleotides of the present invention. Any of these alterations (altered expression, 
chromosomal rearrangement, or mutation) can be used as a diagnostic or prognostic 
5 marker. 

Thus, the invention also provides a diagnostic method useful during diagnosis 
of a disorder, involving measuring the expression level of polynucleotides of the 
present invention in cells or body fluid from an individual and comparing the 
measured gene expression level with a standard level of polynucleotide expression 

10 level, whereby an increase or decrease in the gene expression level compared to the 
standard is indicative of a disorder. 

In still another embodiment, the invention includes a kit for analyzing samples 
for the presence of proliferative and/or cancerous polynucleotides derived from a test 
subject. In a general embodiment, the kit includes at least one polynucleotide probe 

15 containing a nucleotide sequence that will specifically hybridize with a 
polynucleotide of the present invention and a suitable container. In a specific 
embodiment, the kit includes two polynucleotide probes defining an internal region of 
the polynucleotide of the present invention, where each probe has one strand 
containing a 3Tmer-end internal to the region. In a further embodiment, the probes 

20 may be useful as primers for polymerase chain reaction amplification. 

Where a diagnosis of a disorder, has already been made according to 
conventional methods, the present invention is useful as a prognostic indicator, 
whereby patients exhibiting enhanced or depressed polynucleotide of the present 
invention expression will experience a worse clinical outcome relative to patients 

25 expressing the gene at a level nearer the standard level. 

By "measuring the expression level of polynucleotide of the present 
invention" is intended qualitatively or quantitatively measuring or estimating the level 
of the polypeptide of the present invention or the level of the mRNA encoding the 
polypeptide in a first biological sample either directly (e.g., by determining or 

30 estimating absolute protein level or mRNA level) or relatively (e.g., by comparing to 
the polypeptide level or mRNA level in a second biological sample). Preferably, the 
polypeptide level or mRNA level in the first biological sample is measured or 
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estimated and compared to a standard polypeptide level or mRNA level, the standard 
being taken from a second biological sample obtained from an individual not having 
the disorder or being determined by averaging levels from a population of individuals 
not having a disorder. As will be appreciated in the art, once a standard polypeptide 
5 level or mRNA level is known, it can be used repeatedly as a standard for 
comparison. 

By "biological sample" is intended any biological sample obtained from an 
individual, body fluid, cell line, tissue culture, or other source which contains the 
polypeptide of the present invention or mRNA. As indicated, biological samples 

10 include body fluids (such as semen, lymph, sera, plasma, urine, synovial fluid and 
spinal fluid) which contain the polypeptide of the present invention, and other tissue 
sources found to express the polypeptide of the present invention. Methods for 
obtaining tissue biopsies and body fluids from mammals are well known in the art. 
Where the biological sample is to include mRNA, a tissue biopsy is the preferred 

15 source. 

The method(s) provided above may preferrably be applied in a diagnostic 
method and/or kits in which polynucleotides and/or polypeptides are attached to a 
solid support. In one exemplary method, the support may be a "gene chip" or a 
"biological chip" as described in US Patents 5,837,832, 5,874,219, and 5,856,174. 

20 Further, such a gene chip with polynucleotides of the present invention attached may 
be used to identify polymorphisms between the polynucleotide sequences, with 
polynucleotides isolated from a test subject. The knowledge of such polymorphisms 
(i.e. their location, as well as, their existence) would be beneficial in identifying 
disease loci for many disorders, including cancerous diseases and conditions. Such a 

25 method is described in US Patents 5,858,659 and 5,856,104. The US Patents 
referenced supra are hereby incorporated by reference in their entirety herein. 

The present invention encompasses polynucleotides of the present invention 
that are chemically synthesized, or reproduced as peptide nucleic acids (PNA), or 
according to other methods known in the art. The use of PNAs would serve as the 

30 preferred form if the polynucleotides are incorporated onto a solid support, or gene 
chip. For the purposes of the present invention, a peptide nucleic acid (PNA) is a 
polyamide type of DNA analog and the monomeric units for adenine, guanine, 
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thymine and cytosine are available commercially (Perceptive Biosystems). Certain 
components of DNA, such as phosphorus, phosphorus oxides, or deoxyribose 
derivatives, are not present in PNAs. As disclosed by P. E. Nielsen, M. Egholm, R. H. 
Berg and O. Buchardt, Science 254, 1497 (1991); and M. Egholm, O. Buchardt, 
5 L.Christensen, C Behrens, S. M. Freier, D. A. Driver, R. H. Berg, S. K. Kim, B. 
Norden, and P. E. Nielsen, Nature 365, 666 (1993), PNAs bind specifically and 
tightly to complementary DNA strands and are not degraded by nucleases. In fact, 
PNA binds more strongly to DNA than DNA itself does. This is probably because 
there is no electrostatic repulsion between the two strands, and also the polyamide 

10 backbone is more flexible. Because of this, PNA/DNA duplexes bind under a wider 
range of stringency conditions than DNA/DNA duplexes, making it easier to perform 
multiplex hybridization. Smaller probes can be used than with DNA due to the strong 
binding. In addition, it is more likely that single base mismatches can be determined 
with PNA/DNA hybridization because a single mismatch in a PNA/DNA 15-mer 

15 lowers the melting point (T.sub.m) by 8°-20° C, vs. 4°-16° C for the DNA/DNA 15- 
mer duplex. Also, the absence of charge groups in PNA means that hybridization can 
be done at low ionic strengths and reduce possible interference by salt during the 
analysis. 

The present invention is useful for detecting cancer in mammals. In particular 
20 the invention is useful during diagnosis of pathological cell proliferative neoplasias 
which include, but are not limited to: acute myelogenous leukemias including acute 
monocytic leukemia, acute myeloblasts leukemia, acute promyelocyte leukemia, 
acute myelomonocytic leukemia, acute erythroleukemia, acute megakaryocyte 
leukemia, and acute undifferentiated leukemia, etc.; and chronic myelogenous 
25 leukemias including chronic myelomonocytic leukemia, chronic granulocytic 
leukemia, etc. Preferred mammals include monkeys, apes, cats, dogs, cows, pigs, 
horses, rabbits and humans. Particularly preferred are humans. 

Pathological cell proliferative diseases, disorders, and/or conditions are often 
associated with inappropriate activation of proto-oncogenes. (Gelmann, E. P. et al., 
30 "The Etiology of Acute Leukemia: Molecular Genetics and Viral Oncology," in 
Neoplastic Diseases of the Blood, Vol 1., Wiernik, P. H. et al. eds., 161-182 (1985)).. 
Neoplasias are now believed to result from the qualitative alteration of a normal 
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cellular gene product, or from the quantitative modification of gene expression by 
insertion into the chromosome of a viral sequence, by chromosomal translocation of a 
gene to a more actively transcribed region, or by some other mechanism. (Gelmann 
et al., supra) It is likely that mutated or altered expression of specific genes is 
5 involved in the pathogenesis of some leukemias, among other tissues and cell types. 
(Gelmann et al., supra) Indeed, the human counterparts of the oncogenes involved in 
some animal neoplasias have been amplified or translocated in some cases of human 
leukemia and carcinoma. (Gelmann et al., supra) 

For example, c-myc expression is highly amplified in the non-lymphocytic leukemia 

10 cell line HL-60. When HL-60 cells are chemically induced to stop proliferation, the 
level of c-myc is found to be downregulated. (International Publication Number WO 
91/15580) However, it has been shown that exposure of HL-60 cells to a DNA 
construct that is complementary to the 5* end of c-myc or c-myb blocks translation of 
the corresponding mRNAs which downregulates expression of the c-myc or c-myb 

15 proteins and causes arrest of cell proliferation and differentiation of the treated cells. 
(International Publication Number WO 91/15580; Wickstrom et al., Proc. Natl. Acad. 
Sci. 85:1028 (1988); Anfossi et al., Proc. Natl. Acad. Sci. 86:3379 (1989)). However, 
the skilled artisan would appreciate the present invention's usefulness would not be 
limited to treatment of proliferative diseases, disorders, and/or conditions of 

20 hematopoietic cells and tissues, in light of the numerous cells and cell types of 
varying origins which are known to exhibit proliferative phenotypes. 

In addition to the foregoing, a polynucleotide can be used to control gene 
expression through triple helix formation or antisense DNA or RNA. Antisense 
techniques are discussed, for example, in Okano, J. Neurochem. 56: 560 (1991); 

25 "Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression,CRCPress, Boca 
Raton, FL (1988). Triple helix formation is discussed in, for instance Lee et al., 
Nucleic Acids Research 6: 3073 (1979); Cooney et al., Science 241: 456 (1988); and 
Dervan et al., Science 251: 1360 (1991). Both methods rely on binding of the 
polynucleotide to a complementary DNA or RNA. For these techniques, preferred 

30 polynucleotides are usually oligonucleotides 20 to 40 bases in length and 

complementary to either the region of the gene involved in transcription (triple helix - 
see Lee et al., Nucl. Acids Res. 6:3073 (1979); Cooney et al., Science 241:456 
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(1988); and Dervan et al., Science 251:1360 (1991) ) or to the mRNA itself (antisense 
- Okano, J. Neurochem. 56:560 (1991); Oligodeoxy-nucleotides as Antisense 
Inhibitors of Gene Expression, CRC Press, Boca Raton, FL (1988).) Triple helix 
formation optimally results in a shut-off of RNA transcription from DNA, while 
5 antisense RNA hybridization blocks translation of an mRNA molecule into 

polypeptide. Both techniques are effective in model systems, and the information 
disclosed herein can be used to design antisense or triple helix polynucleotides in an 
effort to treat or prevent disease. 

Polynucleotides of the present invention are also useful in gene therapy. One 

10 goal of gene therapy is to insert a normal gene into an organism having a defective 
gene, in an effort to correct the genetic defect. The polynucleotides disclosed in the 
present invention offer a means of targeting such genetic defects in a highly accurate 
manner. Another goal is to insert a new gene that was not present in the host genome, 
thereby producing a new trait in the host cell. 

15 The polynucleotides are also useful for identifying individuals from minute 

biological samples. The United States military, for example, is considering the use of 
restriction fragment length polymorphism (RFLP) for identification of its personnel. 
In this technique, an individual's genomic DNA is digested with one or more 
restriction enzymes, and probed on a Southern blot to yield unique bands for 

20 identifying personnel. This method does not suffer from the current limitations of 
"Dog Tags" which can be lost, switched, or stolen, making positive identification 
difficult. The polynucleotides of the present invention can be used as additional DNA 
markers for RFLP. 

The polynucleotides of the present invention can also be used as an alternative 
25 to RFLP, by determining the actual base-by-base DNA sequence of selected portions 
of an individual's genome. These sequences can be used to prepare PCR primers for 
amplifying and isolating such selected DNA, which can then be sequenced. Using 
this technique, individuals can be identified because each individual will have a 
unique set of DNA sequences. Once an unique ID database is established for an 
30 individual, positive identification of that individual, living or dead, can be made from 
extremely small tissue samples. 
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Forensic biology also benefits from using DNA-based identification 
techniques as disclosed herein. DNA sequences taken from very small biological 
samples such as tissues, e.g., hair or skin, or body fluids, e.g., blood, saliva, semen, 
synovial fluid, amniotic fluid, breast milk, lymph, pulmonary sputum or 
5 surfactant,urine,fecal matter, etc., can be amplified using PCR. In one prior art 
technique, gene sequences amplified from polymorphic loci, such as DQa class II 
HLA gene, are used in forensic biology to identify individuals. (Erlich, H., PCR 
Technology, Freeman and Co. (1992).) Once these specific polymorphic loci are 
amplified, they are digested with one or more restriction enzymes, yielding an 

10 identifying set of bands on a Southern blot probed with DNA corresponding to the 
DQa class II HLA gene. Similarly, polynucleotides of the present invention can be 
used as polymorphic markers for forensic purposes. 

There is also a need for reagents capable of identifying the source of a 
particular tissue. Such need arises, for example, in forensics when presented with 

15 tissue of unknown origin. Appropriate reagents can comprise, for example, DNA 
probes or primers specific to particular tissue prepared from the sequences of the 
present invention. Panels of such reagents can identify tissue by species and/or by 
organ type. In a similar fashion, these reagents can be used to screen tissue cultures 
for contamination. 

20 In the very least, the polynucleotides of the present invention can be used as 

molecular weight markers on Southern gels, as diagnostic probes for the presence of a 
specific mRNA in a particular cell type, as a probe to "subtract-out" known sequences 
in the process of discovering novel polynucleotides, for selecting and making 
oligomers for attachment to a "gene chip" or other support, to raise anti-DNA 

25 antibodies using DNA immunization techniques, and as an antigen to elicit an 
immune response. 

Uses of the Polypeptides 

Each of the polypeptides identified herein can be used in numerous ways. The 
30 following description should be considered exemplary and utilizes known techniques. 

A polypeptide of the present invention can be used to assay protein levels in a 
biological sample using antibody-based techniques. For example, protein expression 
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in tissues can be studied with classical immunohistological methods. (Jalkanen, M., 
et al., J. Cell. Biol. 101:976-985 (1985); Jalkanen, M., et al., J. Cell . Biol. 105:3087- 
3096 (1987).) Other antibody-based methods useful for detecting protein gene 
expression include immunoassays, such as the enzyme linked immunosorbent assay 
5 (ELIS A) and the radioimmunoassay (RIA). Suitable antibody assay labels are known 
in the art and include enzyme labels, such as, glucose oxidase, and radioisotopes, such 
as iodine (1251, 1211), carbon (14C), sulfur (35S), tritium (3H), indium (1 12In), and 
technetium (99mTc), and fluorescent labels, such as fluorescein and rhodamine, and 
biotin. 

1 0 In addition to assaying secreted protein levels in a biological sample, proteins 

can also be detected in vivo by imaging. Antibody labels or markers for in vivo 
imaging of protein include those detectable by X-radiography, NMR or ESR. For X- 
radiography, suitable labels include radioisotopes such as barium or cesium, which 
emit detectable radiation but are not overtly harmful to the subject. Suitable markers 

1 5 for NMR and ESR include those with a detectable characteristic spin, such as 

deuterium, which may be incorporated into the antibody by labeling of nutrients for 
the relevant hybridoma. 

A protein-specific antibody or antibody fragment which has been labeled with 
an appropriate detectable imaging moiety, such as a radioisotope (for example, 1311, 

20 1 12In, 99mTc), a radio-opaque substance, or a material detectable by nuclear 
magnetic resonance, is introduced (for example, parenterally, subcutaneously, or 
intraperitoneally) into the mammal. It will be understood in the art that the size of the 
subject and the imaging system used will determine the quantity of imaging moiety 
needed to produce diagnostic images. In the case of a radioisotope moiety, for a 

25 human subject, the quantity of radioactivity injected will normally range from about 5 
to 20 millicuries of 99mTc. The labeled antibody or antibody fragment will then 
preferentially accumulate at the location of cells which contain the specific protein. 
In vivo tumor imaging is described in S.W. Burchiel et al., "Immunopharmacokinetics 
of Radiolabeled Antibodies and Their Fragments." (Chapter 13 in Tumor Imaging: 

30 The Radiochemical Detection of Cancer, S.W. Burchiel and B. A. Rhodes, eds., 
Masson Publishing Inc. (1982).) 
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Thus, the invention provides a diagnostic method of a disorder, which 
involves (a) assaying the expression of a polypeptide of the present invention in cells 
or body fluid of an individual; (b) comparing the level of gene expression with a 
standard gene expression level, whereby an increase or decrease in the assayed 
5 polypeptide gene expression level compared to the standard expression level is 
indicative of a disorder. With respect to cancer, the presence of a relatively high 
amount of transcript in biopsied tissue from an individual may indicate a 
predisposition for the development of the disease, or may provide a means for 
detecting the disease prior to the appearance of actual clinical symptoms. A more 
10 definitive diagnosis of this type may allow health professionals to employ 
preventative measures or aggressive treatment earlier thereby preventing the 
development or further progression of the cancer. 

Moreover, polypeptides of the present invention can be used to treat, prevent, 
and/or diagnose disease. For example, patients can be administered a polypeptide of 
15 the present invention in an effort to replace absent or decreased levels of the 

polypeptide (e.g., insulin), to supplement absent or decreased levels of a different 
polypeptide (e.g., hemoglobin S for hemoglobin B, SOD, catalase, DNA repair 
proteins), to inhibit the activity of a polypeptide (e.g., an oncogene or tumor 
supressor), to activate the activity of a polypeptide (e.g., by binding to a receptor), to 
20 reduce the activity of a membrane bound receptor by competing with it for free ligand 
(e.g., soluble TNF receptors used in reducing inflammation), or to bring about a 
desired response (e.g., blood vessel growth inhibition, enhancement of the immune 
response to proliferative cells or tissues). 

Similarly, antibodies directed to a polypeptide of the present invention can 
25 also be used to treat, prevent, and/or diagnose disease. For example, administration of 
an antibody directed to a polypeptide of the present invention can bind and reduce 
overproduction of the polypeptide. Similarly, administration of an antibody can 
activate the polypeptide, such as by binding to a polypeptide bound to a membrane 
(receptor). 

30 At the very least, the polypeptides of the present invention can be used as 

molecular weight markers on SDS-PAGE gels or on molecular sieve gel filtration 
columns using methods well known to those of skill in the art. Polypeptides can also 
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be used to raise antibodies, which in turn are used to measure protein expression from 
a recombinant cell, as a way of assessing transformation of the host cell. Moreover, 
the polypeptides of the present invention can be used to test the following biological 
activities. 

5 

Gene Therapy Methods 

Another aspect of the present invention is to gene therapy methods for 
treatingor preventing disorders, diseases and conditions. The gene therapy methods 
relate to the introduction of nucleic acid (DNA, RNA and antisense DNA or RNA) 

10 sequences into an animal to achieve expression of a polypeptide of the present 

invention. This method requires a polynucleotide which codes for a polypeptide of the 
invention that operatively linked to a promoter and any other genetic elements 
necessary for the expression of the polypeptide by the target tissue. Such gene therapy 
and delivery techniques are known in the art, see, for example, WO90/1 1092, which 

15 is herein incorporated by reference. 

Thus, for example, cells from a patient may be engineered with a 
polynucleotide (DNA or RNA) comprising a promoter operably linked to a 
polynucleotide of the invention ex vivo, with the engineered cells then being provided 
to a patient to be treated with the polypeptide. Such methods are well-known in the 

20 art. For example, see Belldegrun et al., J. Natl. Cancer Inst., 85:207-216 (1993); 
Ferrantini et al., Cancer Research, 53:107-1 1 12 (1993); Ferrantini et al., J. 
Immunology 153: 4604-4615 (1994); Kaido, T., et al., Int. J. Cancer 60: 221-229 
(1995); Ogura et al., Cancer Research 50: 5102-5106 (1990); Santodonato, et al., 
Human Gene Therapy 7:1-10 (1996); Santodonato, et al., Gene Therapy 4:1246-1255 

25 (1997); and Zhang, et al., Cancer Gene Therapy 3: 31-38 (1996)), which are herein 
incorporated by reference. In one embodiment, the cells which are engineered are 
arterial cells. The arterial cells may be reintroduced into the patient through direct 
injection to the artery, the tissues surrounding the artery, or through catheter injection. 
As discussed in more detail below, the polynucleotide constructs can be 

30 delivered by any method that delivers injectable materials to the cells of an animal, 
such as, injection into the interstitial space of tissues (heart, muscle, skin, lung, liver, 
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and the like). The polynucleotide constructs may be delivered in a pharmaceutical^ 
acceptable liquid or aqueous carrier. 

In one embodiment, the polynucleotide of the invention is delivered as a naked 
polynucleotide. The term "naked" polynucleotide, DNA or RNA refers to sequences 
5 that are free from any delivery vehicle that acts to assist, promote or facilitate entry 
into the cell, including viral sequences, viral particles, liposome formulations, 
lipofectin or precipitating agents and the like. However, the polynucleotides of the 
invention can also be delivered in liposome formulations and lipofectin formulations 
and the like can be prepared by methods well known to those skilled in the art. Such 

10 methods are described, for example, in U.S. Patent Nos. 5,593,972, 5,589,466, and 
5,580,859, which are herein incorporated by reference. 

The polynucleotide vector constructs of the invention used in the gene 
therapy method are preferably constructs that will not integrate into the host genome 
nor will they contain sequences that allow for replication. Appropriate vectors 

1 5 include pWLNEO, pSV2CAT, pOG44, pXTl and pSG available from Stratagene; 
pSVK3, pBPV, pMSG and pSVL available from Pharmacia; and pEFl /V5, 
pcDNA3.1, and pRc/CMV2 available from Invitrogen. Other suitable vectors will be 
readily apparent to the skilled artisan. 

Any strong promoter known to those skilled in the art can be used for driving 

20 the expression of polynucleotide sequence of the invention. Suitable promoters 
include adenoviral promoters, such as the adenoviral major late promoter; or 
heterologous promoters, such as the cytomegalovirus (CMV) promoter; the 
respiratory syncytial virus (RSV) promoter; inducible promoters, such as the MMT 
promoter, the metallothionein promoter; heat shock promoters; the albumin promoter; 

25 the ApoAI promoter; human globin promoters; viral thymidine kinase promoters, 
such as the Herpes Simplex thymidine kinase promoter; retroviral LTRs; the b-actin 
promoter; and human growth hormone promoters. The promoter also may be the 
native promoter for the polynucleotides of the invention. 

Unlike other gene therapy techniques, one major advantage of introducing 

30 naked nucleic acid sequences into target cells is the transitory nature of the 

polynucleotide synthesis in the cells. Studies have shown that non-replicating DNA 
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sequences can be introduced into cells to provide production of the desired 
polypeptide for periods of up to six months. 

The polynucleotide construct of the invention can be delivered to the interstitial 
space of tissues within the an animal, including of muscle, skin, brain, lung, liver, 
5 spleen, bone marrow, thymus, heart, lymph, blood, bone, cartilage, pancreas, kidney, 
gall bladder, stomach, intestine, testis, ovary, uterus, rectum, nervous system, eye, 
gland, and connective tissue. Interstitial space of the tissues comprises the intercellular, 
fluid, mucopolysaccharide matrix among the reticular fibers of organ tissues, elastic 
fibers in the walls of vessels or chambers, collagen fibers of fibrous tissues, or that 

10 same matrix within connective tissue ensheathing muscle cells or in the lacunae of 
bone. It is similarly the space occupied by the plasma of the circulation and the lymph 
fluid of the lymphatic channels. Delivery to the interstitial space of muscle tissue is 
preferred for the reasons discussed below. They may be conveniently delivered by 
injection into the tissues comprising these cells. They are preferably delivered to and 

15 expressed in persistent, non-dividing cells which are differentiated, although delivery 
and expression may be achieved in non-differentiated or less completely differentiated 
cells, such as, for example, stem cells of blood or skin fibroblasts. In vivo muscle cells 
are particularly competent in their ability to take up and express polynucleotides. 

For the nakedwwc/e/c acid sequence injection, an effective dosage amount of 

20 DNA or RNA will be in the range of from about 0.05 mg/kg body weight to about 50 
rng/kg body weight. Preferably the dosage will be from about 0.005 mg/kg to about 20 
mg/kg and more preferably from about 0.05 mg/kg to about 5 mg/kg. Of course, as 
the artisan of ordinary skill will appreciate, this dosage will vary according to the 
tissue site of injection. The appropriate and effective dosage of nucleic acid sequence 

25 can readily be determined by those of ordinary skill in the art and may depend on the 
condition being treated and the route of administration. 

The preferred route of administration is by the parenteral route of injection 
into the interstitial space of tissues. However, other parenteral routes may also be 
used, such as, inhalation of an aerosol formulation particularly for delivery to lungs or 

30 bronchial tissues, throat or mucous membranes of the nose. In addition, naked DNA 
constructs can be delivered to arteries during angioplasty by the catheter used in the 
procedure. 
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The naked polynucleotides are delivered by any method known in the art, 
including, but not limited to, direct needle injection at the delivery site, intravenous 
injection, topical administration, catheter infusion, and so-called "gene guns". These 
delivery methods are known in the art: 
5 The constructs may also be delivered with delivery vehicles such as viral 

sequences, viral particles, liposome formulations, lipofectin, precipitating agents, etc. 
Such methods of delivery are known in the art. 

In certain embodiments, the polynucleotide constructs of the invention are 
complexed in a liposome preparation. Liposomal preparations for use in the instant 

10 invention include cationic (positively charged), anionic (negatively charged) and 

neutral preparations. However, cationic liposomes are particularly preferred because a 
tight charge complex can be formed between the cationic liposome and the 
polyanionic nucleic acid. Cationic liposomes have been shown to mediate 
intracellular delivery of plasmid DNA (Feigner et al., Proc. Natl. Acad. Sci. USA , 

15 84:7413-7416 (1987), which is herein incorporated by reference); mRNA (Malone et 
al., Proc. Natl. Acad. Sci. USA , 86:6077-6081 (1989), which is herein incorporated 
by reference); and purified transcription factors (Debs et al., J. Biol. Chem., 
265:101 89-10192 (1990), which is herein incorporated by reference), in functional 
form. 

20 Cationic liposomes are readily available. For example, 

N[l-2,3-dioleyloxy)propyl]-N,N,N-triethylammonium (DOTMA) liposomes are 
particularly useful and are available under the trademark Lipofectin, from GIBCO 
BRL, Grand Island, N.Y. (See, also, Feigner et al., Proc. Natl Acad. Sci. USA , 
84:7413-7416 (1987), which is herein incorporated by reference). Other commercially 

25 available liposomes include transfectace (DDAB/DOPE) and DOTAP/DOPE 
(Boehringer). 

Other cationic liposomes can be prepared from readily available materials 
using techniques well known in the art. See, e.g. PCT Publication NO: WO 90/1 1092 
(which is herein incorporated by reference) for a description of the synthesis of 
30 DOTAP (1 ,2-bis(oleoyloxy)-3-(trimethylammonio)propane) liposomes. Preparation 
of DOTMA liposomes is explained in the literature, see, e.g., Feigner et al., Proc. 
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Natl. Acad. Sci. USA, 84:7413-7417, which is herein incorporated by reference. 
Similar methods can be used to prepare liposomes from other cationic lipid materials. 

Similarly, anionic and neutral liposomes are readily available, such as from 
Avanti Polar Lipids (Birmingham, Ala.), or can be easily prepared using readily 
5 available materials. Such materials include phosphatidyl, choline, cholesterol, 
phosphatidyl ethanolamine, dioleoylphosphatidyl choline (DOPC), 
dioleoylphosphatidyl glycerol (DOPG), dioleoylphoshatidyl ethanolamine (DOPE), 
among others. These materials can also be mixed with the DOTMA and DOTAP 
starting materials in appropriate ratios. Methods for making liposomes using these 

10 materials are well known in the art. 

For example, commercially dioleoylphosphatidyl choline (DOPC), 
dioleoylphosphatidyl glycerol (DOPG), and dioleoylphosphatidyl ethanolamine 
(DOPE) can be used in various combinations to make conventional liposomes, with or 
without the addition of cholesterol. Thus, for example, DOPG/DOPC vesicles can be 

1 5 prepared by drying 50 mg each of DOPG and DOPC under a stream of nitrogen gas 
into a sonication vial. The sample is placed under a vacuum pump overnight and is 
hydrated the following day with deionized water. The sample is then sonicated for 2 
hours in a capped vial, using a Heat Systems model 350 sonicator equipped with an 
inverted cup (bath type) probe at the maximum setting while the bath is circulated at 

20 15EC. Alternatively, negatively charged vesicles can be prepared without sonication 
to produce,multilamellar vesicles or by extrusion through nucleopore membranes to 
produce unilamellar vesicles of discrete size. Other methods are known and available 
to those of skill in the art. 

The liposomes can comprise multilamellar vesicles (MLVs), small unilamellar 

25 vesicles (SUVs), or large unilamellar vesicles (LUVs), with SUVs being preferred. 
The various liposome-nucleic acid complexes are prepared using methods well known 
in the art. See, e.g., Straubinger et al., Methods of Immunology , 101:512-527 (1983), 
which is herein incorporated by reference. For example, MLVs containing nucleic 
acid can be prepared by depositing a thin film of phospholipid on the walls of a glass 

30 tube and subsequently hydrating with a solution of the material to be encapsulated. 
SUVs are prepared by extended sonication of MLVs to produce a homogeneous 
population of unilamellar liposomes. The material to be entrapped is added to a 
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suspension of preformed MLVs and then sonicated. When using liposomes containing 
cationic lipids, the dried lipid film is resuspended in an appropriate solution such as 
sterile water or an isotonic buffer solution such as 10 mM Tris/NaCl, sonicated, and 
then the preformed liposomes are mixed directly with the DNA. The liposome and 
5 DNA form a very stable complex due to binding of the positively charged liposomes 
to the cationic DNA. SUVs find use with small nucleic acid fragments. LUVs are 
prepared by a number of methods, well known in the art. Commonly used methods 
include Ca 2+ -EDTA chelation (Papahadjopoulos et al., Biochim. Biophys. Acta, 
394:483 (1975); Wilson et al., Cell , 17:77 (1979)); ether injection (Deamer et al., 

10 Biochim. Biophys. Acta, 443:629 (1976); Ostro et al., Biochem. Biophys. Res. 

Commun., 76:836 (1977); Fraley et al., Proc. Natl. Acad. Sci. USA, 76:3348 (1979)); 
detergent dialysis (Enoch et al.; Proc. Natl. Acad. Sci. USA , 76:145 (1979)); and 
reverse-phase evaporation (REV) (Fraley et al., J. Biol. Chem., 255:10431 (1980); 
Szoka et al., Proc. Natl. Acad. Sci. USA , 75:145 (1978); Schaefer-Ridder et al., 

1 5 Science, 2 1 5: 166 (1 982)), which are herein incorporated by reference. 

Generally, the ratio of DNA to liposomes will be from about 10:1 to about 
1:10. Preferably, the ration will be from about 5 : 1 to about 1 :5. More preferably, the 
ration will be about 3 : 1 to about 1:3. Still more preferably, the ratio will be about 1:1. 
U.S. Patent NO: 5,676,954 (which is herein incorporated by reference) reports 

20 on the injection of genetic material, complexed with cationic liposomes carriers, into 
mice. U.S. Patent Nos. 4,897,355, 4,946,787, 5,049,386, 5,459,127, 5,589,466, 
5,693,622, 5,580,859, 5,703,055, and international publication NO: WO 94/9469 
(which are herein incorporated by reference) provide cationic lipids for use in 
transfecting DNA into cells and mammals. U.S. Patent Nos. 5,589,466, 5,693,622, 

25 5,580,859, 5,703,055, and international publication NO: WO 94/9469 (which are 

herein incorporated by reference) provide methods for delivering DNA-cationic lipid 
complexes to mammals. 

In certain embodiments, cells are engineered, ex vivo or in vivo, using a 
retroviral particle containing RNA which comprises a sequence encoding 

30 polypeptides of the invention. Retroviruses from which the retroviral plasmid vectors 
may be derived include, but are not limited to, Moloney Murine Leukemia Virus, 
spleen necrosis virus, Rous sarcoma Virus, Harvey Sarcoma Virus, avian leukosis 
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virus, gibbon ape leukemia virus, human immunodeficiency virus, Myeloproliferative 
Sarcoma Virus, and mammary tumor virus. 

The retroviral plasmid vector is employed to transduce packaging cell lines to 
form producer cell lines. Examples of packaging cells which may be transfected 
5 include, but are not limited to, the PE501, PA317, R-2, R-AM, PA12, T19-14X, VT- 
19-17-H2, RCRE, RCRIP, GP+E-86, GP+envAml2, and DAN cell lines as described 
in Miller, Human Gene Therapy , 1:5-14 (1990), which is incorporated herein by 
reference in its entirety. The vector may transduce the packaging cells through any 
means known in the art. Such means include, but are not limited to, electroporation, 

10 the use of liposomes, and CaPC>4 precipitation. In one alternative, the retroviral 

plasmid vector may be encapsulated into a liposome, or coupled to a lipid, and then 
administered to a host. 

The producer cell line generates infectious retroviral vector particles which 
include polynucleotide encoding polypeptides of the invention. Such retroviral vector 

15 particles then may be employed, to transduce eukaryotic cells, either in vitro or in 
vivo. The transduced eukaryotic cells will express polypeptides of the invention. 

In certain other embodiments, cells are engineered, ex vivo or in vivo, with 
polynucleotides of the invention contained in an adenovirus vector. Adenovirus can 
be manipulated such that it encodes and expresses polypeptides of the invention, and 

20 at the same time is inactivated in terms of its ability to replicate in a normal lytic viral 
life cycle. Adenovirus expression is achieved without integration of the viral DNA 
into the host cell chromosome, thereby alleviating concerns about insertional 
mutagenesis. Furthermore, adenoviruses have been used as live enteric vaccines for 
many years with an excellent safety profile (Schwartzet al., Am. Rev. Respir. Dis., 

25 109:233-238 (1974)). Finally, adenovirus mediated gene transfer has been 

demonstrated in a number of instances including transfer of alpha- 1 -antitrypsin and 
CFTR to the lungs of cotton rats (Rosenfeld et al.,Science , 252:431-434 (1991); 
Rosenfeld et al., Cell, 68:143-155 (1992)). Furthermore, extensive studies to attempt 
to establish adenovirus as a causative agent in human cancer were uniformly negative 

30 (Green et al. Proc. Natl. Acad. Sci. USA , 76:6606 (1979)). 

Suitable adenoviral vectors useful in the present invention are described, for 
example, in Kozarsky and Wilson, Curr. Opin. Genet. Devel., 3:499-503 (1993); 
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Rosenfeld et al., Cell , 68:143-155 (1992); Engelhardt et al., Human Genet. Ther., 
4:759-769 (1993); Yang et al, Nature Genet., 7:362-369 (1994); Wilson et al., 
Nature , 365:691-692 (1993); and U.S. Patent NO: 5,652,224, which are herein 
incorporated by reference. For example, the adenovirus vector Ad2 is useful and can 
5 be grown in human 293 cells. These cells contain the El region of adenovirus and 
constitutively express Ela and Elb, which complement the defective adenoviruses by 
providing the products of the genes deleted from the vector. In addition to Ad2, other 
varieties of adenovirus (e.g., Ad3, Ad5, and Ad7) are also useful in the present 
invention. 

10 Preferably, the adenoviruses used in the present invention are replication 

deficient. Replication deficient adenoviruses require the aid of a helper virus and/or 
packaging cell line to form infectious particles. The resulting virus is capable of 
infecting cells and can express a polynucleotide of interest which is operably linked to 
a promoter, but cannot replicate in most cells. Replication deficient adenoviruses 

1 5 may be deleted in one or more of all or a portion of the following genes: Ela, Elb, 
E3, E4, E2a, or LI through L5. 

In certain other embodiments, the cells are engineered, ex vivo or in vivo, 
using an adeno-associated virus (AAV). AAVs are naturally occurring defective 
viruses that require helper viruses to produce infectious particles (Muzyczka, Curr. 

20 Topics in Microbiol. Immunol., 158:97 (1992)). It is also one of the few viruses that 
may integrate its DNA into non-dividing cells. Vectors containing as little as 300 base 
pairs of AAV can be packaged and can integrate, but space for exogenous DNA is 
limited to about 4.5 kb. Methods for producing and using such AAVs are known in 
the art. See, for example, U.S. Patent Nos. 5,139,941, 5,173,414, 5,354,678, 

25 5,436,146, 5,474,935, 5,478,745, and 5,589,377. 

For example, an appropriate AAV vector for use in the present invention will 
include all the sequences necessary for DNA replication, encapsidation, and host-cell 
integration. The polynucleotide construct containing polynucleotides of the invention 
is inserted into the AAV vector using standard cloning methods, such as those found 

30 in Sambrook et al, Molecular Cloning: A Laboratory Manual, Cold Spring Harbor 
Press (1989). The recombinant AAV vector is then transfected into packaging cells 
which are infected with a helper virus, using any standard technique, including 
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lipofection, electroporation, calcium phosphate precipitation, etc. Appropriate helper 
viruses include adenoviruses, cytomegaloviruses, vaccinia viruses, or herpes viruses. 
Once the packaging cells are transfected and infected, they will produce infectious 
AAV viral particles which contain the polynucleotide construct of the invention. 
5 These viral particles are then used to transduce eukaryotic cells, either ex vivo or in 
vivo. The transduced cells will contain the polynucleotide construct integrated into its 
genome, and will express the desired gene product. 

Another method of gene therapy involves operably associating heterologous 
control regions and endogenous polynucleotide sequences (e.g. encoding the 

1 0 polypeptide sequence of interest) via homologous recombination (see, e.g., U.S. 
Patent NO: 5,641,670, issued June 24, 1997; International Publication NO: WO 
96/2941 1 , published September 26, 1996; International Publication NO: WO 
94/12650, published August 4, 1994; Roller et al., Proc. Natl. Acad. Sci. USA, 
86:8932-8935 (1989); and Zijlstra et al., Nature, 342:435-438 (1989). This method 

1 5 involves the activation of a gene which is present in the target cells, but which is not 
normally expressed in the cells, or is expressed at a lower level than desired. 

Polynucleotide constructs are made, using standard techniques known in the 
art, which contain the promoter with targeting sequences flanking the promoter. 
Suitable promoters are described herein. The targeting sequence is sufficiently 

20 complementary to an endogenous sequence to permit homologous recombination of 
the promoter-targeting sequence with the endogenous sequence. The targeting 
sequence will be sufficiently near the 5' end of the desired endogenous 
polynucleotide sequence so the promoter will be operably linked to the endogenous 
sequence upon homologous recombination. 

25 The promoter and the targeting sequences can be amplified using PCR. 

Preferably, the amplified promoter contains distinct restriction enzyme sites on the 5' 
and 3' ends. Preferably, the 3 ' end of the first targeting sequence contains the same 
restriction enzyme site as the 5 ' end of the amplified promoter and the 5' end of the 
second targeting sequence contains the same restriction site as the 3' end of the 

30 amplified promoter. The amplified promoter and targeting sequences are digested 
and ligated together. 
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The promoter-targeting sequence construct is delivered to the cells, either as 
naked polynucleotide, or in conjunction with transfection-facilitating agents, such as 
liposomes, viral sequences, viral particles, whole viruses, lipofection, precipitating 
agents, etc., described in more detail above. The P promoter-targeting sequence can 
5 be delivered by any method, included direct needle injection, intravenous injection, 
topical administration, catheter infusion, particle accelerators, etc. The methods are 
described in more detail below. 

The promoter-targeting sequence construct is taken up by cells. Homologous 
recombination between the construct and the endogenous sequence takes place, such 

1 0 that an endogenous sequence is placed under the control of the promoter. The 
promoter then drives the expression of the endogenous sequence. 

The polynucleotides encoding polypeptides of the present invention may be 
administered along with other polynucleotides encoding other angiongenic proteins. 
Angiogenic proteins include, but are not limited to, acidic and basic fibroblast growth 

15 factors, VEGF-1, VEGF-2 (VEGF-C), VEGF-3 (VEGF-B), epidermal growth factor 
alpha and beta, platelet-derived endothelial cell growth factor, platelet-derived growth 
factor, tumor necrosis factor alpha, hepatocyte growth factor, insulin like growth 
factor, colony stimulating factor, macrophage colony stimulating factor, 
granulocyte/macrophage colony stimulating factor, and nitric oxide synthase. 

20 Preferably, the polynucleotide encoding a polypeptide of the invention 

contains a secretory signal sequence that facilitates secretion of the protein. 
Typically, the signal sequence is positioned in the coding region of the polynucleotide 
to be expressed towards or at the 5' end of the coding region. The signal sequence 
may be homologous or heterologous to the polynucleotide of interest and may be 

25 homologous or heterologous to the cells to be transfected. Additionally, the signal 
sequence may be chemically synthesized using methods known in the art. 

Any mode of administration of any of the above-described polynucleotides 
constructs can be used so long as the mode results in the expression of one or more 
molecules in an amount sufficient to provide a therapeutic effect. This includes direct 

30 needle injection, systemic injection, catheter infusion, biolistic injectors, particle 

accelerators (i.e., "gene guns"), gelfoam sponge depots, other commercially available 
depot materials, osmotic pumps (e.g., Alza minipumps), oral or suppositorial solid 
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(tablet or pill) pharmaceutical formulations, and decanting or topical applications 
during surgery. For example, direct injection of naked calcium 
phosphate-precipitated plasmid into rat liver and rat spleen or a protein-coated 
plasmid into the portal vein has resulted in gene expression of the foreign gene in the 
5 rat livers. (Kaneda et al., Science, 243:375(1989)). 

A preferred method of local administration is by direct injection. Preferably, a 
recombinant molecule of the present invention complexed with a delivery vehicle is 
administered by direct injection into or locally within the area of arteries. 
Administration of a composition locally within the area of arteries refers to injecting 

1 0 the composition centimeters and preferably, millimeters within arteries. 

Another method of local administration is to contact a polynucleotide 
construct of the present invention in or around a surgical wound. For example, a 
patient can undergo surgery and the polynucleotide construct can be coated on the 
surface of tissue inside the wound or the construct can be injected into areas of tissue 

1 5 inside the wound. 

Therapeutic compositions useful in systemic administration, include 
recombinant molecules of the present invention complexed to a targeted delivery 
vehicle of the present invention. Suitable delivery vehicles for use with systemic 
administration comprise liposomes comprising ligands for targeting the vehicle to a 

20 particular site. 

Preferred methods of systemic administration, include intravenous injection, 
aerosol, oral and percutaneous (topical) delivery. Intravenous injections can be 
performed using methods standard in the art. Aerosol delivery can also be performed 
using methods standard in the art (see, for example, Stribling et al., Proc. Natl. Acad. 

25 Sci. USA , 189:1 1277-1 1281 (1992), which is incorporated herein by reference). Oral 
delivery can be performed by complexing a polynucleotide construct of the present 
invention to a carrier capable of withstanding degradation by digestive enzymes in the 
gut of an animal. Examples of such carriers, include plastic capsules or tablets, such 
as those known in the art. Topical delivery can be performed by mixing a 

30 polynucleotide construct of the present invention with a lipophilic reagent (e.g., 
DMSO) that is capable of passing into the skin. 
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Determining an effective amount of substance to be delivered can depend 
upon a number of factors including, for example, the chemical structure and 
biological activity of the substance, the age and weight of the animal, the precise 
condition requiring treatment and its severity, and the route of administration. The 
5 frequency of treatments depends upon a number of factors, such as the amount of 
polynucleotide constructs administered per dose, as well as the health and history of 
the subject. The precise amount, number of doses, and timing of doses will be 
determined by the attending physician or veterinarian. Therapeutic compositions of 
the present invention can be administered to any animal, preferably to mammals and 
10 birds. Preferred mammals include humans, dogs, cats, mice, rats, rabbits sheep, cattle, 
horses and pigs, with humans being particularly 

Biological Activities 

The polynucleotides or polypeptides, or agonists or antagonists of the present 
1 5 invention can be used in assays to test for one or more biological activities. If these 
polynucleotides and polypeptides do exhibit activity in a particular assay, it is likely 
that these molecules may be involved in the diseases associated with the biological 
activity. Thus, the polynucleotides or polypeptides, or agonists or antagonists could 
be used to treat the associated disease. 

20 

Immune Activity 

Polynucleotides, polypeptides, antibodies, and/or agonists or antagonists of the 
present invention may be useful in treating, preventing, and/or diagnosing diseases, 
disorders, and/or conditions of the immune system, by, for example, activating or 

25 inhibiting the proliferation, differentiation, or mobilization (chemotaxis) of immune 
cells. Immune cells develop through a process called hematopoiesis, producing 
myeloid (platelets, red blood cells, neutrophils, and macrophages) and lymphoid (B 
and T lymphocytes) cells from pluripotent stem cells. The etiology of these immune 
diseases, disorders, and/or conditions may be genetic, somatic, such as cancer and 

30 some autoimmune diseases, acquired (e.g., by chemotherapy or toxins), or infectious. 
Moreover, polynucleotides, polypeptides, antibodies,, and/or agonists or antagonists of 
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the present invention can be used as a marker or detector of a particular immune 
system disease or disorder. 

Polynucleotides, polypeptides, antibodies, and/or agonists or antagonists of the 
present invention may be useful in treating, preventing, and/or diagnosing diseases, 
5 disorders, and/or conditions of hematopoietic cells. Polynucleotides, polypeptides, 
antibodies, and/or agonists or antagonists of the present invention could be used to 
increase differentiation and proliferation of hematopoietic cells, including the 
pluripotent stem cells, in an effort to treat or prevent those diseases, disorders, and/or 
conditions associated with a decrease in certain (or many) types hematopoietic cells. 

10 Examples of immunologic deficiency syndromes include, but are not limited to: 
blood protein diseases, disorders, and/or conditions (e.g., agammaglobulinemia, 
dysgammaglobulinemia), ataxia telangiectasia, common variable immunodeficiency, 
Digeorge Syndrome, HIV infection, HTLV-BLV infection, leukocyte adhesion 
deficiency syndrome, lymphopenia, phagocyte bactericidal dysfunction, severe 

15 combined immunodeficiency (SCIDs), Wiskott-Aldrich Disorder, anemia, 
thrombocytopenia, or hemoglobinuria. 

Moreover, polynucleotides, polypeptides, antibodies, and/or agonists or 
antagonists of the present invention could also be used to modulate hemostatic (the 
stopping of bleeding) or thrombolytic activity (clot formation). For example, by 

20 increasing hemostatic or thrombolytic activity, polynucleotides or polypeptides, 
and/or^agonists or antagonists of the present invention could be used to treat or 
prevent blood coagulation diseases, disorders, and/or conditions (e.g., 
afibrinogenemia, factor deficiencies), blood platelet diseases, disorders, and/or 
conditions (e.g., thrombocytopenia), or wounds resulting from trauma, surgery, or 

25 other causes. Alternatively, polynucleotides, polypeptides, antibodies, and/or agonists 
or antagonists of the present invention that can decrease hemostatic or thrombolytic 
activity could be used to inhibit or dissolve clotting. These molecules could be 
important in the treatment or prevention of heart attacks (infarction), strokes, or 
scarring. 

30 The polynucleotides, polypeptides, antibodies, and/or agonists or antagonists 

of the present invention may be useful in treating, preventing, and/or diagnosing 
autoimmune disorders. Many autoimmune disorders result from inappropriate 
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recognition of self as foreign material by immune cells. This inappropriate 
recognition results in an immune response leading to the destruction of the host tissue. 
Therefore, the administration of polynucleotides and polypeptides of the invention 
that can inhibit an immune response, particularly the proliferation, differentiation, or 
5 chemotaxis of T-cells, may be an effective therapy in preventing autoimmune 
disorders. 

Autoimmune diseases or disorders that may be treated, prevented, and/or 
diagnosed by polynucleotides, polypeptides, antibodies, and/or agonists or antagonists 
of the present invention include, but are not limited to, one or more of the following: 

10 autoimmune hemolytic anemia, autoimmune neonatal thrombocytopenia, idiopathic 
thrombocytopenia purpura, autoimmunocytopenia, hemolytic anemia, 
antiphospholipid syndrome, dermatitis, allergic encephalomyelitis, myocarditis, 
relapsing polychondritis, rheumatic heart disease, glomerulonephritis (e.g, IgA 
nephropathy), Multiple Sclerosis, Neuritis, Uveitis Ophthalmia, 

15 Polyendocrinopathies, Purpura (e.g., Henloch-Scoenlein purpura), Reiter's Disease, 
Stiff-Man Syndrome, Autoimmune Pulmonary Inflammation, Autism, Guillain-Barre 
Syndrome, insulin dependent diabetes mellitis, and autoimmune inflammatory eye, 
autoimmune thyroiditis, hypothyroidism (i.e., Hashimoto's thyroiditis, systemic lupus 
erythematosus, Goodpasture's syndrome, Pemphigus, Receptor autoimmunities such 

20 as, for example, (a) Graves' Disease, (b) Myasthenia Gravis, and (c) insulin 
resistance, autoimmune hemolytic anemia, autoimmune thrombocytopenic purpura, 
rheumatoid arthritis, schleroderma with anti-collagen antibodies, mixed connective 
tissue disease, polymyositis/dermatomyositis, pernicious anemia, idiopathic Addison's 
disease, infertility, glomerulonephritis such as primary glomerulonephritis and IgA 

25 nephropathy, bullous pemphigoid, Sjogren's syndrome, diabetes millitus, and 
adrenergic drug resistance (including adrenergic drug resistance with asthma or cystic 
fibrosis), chronic active hepatitis, primary biliary cirrhosis, other endocrine gland 
failure, vitiligo, vasculitis, post-MI, cardiotomy syndrome, urticaria, atopic dermatitis, 
asthma, inflammatory myopathies, and other inflammatory, granulamatous, 

30 degenerative, and atrophic disorders. 

Additional autoimmune disorders (that are probable) that may be treated, 
prevented, and/or diagnosed with the compositions of the invention include, but are 
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not limited to, rheumatoid arthritis (often characterized, e.g., by immune complexes in 
joints), scleroderma with anti-collagen antibodies (often characterized, e.g., by 
nucleolar and other nuclear antibodies), mixed connective tissue disease (often 
characterized, e.g., by antibodies to extractable nuclear antigens (e.g., 
5 ribonucleoprotein)), polymyositis (often characterized, e.g., by nonhistone ANA), 
pernicious anemia (often characterized, e.g., by antiparietal cell, microsomes, and 
intrinsic factor antibodies), idiopathic Addison's disease (often characterized, e.g., by 
humoral and cell-mediated adrenal cytotoxicity, infertility (often characterized, e.g., 
by antispermatozoal antibodies), glomerulonephritis (often characterized, e.g., by 

10 glomerular basement membrane antibodies or immune complexes), bullous 
pemphigoid (often characterized, e.g., by IgG and complement in basement 
membrane), Sjogren's syndrome (often characterized, e.g., by multiple tissue 
antibodies, and/or a specific nonhistone ANA (SS-B)), diabetes millitus (often 
characterized, e.g., by cell-mediated and humoral islet cell antibodies), and adrenergic 

15 drug resistance (including adrenergic drug resistance with asthma or cystic fibrosis) 
(often characterized, e.g., by beta-adrenergic receptor antibodies). 

Additional autoimmune disorders (that are possible) that may be treated, 
prevented, and/or diagnosed with the compositions of the invention include, but are 
not limited to, chronic active hepatitis (often characterized, e.g., by smooth muscle 

20 antibodies), primary biliary cirrhosis (often characterized, e.g., by mitchondrial 
antibodies), other endocrine gland failure (often characterized, e.g., by specific tissue 
antibodies in some cases), vitiligo (often characterized, e.g., by melanocyte 
antibodies), vasculitis (often characterized, e.g., by Ig and complement in vessel walls 
and/or low serum complement), post-MI (often characterized, e.g., by myocardial 

25 antibodies), cardiotomy syndrome (often characterized, e.g., by myocardial 
antibodies), urticaria (often characterized, e.g., by IgG and IgM antibodies to IgE), 
atopic dermatitis (often characterized, e.g., by IgG and IgM antibodies to IgE), asthma 
(often characterized, e.g., by IgG and IgM antibodies to IgE), and many other 
inflammatory, granulamatous, degenerative, and atrophic disorders. 

30 In a preferred embodiment, the autoimmune diseases and disorders and/or 

conditions associated with the diseases and disorders recited above are treated, 
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prevented, and/or diagnosed using for example, antagonists or agonists, polypeptides 
or polynucleotides, or antibodies of the present invention. 

In a preferred embodiment polynucleotides, polypeptides, antibodies, and/or 
agonists or antagonists of the present invention could be used as an agent to boost 
5 immunoresponsiveness among B cell and/or T cell immunodeficient individuals. 
B cell immunodeficiencies that may be ameliorated or treated by 
administering the polypeptides or polynucleotides of the invention, and/or agonists 
thereof, include, but are not limited to, severe combined immunodeficiency (SCID)-X 
linked, SCID-autosomal, adenosine deaminase deficiency (ADA deficiency), X- 

10 linked agammaglobulinemia (XLA), Bruton's disease, congenital 

agammaglobulinemia, X-linked infantile agammaglobulinemia, acquired 
agammaglobulinemia, adult onset agammaglobulinemia, late-onset 
agammaglobulinemia, dysgammaglobulinemia, hypogammaglobulinemia, transient 
hypogammaglobulinemia of infancy, unspecified hypogammaglobulinemia, 

1 5 agammaglobulinemia, common variable immunodeficiency (CVI) (acquired), 

Wiskott-Aldrich Syndrome (WAS), X-linked immunodeficiency with hyper IgM, non 
X-linked immunodeficiency with hyper IgM, selective IgA deficiency, IgG subclass 
deficiency (with or without IgA deficiency), antibody deficiency with normal or 
elevated Igs, immunodeficiency with thymoma, Ig heavy chain deletions, kappa 

20 chain deficiency, B cell lymphoproliferative disorder (BLPD), selective IgM 
immunodeficiency, recessive agammaglobulinemia (Swiss type), reticular 
dysgenesis, neonatal neutropenia, severe congenital leukopenia, thymic 
alymophoplasia-aplasia or dysplasia with immunodeficiency, ataxia-telangiectasia, 
short limbed dwarfism, X-linked lymphoproliferative syndrome (XLP), Nezelof 

25 syndrome-combined immunodeficiency with Igs, purine nucleoside phosphorylase 
deficiency (PNP), MHC Class II deficiency (Bare Lymphocyte Syndrome) and 
severe combined immunodeficiency. 

T cell deficiencies that may be ameliorated or treated by administering the 
polypeptides or polynucleotides of the invention, and/or agonists thereof include, but 

30 are not limited to, for example, DiGeorge anomaly, thymic hypoplasia, third and 
fourth pharyngeal pouch syndrome, 22qll.2 deletion, chronic mucocutaneous 
candidiasis, natural killer cell deficiency (NK), idiopathic CD4+ T-lymphocytopenia, 
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immunodeficiency with predominant T cell defect (unspecified), and unspecified 
immunodeficiency of cell mediated immunity. In specific embodiments, DiGeorge 
anomaly or conditions associated with DiGeorge anomaly are ameliorated or treated 
by, for example, administering the polypeptides or polynucleotides of the invention, 
5 or antagonists or agonists thereof. 

Other immunodeficiencies that may be ameliorated or treated by administering 
polypeptides or polynucleotides of the invention, and/or agonists thereof, include, but 
are not limited to, severe combined immunodeficiency (SCED; e.g., X-linked SCID, 
autosomal SCID, and adenosine deaminase deficiency), ataxia-telangiectasia, 

10 Wiskott-Aldrich syndrome, short- limber dwarfism, X-linked lymphoproliferative 
syndrome (XLP), Nezelof syndrome (e.g., purine nucleoside phosphorylase 
deficiency), MHC Class II deficiency. In specific embodiments, ataxia-telangiectasia 
or conditions associated with ataxia-telangiectasia are ameliorated or treated by 
administering the polypeptides or polynucleotides of the invention, and/or agonists 

1 5 thereof. 

In a specific preferred embodiment, rheumatoid arthritis is treated, prevented, 
and/or diagnosed using polynucleotides, polypeptides, antibodies, and/or agonists or 
antagonists of the present invention. In another specific preferred embodiment, 
systemic lupus erythemosus is treated, prevented, and/or diagnosed using 

20 polynucleotides, polypeptides, antibodies, and/or agonists or antagonists of the 
present invention. In another specific preferred embodiment, idiopathic 
thrombocytopenia purpura is treated, prevented, and/or diagnosed using 
polynucleotides, polypeptides, antibodies, and/or agonists or antagonists of the 
present invention. In another specific preferred embodiment IgA nephropathy is 

25 treated, prevented, and/or diagnosed using polynucleotides, polypeptides, antibodies, 
and/or agonists or antagonists of the present invention. In a preferred embodiment, the 
autoimmune diseases and disorders and/or conditions associated with the diseases and 
disorders recited above are treated, prevented, and/or diagnosed using antibodies 
against the protein of the invention. 

30 Similarly, allergic reactions and conditions, such as asthma (particularly 

allergic asthma) or other respiratory problems, may also be treated, prevented, and/or 
diagnosed using polypeptides, antibodies, or polynucleotides of the invention, and/or 
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agonists or antagonists thereof. Moreover, these molecules can be used to treat, 
prevent, and/or diagnose anaphylaxis, hypersensitivity to an antigenic molecule, or 
blood group incompatibility. 

Moreover, inflammatory conditions may also be treated, diagnosed, and/or 
5 prevented with polynucleotides, polypeptides, antibodies, and/or agonists or 
antagonists of the present invention. Such inflammatory conditions include, but are 
not limited to, for example, respiratory disorders (such as, e.g., asthma and allergy); 
gastrointestinal disorders (such as, e.g., inflammatory bowel disease); cancers (such 
as, e.g., gastric, ovarian, lung, bladder, liver, and breast); CNS disorders (such as, e.g., 

10 multiple sclerosis, blood-brain barrier permeability, ischemic brain injury and/or 
stroke, traumatic brain injury, neurodegenerative disorders (such as, e.g., Parkinson's 
disease and Alzheimer's disease), AIDS-related dementia, and prion disease); 
cardiovascular disorders (such as, e.g., atherosclerosis, myocarditis, cardiovascular 
disease, and cardiopulmonary bypass complications); as well as many additional 

15 diseases, conditions, and disorders that are characterized by inflammation (such as, 
e.g., chronic hepatitis (B and C), rheumatoid arthritis, gout, trauma, septic shock, 
pancreatitis, sarcoidosis, dermatitis, renal ischemia-reperfusion injury, Grave's 
disease, systemic lupus erythematosis, diabetes mellitus (i.e., type 1 diabetes), and 
allogenic transplant rejection). 

20 In specific embodiments, polypeptides, antibodies, or polynucleotides of the 

invention, and/or agonists or antagonists thereof, are useful to treat, diagnose, and/or 
prevent transplantation rejections, graft-versus-host disease, autoimmune and 
inflammatory diseases (e.g., immune complex-induced vasculitis, glomerulonephritis, 
hemolytic anemia, myasthenia gravis, type II collagen-induced arthritis, experimental 

25 allergic and hyperacute xenograft rejection, rheumatoid arthritis, and systemic lupus 
erythematosus (SLE). Organ rejection occurs by host immune cell destruction of the 
transplanted tissue through an immune response. Similarly, an immune response is 
also involved in GVHD, but, in this case, the foreign transplanted immune cells 
destroy the host tissues. Polypeptides, antibodies, or polynucleotides of the invention, 

30 and/or agonists or antagonists thereof, that inhibit an immune response, particularly 
the activation, proliferation, differentiation, or chemotaxis of T-cells, may be an 
effective therapy in preventing organ rejection or GVHD. 
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Similarly, polynucleotides, polypeptides, antibodies, and/or agonists or 
antagonists of the present invention may also be used to modulate and/or diagnose 
inflammation. For example, since polypeptides, antibodies, or polynucleotides of the 
invention, and/or agonists or antagonists of the invention may inhibit the activation, 
5 proliferation and/or differentiation of cells involved in an inflammatory response, 
these molecules can be used to treat, diagnose, or prognose, inflammatory conditions, 
both chronic and acute conditions, including, but not limited to, inflammation 
associated with infection (e.g., septic shock, sepsis, or systemic inflammatory 
response syndrome (SIRS)), ischemia-reperfusion injury, endotoxin lethality, arthritis, 

10 complement-mediated hyperacute rejection, nephritis, cytokine or chemokine induced 
lung injury, inflammatory bowel disease, Crohn's disease, and resulting from over 
production of cytokines (e.g., TNF or IL-L). 

Polypeptides, antibodies, polynucleotides and/or agonists or antagonists of the 
invention can be used to treat, detect, and/or prevent infectious agents. For example, 

15 by increasing the immune response, particularly increasing the proliferation activation 
and/or differentiation of B and/or T cells, infectious diseases may be treated, detected, 
and/or prevented. The immune response may be increased by either enhancing an 
existing immune response, or by initiating a new immune response. Alternatively, 
polynucleotides, polypeptides, antibodies, and/or agonists or antagonists of the 

20 present invention may also directly inhibit the infectious agent (refer to section of 
application listing infectious agents, etc), without necessarily eliciting an immune 
response. 

Additional preferred embodiments of the invention include, but are not limited 
to, the use of polypeptides, antibodies, polynucleotides and/or agonists or antagonists 
25 in the following applications: 

Administration to an animal (e.g., mouse, rat, rabbit, hamster, guinea pig, pigs, 
micro-pig, chicken, camel, goat, horse, cow, sheep, dog, cat, non-human primate, and 
human, most preferably human) to boost the immune system to produce increased 
quantities of one or more antibodies (e.g., IgG, IgA, IgM, and IgE), to induce higher 
30 affinity antibody production (e.g., IgG, IgA, IgM, and IgE), and/or to increase an 
immune response. 
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Administration to an animal (including, but not limited to, those listed above, 
and also including transgenic animals) incapable of producing functional endogenous 
antibody molecules or having an otherwise compromised endogenous immune 
system, but which is capable of producing human immunoglobulin molecules by 
5 means of a reconstituted or partially reconstituted immune system from another 
animal (see, e.g., published PCT Application Nos. W098/24893, WO/9634096, 
WO/9633735, and WO/91 10741. 

A vaccine adjuvant that enhances immune responsiveness to specific antigen. 
An adjuvant to enhance tumor-specific immune responses. 

10 An adjuvant to enhance anti-viral immune responses. Anti-viral immune 

responses that may be enhanced using the compositions of the invention as an 
adjuvant, include virus and virus associated diseases or symptoms described herein or 
otherwise known in the art. In specific embodiments, the compositions of the 
invention are used as an adjuvant to enhance an immune response to a virus, disease, 

15 or symptom selected from the group consisting of: AIDS, meningitis, Dengue, EBV, 
and hepatitis (e.g., hepatitis B). In another specific embodiment, the compositions of 
the invention are used as an adjuvant to enhance an immune response to a virus, 
disease, or symptom selected from the group consisting of: HIV/ AIDS, Respiratory 
syncytial virus, Dengue, Rotavirus, Japanese B encephalitis, Influenza A and B, 

20 Parainfluenza, Measles, Cytomegalovirus, Rabies, Junin, Chikungunya, Rift Valley 
fever, Herpes simplex, and yellow fever. 

An adjuvant to enhance anti-bacterial or anti-fungal immune responses. Anti- 
bacterial or anti-fungal immune responses that may be enhanced using the 
compositions of the invention as an adjuvant, include bacteria or fungus and bacteria 

25 or fungus associated diseases or symptoms described herein or otherwise known in 
the art. In specific embodiments, the compositions of the invention are used as an 
adjuvant to enhance an immune response to a bacteria or fungus, disease, or symptom 
selected from the group consisting of: tetanus, Diphtheria, botulism, and meningitis 
type B. In another specific embodiment, the compositions of the invention are used as 

30 an adjuvant to enhance an immune response to a bacteria or fungus, disease, or 
symptom selected from the group consisting of: Vibrio cholerae, Mycobacterium 
leprae, Salmonella typhi, Salmonella paratyphi, Meisseria meningitidis, 
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Streptococcus pneumoniae, Group B streptococcus, Shigella spp., Enterotoxigenic 
Escherichia coli f Enterohemorrhagic E. coli, Borrelia burgdorferi, and Plasmodium 
(malaria). 

An adjuvant to enhance anti-parasitic immune responses. Anti-parasitic 
5 immune responses that may be enhanced using the compositions of the invention as 
an adjuvant, include parasite and parasite associated diseases or symptoms described 
herein or otherwise known in the art. In specific embodiments, the compositions of 
the invention are used as an adjuvant to enhance an immune response to a parasite. In 
another specific embodiment, the compositions of the invention are used as an 
1 0 adjuvant to enhance an immune response to Plasmodium (malaria). 
As a stimulator of B cell responsiveness to pathogens. 
As an activator of T cells. 

As an agent that elevates the immune status of an individual prior to their 
receipt of immunosuppressive therapies. 
15 As an agent to induce higher affinity antibodies. 

As an agent to increase serum immunoglobulin concentrations. 
As an agent to accelerate recovery of immunocompromised individuals. 
As an agent to boost immunoresponsiveness among aged populations. 
As an immune system enhancer prior to, during, or after bone marrow 
20 transplant and/or other transplants (e.g., allogeneic or xenogeneic organ 
- transplantation). With respect to transplantation, compositions of the invention may 
be administered prior to, concomitant with, and/or after transplantation. In a specific 
embodiment, compositions of the invention are administered after transplantation, 
prior to the beginning of recovery of T-cell populations. In another specific 
25 embodiment, compositions of the invention are first administered after transplantation 
after the beginning of recovery of T cell populations, but prior to full recovery of B 
cell populations. 

As an agent to boost immunoresponsiveness among individuals having an 
acquired loss of B cell function. Conditions resulting in an acquired loss of B cell 
30 function that may be ameliorated or treated by administering the polypeptides, 
antibodies, polynucleotides and/or agonists or antagonists thereof, include, but are 
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not limited to, HTV Infection, AIDS, bone marrow transplant, and B cell chronic 
lymphocytic leukemia (CLL). 

As an agent to boost immunoresponsiveness among individuals having a 
temporary immune deficiency. Conditions resulting in a temporary immune 
5 deficiency that may be ameliorated or treated by administering the polypeptides, 
antibodies, polynucleotides and/or agonists or antagonists thereof, include, but are 
not limited to, recovery from viral infections (e.g., influenza), conditions associated 
with malnutrition, recovery from infectious mononucleosis, or conditions associated 
with stress, recovery from measles, recovery from blood transfusion, recovery from 
10 surgery. 

As a regulator of antigen presentation by monocytes, dendritic cells, and/or 
B-cells. In one embodiment, polynucleotides, polypeptides, antibodies, and/or 
agonists or antagonists of the present invention enhance antigen presentation or 
antagonizes antigen presentation in vitro or in vivo. Moreover, in related 
15 embodiments, said enhancement or antagonization of antigen presentation may be 
useful as an anti-tumor treatment or to modulate the immune system. 

As an agent to direct an individuals immune system towards development of a 
humoral response (i.e. TH2) as opposed to a TH1 cellular response. 

As a means to induce tumor proliferation and thus make it more susceptible to 
20 antineoplastic agents. For example, multiple myeloma is a slowly dividing disease 
and is thus refractory to virtually all antineoplastic regimens. If these cells were 
forced to proliferate more rapidly their susceptibility profile would likely change. 

As a stimulator of B cell production in pathologies such as ADDS, chronic 
lymphocyte disorder and/or Common Variable Immunodificiency. 
25 As a therapy for generation and/or regeneration of lymphoid tissues following 

surgery, trauma or genetic defect.. 

As a gene-based therapy for genetically inherited disorders resulting in 
immuno-incompetence such as observed among SCDD patients. 

As an antigen for the generation of antibodies to inhibit or enhance immune 
30 mediated responses against polypeptides of the invention. 
As a means of activating T cells. 
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As a means of activating monocytes/macrophages to defend against parasitic 
diseases that effect monocytes such as Leshmania. 

As pretreatment of bone marrow samples prior to transplant. Such treatment 
would increase B cell representation and thus accelerate recover. 
5 As a means of regulating secreted cytokines that are elicited by polypeptides 

of the invention. 

Additionally, polypeptides or polynucleotides of the invention, and/or agonists 
thereof, may be used to treat or prevent IgE-mediated allergic reactions. Such allergic 
reactions include, but are not limited to, asthma, rhinitis, and eczema. 
10 All of the above described applications as they may apply to veterinary 

medicine. 

Antagonists of the invention include, for example, binding and/or inhibitory 
antibodies, antisense nucleic acids, or ribozymes. These would be expected to reverse 
many of the activities of the ligand described above as well as find clinical or 
1 5 practical application as: 

A means of blocking various aspects of immune responses to foreign agents or 
self. Examples include autoimmune disorders such as lupus, and arthritis, as well as 
immunoresponsiveness to skin allergies, inflammation, bowel disease, injury and 
pathogens. 

20 A therapy for preventing the B cell proliferation and Ig secretion associated 

* with-autoimmune diseases such as idiopathic thrombocytopenic purpura, systemic 
lupus erythramatosus and MS. 

An inhibitor of B and/or T cell migration in endothelial cells. This activity 
disrupts tissue architecture or cognate responses and is useful, for example in 
25 disrupting immune responses, and blocking sepsis. 

An inhibitor of graft versus host disease or transplant rejection. 
A therapy for B cell and/or T cell malignancies such as ALL, Hodgkins 
disease, non-Hodgkins lymphoma, Chronic lymphocyte leukemia, plasmacytomas, 
multiple myeloma, Burkitt's lymphoma, and EBV-transformed diseases. 
30 A therapy for chronic hypergammaglobulinemeia evident in such diseases as 

monoclonal gammopathy of undetermined significance (MGUS), Waldenstrom's 
disease, related idiopathic monoclonalgammopathies, and plasmacytomas. 
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A therapy for decreasing cellular proliferation of Large B-cell Lymphomas. 

A means of decreasing the involvement of B cells and Ig associated with 
Chronic Myelogenous Leukemia. 

An immunosuppressive agent(s). 
5 Polynucleotides, polypeptides, antibodies, and/or agonists or antagonists of the 

present invention may be used to modulate IgE concentrations in vitro or in vivo. 

In another embodiment, administration of polypeptides, antibodies, 
polynucleotides and/or agonists or antagonists of the invention, may be used to treat 
or prevent IgE-mediated allergic reactions including, but not limited to, asthma, 
10 rhinitis, and eczema. 

The agonists and antagonists may be employed in a composition with a 
pharmaceutically acceptable carrier, e.g., as described herein. 

The agonists or antagonists may be employed for instance to inhibit 
polypeptide chemotaxis and activation of macrophages and their precursors, and of 
15 neutrophils, basophils, B lymphocytes and some T-cell subsets, e.g., activated and 
CD8 cytotoxic T cells and natural killer cells, in certain auto-immune and chronic 
inflammatory and infective diseases. Examples of autoimmune diseases are described 
herein and include multiple sclerosis, and insulin-dependent diabetes. The 
antagonists or agonists may also be employed to treat infectious diseases including 
20 silicosis, sarcoidosis, idiopathic pulmonary fibrosis by, for example, preventing the 
recruitment and activation of mononuclear phagocytes. They may also be employed 
to treat idiopathic hyper-eosinophilic syndrome by, for example, preventing 
eosinophil production and migration. The antagonists or agonists or may also be 
employed for treating atherosclerosis, for example, by preventing monocyte 
25 infiltration in the artery wall. 

Antibodies against polypeptides of the invention may be employed to treat 

ARDS. 

Agonists and/or antagonists of the invention also have uses in stimulating 
wound and tissue repair, stimulating angiogenesis, stimulating the repair of vascular 
30 or lymphatic diseases or disorders. Additionally, agonists and antagonists of the 
invention may be used to stimulate the regeneration of mucosal surfaces. 
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In a specific embodiment, polynucleotides or polypeptides, and/or agonists 
thereof are used to treat or prevent a disorder characterized by primary or acquired 
immunodeficiency, deficient serum immunoglobulin production, recurrent infections, 
and/or immune system dysfunction. Moreover, polynucleotides or polypeptides, 
5 and/or agonists thereof may be used to treat or prevent infections of the joints, bones, 
skin, and/or parotid glands, blood-borne infections (e.g., sepsis, meningitis, septic 
arthritis, and/or osteomyelitis), autoimmune diseases (e.g., those disclosed herein), 
inflammatory disorders, and malignancies, and/or any disease or disorder or condition 
associated with these infections, diseases, disorders and/or malignancies) including, 

10 but not limited to, CVTD, other primary immune deficiencies, HIV disease, CLL, 
recurrent bronchitis, sinusitis, otitis media, conjunctivitis, pneumonia, hepatitis, 
meningitis, herpes zoster (e.g., severe herpes zoster), and/or Pneumocystis carnii. 

In another embodiment, polynucleotides, polypeptides, antibodies, and/or 
agonists or antagonists of the present invention are used to treat, and/or diagnose an 

15 individual having common variable immunodeficiency disease ("CVTD"; also known 
as "acquired agammaglobulinemia" and "acquired hypogammaglobulinemia") or a 
subset of this disease. 

In a specific embodiment, polynucleotides, polypeptides, antibodies, and/or 
agonists or antagonists of the present invention may be used to treat, diagnose, and/or 

20 prevent (1) cancers or neoplasms and (2) autoimmune cell or tissue-related cancers or 
neoplasms. In a preferred embodiment, polynucleotides, polypeptides, antibodies, 
and/or agonists or antagonists of the present invention conjugated to a toxin or a 
radioactive isotope, as described herein, may be used to treat, diagnose, and/or 
prevent acute myelogeneous leukemia. In a further preferred embodiment, 

25 polynucleotides, polypeptides, antibodies, and/or agonists or antagonists of the 
present invention conjugated to a toxin or a radioactive isotope, as described herein, 
may be used to treat, diagnose, and/or prevent, chronic myelogeneous leukemia, 
multiple myeloma, non-Hodgkins lymphoma, and/or Hodgkins disease. 

In another specific embodiment, polynucleotides or polypeptides, and/or 

30 agonists or antagonists of the invention may be used to treat, diagnose, prognose, 
and/or prevent selective IgA deficiency, myeloperoxidase deficiency, C2 deficiency, 
ataxia-telangiectasia, DiGeorge anomaly, common variable immunodeficiency (CVI), 
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X-linked agammaglobulinemia, severe combined immunodeficiency (SCED), chronic 
granulomatous disease (CGD), and Wiskott-Aldrich syndrome. 

Examples of autoimmune disorders that can be treated or detected are described 
above and also include, but are not limited to: Addison's Disease, hemolytic anemia, 
5 antiphospholipid syndrome, rheumatoid arthritis, dermatitis, allergic 
encephalomyelitis, glomerulonephritis, Goodpasture's Syndrome, Graves' Disease, 
Multiple Sclerosis, Myasthenia Gravis, Neuritis, Ophthalmia, Bullous Pemphigoid, 
Pemphigus, Polyendocrinopathies, Purpura, Reiter's Disease, Stiff-Man Syndrome, 
Autoimmune Thyroiditis, Systemic Lupus Erythematosus, Autoimmune Pulmonary 

10 Inflammation, Guillain-Barre Syndrome, insulin dependent diabetes mellitis, and 
autoimmune inflammatory eye disease. 

In a preferred embodiment, the autoimmune diseases and disorders and/or 
conditions associated with the diseases and disorders recited above are treated, 
prognosed, prevented, and/or diagnosed using antibodies against the polypeptide of 

15 the invention. 

As an agent to boost immunoresponsiveness among B cell immunodeficient 
individuals, such as, for example, an individual who has undergone a partial or 
complete splenectomy. 

Additionally, polynucleotides, polypeptides, and/or antagonists of the 

20 invention may affect apoptosis, and therefore, would be useful in treating a number of 
diseases associated with increased cell survival or the inhibition of apoptosis. For 
example, diseases associated with increased cell survival or the inhibition of apoptosis 
that could be treated or detected by polynucleotides, polypeptides, and/or antagonists 
of the invention, include cancers (such as follicular lymphomas, carcinomas with p53 

25 mutations, and hormone-dependent tumors, including, but not limited to colon cancer, 
cardiac tumors, pancreatic cancer, melanoma, retinoblastoma, glioblastoma, lung 
cancer, intestinal cancer, testicular cancer, stomach cancer, neuroblastoma, myxoma, 
myoma, lymphoma, endothelioma, osteoblastoma, osteoclastoma, osteosarcoma, 
chondrosarcoma, adenoma, breast cancer, prostate cancer, Kaposi's sarcoma and 

30 ovarian cancer); autoimmune disorders (such as, multiple sclerosis, Sjogren's 
syndrome, Hashimoto's thyroiditis, biliary cirrhosis, Behcet's disease, Crohn's 
disease, polymyositis, systemic lupus erythematosus and immune-related 
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glomerulonephritis and rheumatoid arthritis) and viral infections (such as herpes 
viruses, pox viruses and adenoviruses), inflammation, graft v. host disease, acute graft 
rejection, and chronic graft rejection. In preferred embodiments, polynucleotides, 
polypeptides, and/or antagonists of the invention are used to inhibit growth, 
5 progression, and/or metastisis of cancers, in particular those listed above. 

Additional diseases or conditions associated with increased cell survival that 
could be treated or detected by polynucleotides, polypeptides, and/or antagonists of 
the invention, include, but are not limited to, progression, and/or metastases of 
malignancies and related disorders such as leukemia (including acute leukemias (e.g., 

10 acute lymphocytic leukemia, acute myelocytic leukemia (including myeloblasts, 
promyelocyte, myelomonocytic, monocytic, and erythroleukemia)) and chronic 
leukemias (e.g., chronic myelocytic (granulocytic) leukemia and chronic lymphocytic 
leukemia)), polycythemia vera, lymphomas (e.g., Hodgkin's disease and 
non-Hodgkin's disease), multiple myeloma, Waldenstrom's macroglobulinemia, heavy 

15 chain disease, and solid tumors including, but not limited to, sarcomas and 
carcinomas such as fibrosarcoma, myxosarcoma, liposarcoma, chondrosarcoma, 
osteogenic sarcoma, chordoma, angiosarcoma, endotheliosarcoma, 
lymphangiosarcoma, lymphangioendotheliosarcoma, synovioma, mesothelioma, 
Ewing's tumor, leiomyosarcoma, rhabdomyosarcoma, colon carcinoma, pancreatic 

20 cancer, breast cancer, ovarian cancer, prostate cancer, squamous cell carcinoma, basal 
cell carcinoma, adenocarcinoma, sweat gland carcinoma, sebaceous gland carcinoma, 
papillary carcinoma, papillary adenocarcinomas, cystadenocarcinoma, medullary 
carcinoma, bronchogenic carcinoma, renal cell carcinoma, hepatoma, bile duct 
carcinoma, choriocarcinoma, seminoma, embryonal carcinoma, Wilm's tumor, 

25 cervical cancer, testicular tumor, lung carcinoma, small cell lung carcinoma, bladder 
carcinoma, epithelial carcinoma, glioma, astrocytoma, medulloblastoma, 
craniopharyngioma, ependymoma, pinealoma, hemangioblastoma, acoustic neuroma, 
oligodendroglioma, menangioma, melanoma, neuroblastoma, and retinoblastoma. 

Diseases associated with increased apoptosis that could be treated or detected 

30 by polynucleotides, polypeptides, and/or antagonists of the invention, include AIDS; 
neurodegenerative disorders (such as Alzheimer's disease, Parkinson's disease, 
Amyotrophic lateral sclerosis, Retinitis pigmentosa, Cerebellar degeneration and 
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brain tumor or prior associated disease); autoimmune disorders (such as, multiple 
sclerosis, Sjogren's syndrome, Hashimoto's thyroiditis, biliary cirrhosis, Behcet's 
disease, Crohn's disease, polymyositis, systemic lupus erythematosus and immune- 
related glomerulonephritis and rheumatoid arthritis) myelodysplastic syndromes (such 
5 as aplastic anemia), graft v. host disease, ischemic injury (such as that caused by 
myocardial infarction, stroke and reperfusion injury), liver injury (e.g., hepatitis 
related liver injury, ischemia/reperfusion injury, cholestosis (bile duct injury) and 
liver cancer); toxin-induced liver disease (such as that caused by alcohol), septic 
shock, cachexia and anorexia. 

10 Hyperproliferative diseases and/or disorders that could be detected and/or 

treated by polynucleotides, polypeptides, and/or antagonists of the invention, include, 
but are not limited to neoplasms located in the: liver, abdomen, bone, breast, digestive 
system, pancreas, peritoneum, endocrine glands (adrenal, parathyroid, pituitary, 
testicles, ovary, thymus, thyroid), eye, head and neck, nervous (central and 

15 peripheral), lymphatic system, pelvic, skin, soft tissue, spleen, thoracic, and 
urogenital. 

Similarly, other hyperproliferative disorders can also be treated or detected by 
polynucleotides, polypeptides, and/or antagonists of the invention. Examples of such 
hyperproliferative disorders include, but are not limited to: 
20 hypergammaglobulinemia, lymphoproliferative disorders, paraproteinemias, purpura, 
sarcoidosis, Sezary Syndrome, Waldenstron's Macroglobulinemia, Gaucher's 
Disease, histiocytosis, and any other hyperproliferative disease, besides neoplasia, 
located in an organ system listed above. 

25 Hyperproliferative Disorders 

A polynucleotides or polypeptides, or agonists or antagonists of the invention 
can be used to treat, prevent, and/or diagnose hyperproliferative diseases, disorders, 
and/or conditions, including neoplasms. A polynucleotides or polypeptides, or 
agonists or antagonists of the present invention may inhibit the proliferation of the 
30 disorder through direct or indirect interactions. Alternatively, a polynucleotides or 
polypeptides, or agonists or antagonists of the present invention may proliferate other 
cells which can inhibit the hyperproliferative disorder. 
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For example, by increasing an immune response, particularly increasing 
antigenic qualities of the hyperproliferative disorder or by proliferating, 
differentiating, or mobilizing T-cells, hyperproliferative diseases, disorders, and/or 
conditions can be treated, prevented, and/or diagnosed. This immune response may 
5 be increased by either enhancing an existing immune response, or by initiating a new 
immune response. Alternatively, decreasing an immune response may also be a 
method of treating, preventing, and/or diagnosing hyperproliferative diseases, 
disorders, and/or conditions, such as a chemotherapeutic agent. 

Examples of hyperproliferative diseases, disorders, and/or conditions that can 
10 be treated, prevented, and/or diagnosed by polynucleotides or polypeptides, or 
agonists or antagonists of the present invention include, but are not limited to 
neoplasms located in the: colon, abdomen, bone, breast, digestive system, liver, 
pancreas, peritoneum, endocrine glands (adrenal, parathyroid, pituitary, testicles, 
ovary, thymus, thyroid), eye, head and neck, nervous (central and peripheral), 
15 lymphatic system, pelvic, skin, soft tissue, spleen, thoracic, and urogenital. 

Similarly, other hyperproliferative diseases, disorders, and/or conditions can 
also be treated, prevented, and/or diagnosed by a polynucleotides or polypeptides, or 
agonists or antagonists of the present invention. Examples of such hyperproliferative 
diseases, disorders, and/or conditions include, but are not limited to: 
20 hypergammaglobulinemia, lymphoproliferative diseases, disorders, and/or conditions, 
paraproteinemias, purpura, sarcoidosis, Sezary Syndrome, Waldenstron's 
Macroglobulinemia, Gaucher's Disease, histiocytosis, and any other 
hyperproliferative disease, besides neoplasia, located in an organ system listed above. 
One preferred embodiment utilizes polynucleotides of the present invention to 
25 inhibit aberrant cellular division, by gene therapy using the present invention, and/or 
protein fusions or fragments thereof. 

Thus, the present invention provides a method for treating or preventing cell 
proliferative diseases, disorders, and/or conditions by inserting into an abnormally 
proliferating cell a polynucleotide of the present invention, wherein said 
30 polynucleotide represses said expression. 

Another embodiment of the present invention provides a method of treating or 
preventing cell-proliferative diseases, disorders, and/or conditions in individuals 
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comprising administration of one or more active gene copies of the present invention 
to an abnormally proliferating cell or cells. In a preferred embodiment, 
polynucleotides of the present invention is a DNA construct comprising a 
recombinant expression vector effective in expressing a DNA sequence encoding said 
5 polynucleotides. In another preferred embodiment of the present invention, the DNA 
construct encoding the poynucleotides of the present invention is inserted into cells to 
be treated utilizing a retrovirus, or more preferrably an adenoviral vector (See G J. 
Nabel, et. ah, PNAS 1999 96: 324-326, which is hereby incorporated by reference). 
In a most preferred embodiment, the viral vector is defective and will not transform 

10 non-proliferating cells, only proliferating cells. Moreover, in a preferred 
embodiment, the polynucleotides of the present invention inserted into proliferating 
cells either alone, or in combination with or fused to other polynucleotides, can then 
be modulated via an external stimulus (i.e. magnetic, specific small molecule, 
chemical, or drug administration, etc.), which acts upon the promoter upstream of said 

1 5 polynucleotides to induce expression of the encoded protein product. As such the 
beneficial therapeutic affect of the present invention may be expressly modulated (i.e. 
to increase, decrease, or inhibit expression of the present invention) based upon said 
external stimulus. 

Polynucleotides of the present invention may be useful in repressing 
20 expression of oncogenic genes or antigens. By "repressing expression of the 
oncogenic genes " is intended the suppression of the transcription of the gene, the 
degradation of the gene transcript (pre-message RNA), the inhibition of splicing, the 
destruction of the messenger RNA, the prevention of the post-translational 
modifications of the protein, the destruction of the protein, or the inhibition of the 
25 normal function of the protein. 

For local administration to abnormally proliferating cells, polynucleotides of 
the present invention may be administered by any method known to those of skill in 
the art including, but not limited to transfection, electroporation, microinjection of 
cells, or in vehicles such as liposomes, lipofectin, or as naked polynucleotides, or any 
30 other method described throughout the specification. The polynucleotide of the 
present invention may be delivered by known gene delivery systems such as, but not 
limited to, retroviral vectors (Gilboa, J. Virology 44:845 (1982); Hocke, Nature 
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320:275 (1986); Wilson, et al., Proc. Natl Acad. Sci. U.S.A. 85:3014), vaccinia virus 
system (Chakrabarty et al., Mol. Cell Biol. 5:3403 (1985) or other efficient DNA 
delivery systems (Yates et al., Nature 313:812 (1985)) known to those skilled in the 
art. These references are exemplary only and are hereby incorporated by reference. 
5 In order to specifically deliver or transfect cells which are abnormally proliferating 
and spare non-dividing cells, it is preferable to utilize a retrovirus, or adenoviral (as 
described in the art and elsewhere herein) delivery system known to those of skill in 
the art. Since host DNA replication is required for retroviral DNA to integrate and 
the retrovirus will be unable to self replicate due to the lack of the retrovirus genes 

10 needed for its life cycle. Utilizing such a retroviral delivery system for 
polynucleotides of the present invention will target said gene and constructs to 
abnormally proliferating cells and will spare the non-dividing normal cells. 

The polynucleotides of the present invention may be delivered directly to cell 
proliferative disorder/disease sites in internal organs, body cavities and the like by use 

15 of imaging devices used to guide an injecting needle directly to the disease site. The 
polynucleotides of the present invention may also be administered to disease sites at 
the time of surgical intervention. 

By "cell proliferative disease" is meant any human or animal disease or 
disorder, affecting any one or any combination of organs, cavities, or body parts, 

20 which is characterized by single or multiple local abnormal proliferations of cells, 
groups of cells, or tissues, whether benign or malignant. 

Any amount of the polynucleotides of the present invention may be 
administered as long as it has a biologically inhibiting effect on the proliferation of 
the treated cells. Moreover, it is possible to administer more than one of the 

25 polynucleotide of the present invention simultaneously to the same site. By 
"biologically inhibiting" is meant partial or total growth inhibition as well as 
decreases in the rate of proliferation or growth of the cells. The biologically 
inhibitory dose may be determined by assessing the effects of the polynucleotides of 
the present invention on target malignant or abnormally proliferating cell growth in 

30 tissue culture, tumor growth in animals and cell cultures, or any other method known 
to one of ordinary skill in the art. 
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The present invention is further directed to antibody-based therapies which 
involve administering of anti-polyp ep tides and anti-polynucleotide antibodies to a 
mammalian, preferably human, patient for treating, preventing, and/or diagnosing one 
or more of the described diseases, disorders, and/or conditions. Methods for 
5 producing anti-polypeptides and anti-polynucleotide antibodies polyclonal and 
monoclonal antibodies are described in detail elsewhere herein. Such antibodies may 
be provided in pharmaceutical^ acceptable compositions as known in the art or as 
described herein. 

A summary of the ways in which the antibodies of the present invention may 

10 be used therapeutically includes binding polynucleotides or polypeptides of the 
present invention locally or systemically in the body or by direct cytotoxicity of the 
antibody, e.g. as mediated by complement (CDC) or by effector cells (ADCC). Some 
of these approaches are described in more detail below. Armed with the teachings 
provided herein, one of ordinary skill in the art will know how to use the antibodies of 

15 the present invention for diagnostic, monitoring or therapeutic purposes without 
undue experimentation. 

In particular, the antibodies, fragments and derivatives of the present invention 
are useful for treating, preventing, and/or diagnosing a subject having or developing 
cell proliferative and/or differentiation diseases, disorders, and/or conditions as 

20 described herein. Such treatment comprises administering a single or multiple doses 
of the antibody, or a fragment, derivative, or a conjugate thereof. 

The antibodies of this invention may be advantageously utilized in 
combination with other monoclonal or chimeric antibodies, or with lymphokines or 
hematopoietic growth factors, for example, which serve to increase the number or 

25 activity of effector cells which interact with the antibodies. 

It is preferred to use high affinity and/or potent in vivo inhibiting and/or 
neutralizing antibodies against polypeptides or polynucleotides of the present 
invention, fragments or regions thereof, for both immunoassays directed to and 
therapy of diseases, disorders, and/or conditions related to polynucleotides or 

30 polypeptides, including fragements thereof, of the present invention. Such antibodies, 
fragments, or regions, will preferably have an affinity for polynucleotides or 
polypeptides, including fragements thereof. Preferred binding affinities include those 
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with a dissociation constant or Kd less than 5X10*^, lO^M, 5X10" 7 M, 10~ 7 M, 5X10* 
8 M, 10* 8 M, 5X10 _9 M, 10 _9 M, 5X10" l0 M, 10* ,0 M, 5X10" H M, 10" l, M, 5X10" 12 M, 10* 
,2 M, 5X10" 13 M, 10" !3 M, 5X10~ ,4 M, 10 ,4 M, 5X10* 15 M, and 10" ,5 M. 

Moreover, polypeptides of the present invention are useful in inhibiting the 
5 angiogenesis of proliferative cells or tissues, either alone, as a protein fusion, or in 
combination with other polypeptides directly or indirectly, as described elsewhere 
herein. In a most preferred embodiment, said anti-angiogenesis effect may be 
achieved indirectly, for example, through the inhibition of hematopoietic, tumor- 
specific cells, such as tumor-associated macrophages (See Joseph IB, et al. J Natl 
10 Cancer Inst, 90(21): 1648-53 (1998), which is hereby incorporated by reference). 
Antibodies directed to polypeptides or polynucleotides of the present invention may 
also result in inhibition of angiogenesis directly, or indirectly (See Witte L, et al., 
Cancer Metastasis Rev. 17(2): 155-61 (1998), which is hereby incorporated by 
reference)). 

15 Polypeptides, including protein fusions, of the present invention, or fragments 

thereof may be useful in inhibiting proliferative cells or tissues through the induction 
of apoptosis. Said polypeptides may act either directly, or indirectly to induce 
apoptosis of proliferative cells and tissues, for example in the activation of a death- 
domain receptor, such as tumor necrosis factor (TNF) receptor- 1, CD95 (Fas/APO-1), 

20 TNF-receptor-related apoptosis-mediated protein (TRAMP) and TNF-related 
. apoptosis-inducing ligand (TRAIL) receptor- 1 and -2 (See Schulze-Osthoff K, et.al., 
Eur J Biochem 254(3):439-59 (1998), which is hereby incorporated by reference). 
Moreover, in another preferred embodiment of the present invention, said 
polypeptides may induce apoptosis through other mechanisms, such as in the 

25 activation of other proteins which will activate apoptosis, or through stimulating the 
expression of said proteins, either alone or in combination with small molecule drugs 
or adjuviants, such as apoptonin, galectins, thioredoxins, antiinflammatory proteins 
(See for example, Mutat Res 400(1 -2):447-55 (1998), Med Hypotheses.50(5):423-33 
(1998), Chem Biol Interact. Apr 24;11 1-1 12:23-34 (1998), J Mol Med.76(6):402-12 

30 (1998), Int J Tissue React;20(l):3-15 (1998), which are all hereby incorporated by 
reference). 
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Polypeptides, including protein fusions to, or fragments thereof, of the present 
invention are useful in inhibiting the metastasis of proliferative cells or tissues. 
Inhibition may occur as a direct result of administering polypeptides, or antibodies 
directed to said polypeptides as described elsewere herein, or indirectly, such as 
activating the expression of proteins known to inhibit metastasis, for example alpha 4 
integrins, (See, e.g., Curr Top Microbiol Immunol 1998;231:125-41, which is hereby 
incorporated by reference). Such thereapeutic affects of the present invention may be 
achieved either alone, or in combination with small molecule drugs or adjuvants. 

In another embodiment, the invention provides a method of delivering 
compositions containing the polypeptides of the invention (e.g., compositions 
containing polypeptides or polypeptide antibodes associated with heterologous 
polypeptides, heterologous nucleic acids, toxins, or prodrugs) to targeted cells 
expressing the polypeptide of the present invention. Polypeptides or polypeptide 
antibodes of the invention may be associated with with heterologous polypeptides, 
heterologous nucleic acids, toxins, or prodrugs via hydrophobic, hydrophilic, ionic 
and/or covalent interactions. 

Polypeptides, protein fusions to, or fragments thereof, of the present invention are 
useful in enhancing the immunogenicity and/or antigenicity of proliferating cells or 
tissues, either directly, such as would occur if the polypeptides of the present 
invention 'vaccinated' the immune response to respond to proliferative antigens and 
immunogens, or indirectly, such as in activating the expression of proteins known to 
enhance the immune response (e.g. chemokines), to said antigens and immunogens. 

Cardiovascular Disorders 

Polynucleotides or polypeptides, or agonists or antagonists of the invention 
may be used to treat, prevent, and/or diagnose cardiovascular diseases, disorders, 
and/or conditions, including peripheral artery disease, such as limb ischemia. 

Cardiovascular diseases, disorders, and/or conditions include cardiovascular 
abnormalities, such as arterio-arterial fistula, arteriovenous fistula, cerebral 
arteriovenous malformations, congenital heart defects, pulmonary atresia, and 
Scimitar Syndrome. Congenital heart defects include aortic coarctation, .. cor 
triatriatum, coronary vessel anomalies, crisscross heart, dextrocardia, patent ductus 
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arteriosus, Ebstein's anomaly, Eisenmenger complex, hypoplastic left heart syndrome, 
levocardia, tetralogy of fallot, transposition of great vessels, double outlet right 
ventricle, tricuspid atresia, persistent truncus arteriosus, and heart septal defects, such 
as aortopulmonary septal defect, endocardial cushion defects, Lutembacher ? s 
5 Syndrome, trilogy of Fallot, ventricular heart septal defects. 

Cardiovascular diseases, disorders, and/or conditions also include heart 
disease, such as arrhythmias, carcinoid heart disease, high cardiac output, low cardiac 
output, cardiac tamponade, endocarditis (including bacterial), heart aneurysm, cardiac 
arrest, congestive heart failure, congestive cardiomyopathy, paroxysmal dyspnea, 

10 cardiac edema, heart hypertrophy, congestive cardiomyopathy, left ventricular 
hypertrophy, right ventricular hypertrophy, post-infarction heart rupture, ventricular 
septal rupture, heart valve diseases, myocardial diseases, myocardial ischemia, 
pericardial effusion, pericarditis (including constrictive and tuberculous), 
pneumopericardium, postpericardiotomy syndrome, pulmonary heart disease, 

15 rheumatic heart disease, ventricular dysfunction, hyperemia, cardiovascular 
pregnancy complications, Scimitar Syndrome, cardiovascular syphilis, and 
cardiovascular tuberculosis. 

Arrhythmias include sinus arrhythmia, atrial fibrillation, atrial flutter, 
bradycardia, extrasystole, Adams-Stokes Syndrome, bundle-branch block, sinoatrial 

20 block, long QT syndrome, parasystole, Lown-Ganong-Levine Syndrome, Mahaim- 
< type pre-excitation syndrome, Wolff-Parkinson- White syndrome, sick sinus 
syndrome, tachycardias, and ventricular fibrillation. Tachycardias include 
paroxysmal tachycardia, supraventricular tachycardia, accelerated idioventricular 
rhythm, atrioventricular nodal reentry tachycardia, ectopic atrial tachycardia, ectopic 

25 junctional tachycardia, sinoatrial nodal reentry tachycardia, sinus tachycardia, 
Torsades de Pointes, and ventricular tachycardia. 

Heart valve disease include aortic valve insufficiency, aortic valve stenosis, 
hear murmurs, aortic valve prolapse, mitral valve prolapse, tricuspid valve prolapse, 
mitral valve insufficiency, mitral valve stenosis, pulmonary atresia, pulmonary valve 

30 insufficiency, pulmonary valve stenosis, tricuspid atresia, tricuspid valve 
insufficiency, and tricuspid valve stenosis. 
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Myocardial diseases include alcoholic cardiomyopathy, congestive 
cardiomyopathy, hypertrophic cardiomyopathy, aortic subvalvular stenosis, 
pulmonary subvalvular stenosis, restrictive cardiomyopathy, Chagas cardiomyopathy, 
endocardial fibroelastosis, endomyocardial fibrosis, Kearns Syndrome, myocardial 
5 reperfiision injury, and myocarditis. 

Myocardial ischemias include coronary disease, such as angina pectoris, 
coronary aneurysm, coronary arteriosclerosis, coronary thrombosis, coronary 
vasospasm, myocardial infarction and myocardial stunning. 

Cardiovascular diseases also include vascular diseases such as aneurysms, 
10 angiodysplasia, angiomatosis, bacillary angiomatosis, Hippel-Lindau Disease, 
Klippel-Trenaunay-Weber Syndrome, Sturge- Weber Syndrome, angioneurotic edema, 
aortic diseases, Takayasu's Arteritis, aortitis, Leriche's Syndrome, arterial occlusive 
diseases, arteritis, enarteritis, polyarteritis nodosa, cerebrovascular diseases, disorders, 
and/or conditions, diabetic angiopathies, diabetic retinopathy, embolisms, thrombosis, 
15 erythromelalgia, hemorrhoids, hepatic veno-occlusive disease, hypertension, 
hypotension, ischemia, peripheral vascular diseases, phlebitis, pulmonary veno- 
occlusive disease, Raynaud's disease, CREST syndrome, retinal vein occlusion, 
Scimitar syndrome, superior vena cava syndrome, telangiectasia, atacia telangiectasia, 
hereditary hemorrhagic telangiectasia, varicocele, varicose veins, varicose ulcer, 
20 vasculitis, and venous insufficiency. 

Aneurysms include dissecting aneurysms, false aneurysms, infected 
aneurysms, ruptured aneurysms, aortic aneurysms, cerebral aneurysms, coronary 
aneurysms, heart aneurysms, and iliac aneurysms. 

Arterial occlusive diseases include arteriosclerosis, intermittent claudication, 
25 carotid stenosis, fibromuscular dysplasias, mesenteric vascular occlusion, Moyamoya 
disease, renal artery obstruction, retinal artery occlusion, and thromboangiitis 
obliterans. 

Cerebrovascular diseases, disorders, and/or conditions include carotid artery 
diseases, cerebral amyloid angiopathy, cerebral aneurysm, cerebral anoxia, cerebral 
30 arteriosclerosis, cerebral arteriovenous malformation, cerebral artery diseases, 
cerebral embolism and thrombosis, carotid artery thrombosis, sinus thrombosis, 
Wallenberg's syndrome, cerebral hemorrhage, epidural hematoma, subdural 
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hematoma, subaraxhnoid hemorrhage, cerebral infarction, cerebral ischemia 
(including transient), subclavian steal syndrome, periventricular leukomalacia, 
vascular headache, cluster headache, migraine, and vertebrobasilar insufficiency. 

Embolisms include air embolisms, amniotic fluid embolisms, cholesterol 
5 embolisms, blue toe syndrome, fat embolisms, pulmonary embolisms, and 
thromoboembolisms. Thrombosis include coronary thrombosis, hepatic vein 
thrombosis, retinal vein occlusion, carotid artery thrombosis, sinus thrombosis, 
Wallenberg's syndrome, and thrombophlebitis. 

Ischemia includes cerebral ischemia, ischemic colitis, compartment 

10 syndromes, anterior compartment syndrome, myocardial ischemia, reperfusion 
injuries, and peripheral limb ischemia. Vasculitis includes aortitis, arteritis, Behcet's 
Syndrome, Churg-Strauss Syndrome, mucocutaneous lymph node syndrome, 
thromboangiitis obliterans, hypersensitivity vasculitis, Schoenlein-Henoch purpura, 
allergic cutaneous vasculitis, and Wegener's granulomatosis. 

1 5 Polynucleotides or polypeptides, or agonists or antagonists of the invention, 

are especially effective for the treatment of critical limb ischemia and coronary 
disease. 

Polypeptides may be administered using any method known in the art, 
including, but not limited to, direct needle injection at the delivery site, intravenous 

20 injection, topical administration, catheter infusion, biolistic injectors, particle 
accelerators, gelfoam sponge depots, other commercially available depot materials, 
osmotic pumps, oral or suppositorial solid pharmaceutical formulations, decanting or 
topical applications during surgery, aerosol delivery. Such methods are known in the 
art. Polypeptides of the invention may be administered as part of a Therapeutic 

25 described in more detail below. Methods of delivering polynucleotides of the 
invention are described in more detail herein.. 

Anti-Angiogenesis Activity 

The naturally occurring balance between endogenous stimulators and 
30 inhibitors of angiogenesis is one in which inhibitory influences predominate. 
Rastinejad et ai, Cell 56:345-355 (1989). In those rare instances in which 
neovascularization occurs under normal physiological conditions, such as wound 
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healing, organ regeneration, embryonic development, and female reproductive 
processes* angiogenesis is stringently regulated and spatially and temporally 
delimited. Under conditions of pathological angiogenesis such as that characterizing 
solid tumor growth, these regulatory controls fail. Unregulated angiogenesis becomes 
5 pathologic and sustains progression of many neoplastic and non-neoplastic diseases. 
A number of serious diseases are dominated by abnormal neovascularization 
including solid tumor growth and metastases, arthritis, some types of eye diseases, 
disorders, and/or conditions, and psoriasis. See, e.g., reviews by Moses et aL, 
Biotech. 9:630-634 (1991); Folkman et al, N. Engl. J. Med., 333:1757-1763 (1995); 

10 Auerbach et al, J. Microvasc. Res, 29:401-411 (1985); Folkman, Advances in 
Cancer Research, eds. Klein and Weinhouse, Academic Press, New York, pp. 175- 
203 (1985); Patz, Am. J. OpthalmoL 94:1\5-1A2> (1982); and Folkman et al, Science 
227:719-725 (1983). In a number of pathological conditions, the process of 
angiogenesis contributes to the disease state. For example, significant data have 

15 accumulated which suggest that the growth of solid tumors is dependent on 
angiogenesis. Folkman and Klagsbrun, Science 235M2-AA1 (1987). 

The present invention provides for treatment of diseases, disorders, and/or 
conditions associated with neovascularization by administration of the 
polynucleotides and/or polypeptides of the invention, as well as agonists or 

20 antagonists of the present invention. Malignant and metastatic conditions which can 
be treated with the polynucleotides and polypeptides, or agonists or antagonists of the 
invention include, but are not limited to, malignancies, solid tumors, and cancers 
described herein and otherwise known in the art (for a review of such disorders, see 
Fishman et al, Medicine, 2d Ed., J. B. Lippincott Co., Philadelphia (1985)).Thus, the 

25 present invention provides a method of treating, preventing, and/or diagnosing an 
angiogenesis-related disease and/or disorder, comprising administering to an 
individual in need thereof a therapeutically effective amount of a polynucleotide, 
polypeptide, antagonist and/or agonist of the invention. For example, 
polynucleotides, polypeptides, antagonists and/or agonists may be utilized in a variety 

30 of additional methods in order to therapeutically treator prevent a cancer or tumor. 
Cancers which may be treated, prevented, and/or diagnosed with polynucleotides,, 
polypeptides, antagonists and/or agonists include, but are not limited to solid tumors, 
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including prostate, lung, breast, ovarian, stomach, pancreas, larynx, esophagus, testes, 
liver, parotid, biliary tract, colon, rectum, cervix, uterus, endometrium, kidney, 
bladder, thyroid cancer; primary tumors and metastases; melanomas; glioblastoma; 
Kaposi's sarcoma; leiomyosarcoma; non- small cell lung cancer; colorectal cancer; 
5 advanced malignancies; and blood born tumors such as leukemias. For example, 
polynucleotides, polypeptides, antagonists and/or agonists may be delivered topically, 
in order to treat or prevent cancers such as skin cancer, head and neck tumors, breast 
tumors, and Kaposi's sarcoma. 

Within yet other aspects, polynucleotides, polypeptides, antagonists and/or 

10 agonists may be utilized to treat superficial forms of bladder cancer by, for example, 
intravesical administration. Polynucleotides, polypeptides, antagonists and/or agonists 
may be delivered directly into the tumor, or near the tumor site, via injection or a 
catheter. Of course, as the artisan of ordinary skill will appreciate, the appropriate 
mode of administration will vary according to the cancer to be treated. Other modes 

1 5 of delivery are discussed herein. 

Polynucleotides, polypeptides, antagonists and/or agonists may be useful in 
treating, preventing, and/or diagnosing other diseases, disorders, and/or conditions, 
besides cancers, which involve angiogenesis. These diseases, disorders, and/or 
conditions include, but are not limited to: benign tumors, for example hemangiomas, 

20 acoustic neuromas, neurofibromas, trachomas, and pyogenic granulomas; 
<t. artheroscleric plaques; ocular angiogenic diseases, for example, diabetic retinopathy, 
retinopathy of prematurity, macular degeneration, corneal graft rejection, neovascular 
glaucoma, retrolental fibroplasia, rubeosis, retinoblastoma, uvietis and Pterygia 
(abnormal blood vessel growth) of the eye; rheumatoid arthritis; psoriasis; delayed 

25 wound healing; endometriosis; vasculogenesis; granulations; hypertrophic scars 
(keloids); nonunion fractures; scleroderma; trachoma;. vascular adhesions; myocardial 
angiogenesis; coronary collaterals; cerebral collaterals; arteriovenous malformations; 
ischemic limb angiogenesis; Osier-Webber Syndrome; plaque neovascularization; 
telangiectasia; hemophiliac joints; angiofibroma; fibromuscular dysplasia; wound 

30 granulation; Crohn's disease; and atherosclerosis. 

For example, within one aspect of the present invention methods are provided 
for treating, preventing, and/or diagnosing hypertrophic scars and keloids, comprising 



/ 
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the step of administering a polynucleotide, polypeptide, antagonist and/or agonist of 
the invention to a hypertrophic scar or keloid. 

Within one embodiment of the present invention polynucleotides, 
polypeptides, antagonists and/or agonists are directly injected into a hypertrophic scar 
5 or keloid, in order to prevent the progression of these lesions. This therapy is of 
particular value in the prophylactic treatment of conditions which are known to result 
in the development of hypertrophic scars and keloids (e.g., burns), and is preferably 
initiated after the proliferative phase has had time to progress (approximately 14 days 
after the initial injury), but before hypertrophic scar or keloid development. As noted 

10 above, the present invention also provides methods for treating, preventing, and/or 
diagnosing neovascular diseases of the eye, including for example, corneal 
neovascularization, neovascular glaucoma, proliferative diabetic retinopathy, 
retrolental fibroplasia and macular degeneration. 

Moreover, Ocular diseases, disorders, and/or conditions associated with 

15 neovascularization which can be treated, prevented, and/or diagnosed with the 
polynucleotides and polypeptides of the present invention (including agonists and/or 
antagonists) include, but are not limited to: neovascular glaucoma, diabetic 
retinopathy, retinoblastoma, retrolental fibroplasia, uveitis, retinopathy of prematurity 
macular degeneration, corneal graft neovascularization, as well as other eye 

20 inflammatory diseases, ocular tumors and diseases associated with choroidal or iris 
neovascularization. See, e.g., reviews by Waltman et al t Am, J. Ophthal 55:704-710 
(1978) and Gartner et al, Surv. Ophthal 22:291-312 (1978). 

Thus, within one aspect of the present invention methods are provided for 
treating or preventing neovascular diseases of the eye such as corneal 

25 neovascularization (including corneal graft neovascularization), comprising the step 
of administering to a patient a therapeutically effective amount of a compound (as 
described above) to the cornea, such that the formation of blood vessels is inhibited. 
Briefly, the cornea is a tissue which normally lacks blood vessels. In certain 
pathological conditions however, capillaries may extend into the cornea from the 

30 pericorneal vascular plexus of the limbus. When the cornea becomes vascularized, it 
also becomes clouded, resulting in a decline in the patient's visual acuity. Visual loss 
may become complete if the cornea completely opacitates. A wide variety of 
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diseases, disorders, and/or conditions can result in corneal neovascularization, 
including for example, corneal infections (e.g., trachoma, herpes simplex keratitis, 
leishmaniasis and onchocerciasis), immunological processes (e.g., graft rejection and 
Stevens-Johnson's syndrome), alkali bums, trauma, inflammation (of any cause), 
5 toxic and nutritional deficiency states, and as a complication of wearing contact 
lenses. 

Within particularly preferred embodiments of the invention, may be prepared 
for topical administration in saline (combined with any of the preservatives and 
antimicrobial agents commonly used in ocular preparations), and administered in 

10 eyedrop form. The solution or suspension may be prepared in its pure form and 
administered several times daily. Alternatively, anti-angiogenic compositions, 
prepared as described above, may also be administered directly to the cornea. Within 
preferred embodiments, the anti-angiogenic composition is prepared with a muco- 
adhesive polymer which binds to cornea. Within further embodiments, the anti- 

15 angiogenic factors or anti-angiogenic compositions may be utilized as an adjunct to 
conventional steroid therapy. Topical therapy may also be useful prophylactically in 
corneal lesions which are known to have a high probability of inducing an angiogenic 
response (such as chemical burns). In these instances the treatment, likely in 
combination with steroids, may be instituted immediately to help prevent subsequent 

20 complications. 

-Within other embodiments, the compounds described above may be injected 
directly into the corneal stroma by an ophthalmologist under microscopic guidance. 
The preferred site of injection may vary with the morphology of the individual lesion, 
but the goal of the administration would be to place the composition at the advancing 

25 front of the vasculature (i.e., interspersed between the blood vessels and the normal 
cornea). In most cases this would involve perilimbic corneal injection to "protect" the 
cornea from the advancing blood vessels. This method may also be utilized shortly 
after a corneal insult in order to prophylactically prevent corneal neovascularization. 
In this situation the material could be injected in the perilimbic cornea interspersed 

30 between the corneal lesion and its undesired potential limbic blood supply. Such 
methods may also be utilized in a similar fashion to prevent capillary invasion of 
transplanted corneas. In a sustained-release form injections might only be required 2- 
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3 times per year. A steroid could also be added to the injection solution to reduce 
inflammation resulting from the injection itself. 

Within another aspect of the present invention, methods are provided for 
treating or preventing neovascular glaucoma, comprising the step of administering to 
5 a patient a therapeutically effective amount of a polynucleotide, polypeptide, 
antagonist and/or agonist to the eye, such that the formation of blood vessels is 
inhibited. In one embodiment, the compound may be administered topically to the 
eye in order to treat or prevent early forms of neovascular glaucoma. Within other 
embodiments, the compound may be implanted by injection into the region of the 

10 anterior chamber angle. Within other embodiments, the compound may also be 
placed in any location such that the compound is continuously released into the 
aqueous humor. Within another aspect of the present invention, methods are provided 
for treating or preventing proliferative diabetic retinopathy, comprising the step of 
administering to a patient a therapeutically effective amount of a polynucleotide, 

15 polypeptide, antagonist and/or agonist to the eyes, such that the formation of blood 
vessels is inhibited. 

Within particularly preferred embodiments of the invention, proliferative 
diabetic retinopathy may be treated by injection into the aqueous humor or the 
vitreous, in order to increase the local concentration of the polynucleotide, 

20 polypeptide, antagonist and/or agonist in the retina. Preferably, this treatment should 
be initiated prior to the acquisition of severe disease requiring photocoagulation. 

Within another aspect of the present invention, methods are provided for 
treating or preventing retrolental fibroplasia, comprising the step of administering to a 
patient a therapeutically effective amount of a polynucleotide, polypeptide, antagonist 

25 and/or agonist to the eye, such that the formation of blood vessels is inhibited. The 
compound may be administered topically, via intravitreous injection and/or via 
intraocular implants. 

Additionally, diseases, disorders, and/or conditions which can be treated, 
prevented, and/or diagnosed with the polynucleotides, polypeptides, agonists and/or 

30 agonists include, but are not limited to, hemangioma, arthritis, psoriasis, 
angiofibroma, atherosclerotic plaques, delayed wound healing, granulations,- 
hemophilic joints, hypertrophic scars, nonunion fractures, Osier-Weber syndrome, 
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pyogenic granuloma, scleroderma, trachoma, and vascular adhesions. 

Moreover, diseases, disorders, and/or conditions and/or states, which can be 
treated, prevented, and/or diagnosed with the the polynucleotides, polypeptides, 
agonists and/or agonists include, but are not limited to, solid tumors, blood born 
5 tumors such as leukemias, tumor metastasis, Kaposi's sarcoma, benign tumors, for 
example hemangiomas, acoustic neuromas, neurofibromas, trachomas, and pyogenic 
granulomas, rheumatoid arthritis, psoriasis, ocular angiogenic diseases, for example, 
diabetic retinopathy, retinopathy of prematurity, macular degeneration, corneal graft 
rejection, neovascular glaucoma, retrolental fibroplasia, rubeosis, retinoblastoma, and 

10 uvietis, delayed wound healing, endometriosis, vascluogenesis, granulations, 
hypertrophic scars (keloids), nonunion fractures, scleroderma, trachoma, vascular 
adhesions, myocardial angiogenesis, coronary collaterals, cerebral collaterals, 
arteriovenous malformations, ischemic limb angiogenesis, Osier-Webber Syndrome, 
plaque neovascularization, telangiectasia, hemophiliac joints, angiofibroma 

15 fibromuscular dysplasia, wound granulation, Crohn's disease, atherosclerosis, birth 
control agent by preventing vascularization required for embryo implantation 
controlling menstruation, diseases that have angiogenesis as a pathologic consequence 
such as cat scratch disease (Rochele minalia quintosa), ulcers (Helicobacter pylori), 
Bartonellosis and bacillary angiomatosis. 

20 In one aspect of the birth control method, an amount of the compound 

sufficient to block embryo implantation is administered before or after intercourse and 
fertilization have occurred, thus providing an effective method of birth control, 
possibly a "morning after" method. Polynucleotides, polypeptides, agonists and/or 
agonists may also be used in controlling menstruation or administered as either a 

25 peritoneal lavage fluid or for peritoneal implantation in the treatment of 
endometriosis. 

Polynucleotides, polypeptides, agonists and/or agonists of the present 
invention may be incorporated into surgical sutures in order to prevent stitch 
granulomas. 

30 Polynucleotides, polypeptides, agonists and/or agonists may be utilized in a 

wide variety of surgical procedures. For example, within one aspect of the present 
invention a compositions (in the form of, for example, a spray or film) may be utilized 
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to coat or spray an area prior to removal of a tumor, in order to isolate normal 
surrounding tissues from malignant tissue, and/or to prevent the spread of disease to 
surrounding tissues. Within other aspects of the present invention, compositions (e.g., 
in the form of a spray) may be delivered via endoscopic procedures in order to coat 
tumors, or inhibit angiogenesis in a desired locale. Within yet other aspects of the 
present invention, surgical meshes which have been coated with anti- angiogenic 
compositions of the present invention may be utilized in any procedure wherein a 
surgical mesh might be utilized. For example, within one embodiment of the 
invention a surgical mesh laden with an anti-angiogenic composition may be utilized 
during abdominal cancer resection surgery (e.g., subsequent to colon resection) in 
order to provide support to the structure, and to release an amount of the anti- 
angiogenic factor. 

Within further aspects of the present invention, methods are provided for 
treating tumor excision sites, comprising administering a polynucleotide, polypeptide, 
agonist and/or agonist to the resection margins of a tumor subsequent to excision, 
such that the local recurrence of cancer and the formation of new blood vessels at the 
site is inhibited. Within one embodiment of the invention, the anti-angiogenic 
compound is administered directly to the tumor excision site (e.g., applied by 
swabbing, brushing or otherwise coating the resection margins of the tumor with the 
anti-angiogenic compound). Alternatively, the anti-angiogenic compounds may be 
incorporated into known surgical pastes prior to administration. Within particularly 
preferred embodiments of the invention, the anti-angiogenic compounds are applied 
after hepatic resections for malignancy, and after neurosurgical operations. 

Within one aspect of the present invention, polynucleotides, polypeptides, 
agonists and/or agonists may be administered to the resection margin of a wide 
variety of tumors, including for example, breast, colon, brain and hepatic tumors. For 
example, within one embodiment of the invention, anti-angiogenic compounds may 
be administered to the site of a neurological tumor subsequent to excision, such that 
the formation of new blood vessels at the site are inhibited. 

The polynucleotides, polypeptides, agonists and/or agonists of the present 
invention may also be administered along with other anti-angiogenic factors. 
Representative examples of other anti-angiogenic factors include: Anti-Invasive 
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Factor, retinoic acid and derivatives thereof, paclitaxel, Suramin, Tissue Inhibitor of 
Metalloproteinase-1, Tissue Inhibitor of MetalIoproteinase-2, Plasminogen Activator 
Inhibitor-1, Plasminogen Activator Inhibitor-2, and various forms of the lighter "d 
group" transition metals. 
5 Lighter "d group" transition metals include, for example, vanadium, 

molybdenum, tungsten, titanium, niobium, and tantalum species. Such transition 
metal species may form transition metal complexes. Suitable complexes of the 
above-mentioned transition metal species include oxo transition metal complexes. 

Representative examples of vanadium complexes include oxo vanadium 

10 complexes such as vanadate and vanadyl complexes. Suitable vanadate complexes 
include metavanadate and orthovanadate complexes such as, for example, ammonium 
metavanadate, sodium metavanadate, and sodium orthovanadate. Suitable vanadyl 
complexes include, for example, vanadyl acetylacetonate and vanadyl sulfate 
including vanadyl sulfate hydrates such as vanadyl sulfate mono- and trihydrates. 

15 Representative examples of tungsten and molybdenum complexes also include 

oxo complexes. Suitable oxo tungsten complexes include tungstate and tungsten 
oxide complexes. Suitable tungstate complexes include ammonium tungstate, 
calcium tungstate, sodium tungstate dihydrate, and tungstic acid. Suitable tungsten 
oxides include tungsten (IV) oxide and tungsten (VI) oxide. Suitable oxo 

20 molybdenum complexes include molybdate, molybdenum oxide, and molybdenyl 
complexes. .Suitable molybdate complexes include ammonium molybdate and its 
hydrates, sodium molybdate and its hydrates, and potassium molybdate and its 
hydrates. Suitable molybdenum oxides include molybdenum (VI) oxide, molybdenum 
(VI) oxide, and molybdic acid. Suitable molybdenyl complexes include, for example, 

25 molybdenyl acetylacetonate. Other suitable tungsten and molybdenum complexes 
include hydroxo derivatives derived from, for example, glycerol,, tartaric acid, and 
sugars. 

A wide variety of other anti-angiogenic factors may also be utilized within the 
context of the present invention. Representative examples include platelet factor 4; 
30 protamine sulphate; sulphated chitin derivatives (prepared from queen crab shells), 
(Murata et al., Cancer Res. 51:22-26, 1991); Sulphated Polysaccharide Peptidoglycan 
Complex (SP- PG) (the function of this compound may be enhanced by the presence 
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of steroids such as estrogen, and tamoxifen citrate); Staurosporine; modulators of 
matrix metabolism, including for example, proline analogs, cishydroxyproline, d,L- 
3,4-dehydroproline, Thiaproline, alpha,alpha-dipyridyl, aminopropionitrile fumarate; 
4-propyl-5-(4-pyridinyl)-2(3H)-oxazolone; Methotrexate; Mitoxantrone; Heparin; 
5 Interferons; 2 Macroglobulin-serum; ChMP-3 (Pavloff et al, J. Bio. Chem. 
267:17321-17326, 1992); Chymostatin (Tomkinson et al., Biochem J. 286:475-480, 
1992); Cyclodextrin Tetradecasulfate; Eponemycin; Camptothecin; Fumagillin 
(Ingber et al., Nature 348:555-557, 1990); Gold Sodium Thiomalate ("GST"; 
Matsubara and Ziff, J. Clin. Invest. 79:1440-1446, 1987); anticollagenase-serum; 
10 alpha2-antiplasmin (Holmes et al., J. Biol. Chem. 262(4): 1659- 1664, 1987); 
Bisantrene (National Cancer Institute); Lobenzarit disodium (N-(2)-carboxyphenyl-4- 
chloroanthronilic acid disodium or "CCA"; Takeuchi et al., Agents Actions 36:312- 
316, 1992); Thalidomide; Angostatic steroid; AGM-1470; carboxynaminolmidazole; 
and metalloproteinase inhibitors such as BB94. 

15 

Diseases at the Cellular Level 

Diseases associated with increased cell survival or the inhibition of apoptosis 
that could be treated, prevented, and/or diagnosed by the polynucleotides or 
polypeptides and/or antagonists or agonists of the invention, include cancers (such as 

20 follicular lymphomas, carcinomas with p53 mutations, and hormone-dependent 
tumors, including, but not limited to colon cancer, cardiac tumors, pancreatic cancer, 
melanoma, retinoblastoma, glioblastoma, lung cancer, intestinal cancer, testicular 
cancer, stomach cancer, neuroblastoma, myxoma, myoma, lymphoma, endothelioma, 
osteoblastoma, osteoclastoma, osteosarcoma, chondrosarcoma, adenoma, breast 

25 cancer, prostate cancer, Kaposi's sarcoma and ovarian cancer); autoimmune diseases, 
disorders, and/or conditions (such as, multiple sclerosis, Sjogren's, syndrome, 
Hashimoto's thyroiditis, biliary cirrhosis, Behcet's disease, Crohn's disease, 
polymyositis, systemic lupus erythematosus and immune-related glomerulonephritis 
and rheumatoid arthritis) and viral infections (such as herpes viruses, pox viruses and 

30 adenoviruses), inflammation, graft v. host disease, acute graft rejection, and chronic 
graft rejection. In preferred embodiments* the polynucleotides or polypeptides, and/or 
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agonists or antagonists of the invention are used to inhibit growth, progression, and/or 
metasis of cancers, in particular those listed above. 

Additional diseases or conditions associated with increased cell survival that 
could be treated, prevented or diagnosed by the polynucleotides or polypeptides, or 
5 agonists or antagonists of the invention, include, but are not limited to, progression, 
and/or metastases of malignancies and related disorders such as leukemia (including 
acute leukemias (e.g., acute lymphocytic leukemia, acute myelocytic leukemia 
(including myeloblasts, promyelocyte, myelomonocytic, monocytic, and 
erythroleukemia)) and chronic leukemias (e.g., chronic myelocytic (granulocytic) 

10 leukemia and chronic lymphocytic leukemia)), polycythemia vera, lymphomas (e.g., 
Hodgkin's disease and non-Hodgkin's disease), multiple myeloma, Waldenstrom's 
macroglobulinemia, heavy chain disease, and solid tumors including, but not limited 
to, sarcomas and carcinomas such as fibrosarcoma, myxosarcoma, liposarcoma, 
chondrosarcoma, osteogenic sarcoma, chordoma, angiosarcoma, endotheliosarcoma, 

15 lymphangiosarcoma, lymphangioendotheliosarcoma, synovioma, mesothelioma, 
Ewing's tumor, leiomyosarcoma, rhabdomyosarcoma, colon carcinoma, pancreatic 
cancer, breast cancer, ovarian cancer, prostate cancer, squamous cell carcinoma, basal 
cell carcinoma, adenocarcinoma, sweat gland carcinoma, sebaceous gland carcinoma, 
papillary carcinoma, papillary adenocarcinomas, cystadenocarcinoma, medullary 

20 carcinoma, bronchogenic carcinoma, renal cell carcinoma, hepatoma, bile duct 
carcinoma, choriocarcinoma, seminoma, embryonal carcinoma, Wilm's tumor, 
cervical cancer, testicular tumor, lung carcinoma, small cell lung carcinoma, bladder 
carcinoma, epithelial carcinoma, glioma, astrocytoma, medulloblastoma, 
craniopharyngioma, ependymoma, pinealoma, hemangioblastoma, acoustic neuroma, 

25 oligodendroglioma, menangioma, melanoma, neuroblastoma, and retinoblastoma. 

Diseases associated with increased apoptosis that could be treated, prevented, 
and/or diagnosed by the polynucleotides or polypeptides, and/or agonists or 
antagonists of the invention, include AIDS; neurodegenerative diseases, disorders, 
and/or conditions (such as Alzheimer's disease, Parkinson's disease, Amyotrophic 

30 lateral sclerosis, Retinitis pigmentosa, Cerebellar degeneration and brain tumor or 
prior associated disease); autoimmune diseases, disorders, and/or conditions (such as, 
multiple sclerosis, Sjogren's syndrome, Hashimoto's thyroiditis, biliary cirrhosis, 
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Behcet's disease, Crohn's disease, polymyositis, systemic lupus erythematosus and 
immune-related glomerulonephritis and rheumatoid arthritis) myelodysplastic 
syndromes (such as aplastic anemia), graft v. host disease, ischemic injury (such as 
that caused by myocardial infarction, stroke and reperfusion injury), liver injury (e.g., 
5 hepatitis related liver injury, ischemia/reperfiision injury, cholestosis (bile duct injury) 
and liver cancer); toxin-induced liver disease (such as that caused by alcohol), septic 
shock, cachexia and anorexia. 

Wound Healine and Epithelial Cell Proliferation 

1° In accordance with yet a further aspect of the present invention, there is 

provided a process for utilizing the polynucleotides or polypeptides, and/or agonists 
or antagonists of the invention, for therapeutic purposes, for example, to stimulate 
epithelial cell proliferation and basal keratinocytes for the purpose of wound healing, 
and to stimulate hair follicle production and healing of dermal wounds. 

15 Polynucleotides or polypeptides, as well as agonists or antagonists of the invention, 
may be clinically useful in stimulating wound healing including surgical wounds, 
excisional wounds, deep wounds involving damage of the dermis and epidermis, eye 
tissue wounds, dental tissue wounds, oral cavity wounds, diabetic ulcers, dermal 
ulcers, cubitus ulcers, arterial ulcers, venous stasis ulcers, bums resulting from heat 

20 exposure or chemicals, and other abnormal wound healing conditions such as uremia, 
malnutrition, vitamin deficiencies and complications associted with systemic 
treatment with steroids, radiation therapy and antineoplastic drugs and 
antimetabolites. Polynucleotides or polypeptides, and/or agonists or antagonists of 
the invention, could be used to promote dermal reestablishment subsequent to dermal 

25 loss 

The polynucleotides or polypeptides, and/or agonists or antagonists of the 
invention, could be used to increase the adherence of skin grafts to a wound bed and 
to stimulate re-epithelialization from the wound bed. The following are a non- 
exhaustive list of grafts that polynucleotides or polypeptides, agonists or antagonists 
30 of the invention, could be used to increase adherence to a wound bed: autografts, 
artificial skin, allografts, autodermic graft, autoepdermic grafts, avacular grafts, Blair- 
Brown grafts, bone graft, brephoplastic grafts, cutis graft, delayed graft, dermic graft, 
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epidermic graft, fascia graft, full thickness graft, heterologous graft, xenograft, 
homologous graft, hyperplastic graft, lamellar graft, mesh graft, mucosal graft, Ollier- 
Thiersch graft, omenpal graft, patch graft, pedicle graft, penetrating graft, split skin 
graft, thick split graft. The polynucleotides or polypeptides, and/or agonists or 
5 antagonists of the invention, can be used to promote skin strength and to improve the 
appearance of aged skin. 

It is believed that the polynucleotides or polypeptides, and/or agonists or 
antagonists of the invention, will also produce changes in hepatocyte proliferation, 
and epithelial cell proliferation in the lung, breast, pancreas, stomach, small intesting, 

10 and large intestine. The polynucleotides or polypeptides, and/or agonists or 
. antagonists of the invention, could promote proliferation of epithelial cells such as 
sebocytes, hair follicles, hepatocytes, type II pneumocytes, mucin-producing goblet 
cells, and other epithelial cells and their progenitors contained within the skin, lung, 
liver, and gastrointestinal tract. The polynucleotides or polypeptides, and/or agonists 

15 or antagonists of the invention, may promote proliferation of endothelial cells, 
keratinocytes, and basal keratinocytes. 

The polynucleotides or polypeptides, and/or agonists or antagonists of the 
invention, could also be used to reduce the side effects of gut toxicity that result from 
radiation, chemotherapy treatments or viral infections. The polynucleotides or 

20 polypeptides, and/or agonists or antagonists of the invention, may have a 
cytoprotective effect on the small intestine mucosa. The polynucleotides or 
polypeptides, and/or agonists or antagonists of the invention, may also stimulate 
healing of mucositis (mouth ulcers) that result from chemotherapy and viral 
infections. 

25 The polynucleotides or polypeptides, and/or agonists or antagonists of the 

invention, could further be used in full regeneration of skin in full and partial 
thickness skin defects, including burns, (i.e., repopulation of hair follicles, sweat 
glands, and sebaceous glands), treatment of other skin defects such as psoriasis. The 
polynucleotides or polypeptides, and/or agonists or antagonists of the invention, could 

30 be used to treat epidermolysis bullosa, a defect in adherence of the epidermis to the 
underlying dermis which results in frequent, open and painful blisters by accelerating 
reepithelialization of these lesions. The polynucleotides or polypeptides, and/or 
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agonists or antagonists of the invention, could also be used to treat gastric and 
doudenal ulcers and help heal by scar formation of the mucosal lining and 
regeneration of glandular mucosa and duodenal mucosal lining more rapidly. 
Inflamamatory bowel diseases, such as Crohn's disease and ulcerative colitis, are 
5 diseases which result in destruction of the mucosal surface of the small or large 
intestine, respectively. Thus, the polynucleotides or polypeptides, and/or agonists or 
antagonists of the invention, could be used to promote the resurfacing of the mucosal 
surface to aid more rapid healing and to prevent progression of inflammatory bowel 
disease. Treatment with the polynucleotides or polypeptides, and/or agonists or 

10 antagonists of the invention, is expected to have a significant effect on the production 
of mucus throughout the gastrointestinal tract and could be used to protect the 
intestinal mucosa from injurious substances that are ingested or following surgery. 
The polynucleotides or polypeptides, and/or agonists or antagonists of the invention, 
could be used to treat diseases associate with the under expression of the 

1 5 polynucleotides of the invention. 

Moreover, the polynucleotides or polypeptides, and/or agonists or antagonists of 
the invention, could be used to prevent and heal damage to the lungs due to various 
pathological states. A growth factor such as the polynucleotides or polypeptides, 
and/or agonists or antagonists of the invention, which could stimulate proliferation 

20 and differentiation and promote the repair of alveoli and brochiolar epithelium to 
prevent or treat acute or chronic lung damage. For example, emphysema, which 
results in the progressive loss of aveoli, and inhalation injuries, i.e., resulting from 
smoke inhalation and burns, that cause necrosis of the bronchiolar epithelium and 
alveoli could be effectively treated, prevented, and/or diagnosed using the 

25 polynucleotides or polypeptides, and/or agonists or antagonists of the invention. 
Also, the polynucleotides or polypeptides, and/or agonists or antagonists of the 
invention, could be used to stimulate the proliferation of and differentiation of type II 
pneumocytes, which may help treat or prevent disease such as hyaline membrane 
diseases, such as infant respiratory distress syndrome and bronchopulmonary 

30 displasia, in premature infants. 

The polynucleotides or polypeptides, and/or agonists or antagonists of the 
invention, could stimulate the proliferation and differentiation of hepatocytes and, 
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thus, could be used to alleviate or treat liver diseases and pathologies such as 
fulminant liver failure caused by cirrhosis, liver damage caused by viral hepatitis and 
toxic substances (i.e., acetaminophen, carbon tetraholoride and other hepatotoxins 
known in the art). 

5 In addition, the polynucleotides or polypeptides, and/or agonists or antagonists 

of the invention, could be used treat or prevent the onset of diabetes mellitus. In 
patients with newly diagnosed Types I and II diabetes, where some islet cell function 
remains, the polynucleotides or polypeptides, and/or agonists or antagonists of the 
invention, could be used to maintain the islet function so as to alleviate, delay or 
10 prevent permanent manifestation of the disease. Also, the polynucleotides or 
polypeptides, and/or agonists or antagonists of the invention, could be used as an 
auxiliary in islet cell transplantation to improve or promote islet cell function. 



15 Neurological Diseases 

Nervous system diseases, disorders, and/or conditions, which can be treated, 
prevented, and/or diagnosed with the compositions of the invention (e.g., 
polypeptides, polynucleotides, and/or agonists or antagonists), include, but are not 
limited to, nervous system injuries, and diseases, disorders, and/or conditions which 

20 result in either a disconnection of axons, a diminution or degeneration of neurons, or 
demyelination. Nervous system lesions which may be treated, prevented, and/or 
diagnosed in a patient (including human and non-human mammalian patients) 
according to the invention, include but are not limited to, the following lesions of 
either the central (including spinal cord, brain) or peripheral nervous systems: (1) 

25 ischemic lesions, in which a lack of oxygen in a portion of the nervous system results 
in neuronal injury or death, including cerebral infarction or ischemia, or spinal cord 
infarction or ischemia; (2) traumatic lesions, including lesions caused by physical 
injury or associated with surgery, for example, lesions which sever a portion of the 
nervous system, or compression injuries; (3) malignant lesions, in which a portion of 

30 the nervous system is destroyed or injured by malignant tissue which is either a 
nervous system associated malignancy or a malignancy derived from non-nervous 
system tissue; (4) infectious lesions, in which a portion of the nervous system is 
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destroyed or injured as a result of infection, for example, by an abscess or associated 
with infection by human immunodeficiency virus, herpes zoster, or herpes simplex 
virus or with Lyme disease, tuberculosis, syphilis; (5) degenerative lesions, in which 
a portion of the nervous system is destroyed or injured as a result of a degenerative 
5 process including but not limited to degeneration associated with Parkinson's disease, 
Alzheimer's disease, Huntington's chorea, or amyotrophic lateral sclerosis (ALS); (6) 
lesions associated with nutritional diseases, disorders, and/or conditions, in which a 
portion of the nervous system is destroyed or injured by a nutritional disorder or 
disorder of metabolism including but not limited to, vitamin B12 deficiency, folic 

10 acid deficiency, Wernicke disease, tobacco-alcohol amblyopia, Marchiafava-Bignami 
disease ■ (primary degeneration of the corpus callosum), and alcoholic cerebellar 
degeneration; (7) neurological lesions associated with systemic diseases including, 
but not limited to, diabetes (diabetic neuropathy, Bell's palsy), systemic lupus 
erythematosus, carcinoma, or sarcoidosis; (8) lesions caused by toxic substances 

15 including alcohol, lead, or particular neurotoxins; and (9) demyelinated lesions in 
which a portion of the nervous system is destroyed or injured by a demyelinating 
disease including, but not limited to, multiple sclerosis, human immunodeficiency 
virus-associated myelopathy, transverse myelopathy or various etiologies, progressive 
multifocal leukoencephalopathy, and central pontine myelinolysis. 

20 In a preferred embodiment, the polypeptides, polynucleotides, or agonists or 

antagonists of the invention are used to protect neural cells from the damaging effects 
of cerebral hypoxia. According to this embodiment, the compositions of the 
invention are used to treat, prevent, and/or diagnose neural cell injury associated with 
cerebral hypoxia. In one aspect of this embodiment, the polypeptides, 

25 polynucleotides, or agonists or antagonists of the invention are used to treat, prevent, 
and/or diagnose neural cell injury associated with cerebral ischemia. In another 
aspect of this embodiment, the polypeptides, polynucleotides, or agonists or 
antagonists of the invention are used to treat, prevent, and/or diagnose neural cell 
injury associated with cerebral infarction. In another aspect of this embodiment, the 

30 polypeptides, polynucleotides, or agonists or antagonists of the invention are used to 
treat, prevent, and/or diagnose or prevent neural cell injury associated with a stroke. 
In a further aspect of this embodiment, the polypeptides, polynucleotides, or agonists 
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or antagonists of the invention are used to treat, prevent, and/or diagnose neural cell 
injury associated with a heart attack. 

The compositions of the invention which are useful for treating or preventing 
a nervous system disorder may be selected by testing for biological activity in 
5 promoting the survival or differentiation of neurons. For example, and not by way of 
limitation, compositions of the invention which elicit any of the following effects may 
be useful according to the invention: (1) increased survival time of neurons in culture; 
(2) increased sprouting of neurons in culture or in vivo; (3) increased production of a 
neuron-associated molecule in culture or in v/vo, e.g., choline acetyltransferase or 

10 acetylcholinesterase with respect to motor neurons; or (4) decreased symptoms of 
neuron dysfunction in vivo. Such effects may be measured by any method known in 
the art. In preferred, non-limiting embodiments, increased survival of neurons may 
routinely be measured using a method set forth herein or otherwise known in the art, 
such as, for example, the method set forth in Arakawa et al. (J. Neurosci. 

15 10:3507-3515 (1990)); increased sprouting of neurons may be detected by methods 
known in the art, such as, for example, the methods set forth in Pestronk et al. (Exp. 
Neurol. 70:65-82 (1980)) or Brown et al. (Ann. Rev. Neurosci. 4:17-42 (1981)); 
increased production of neuron-associated molecules may be measured by bioassay, 
enzymatic assay, antibody binding, Northern blot assay, etc., using techniques known 

20 in the art and depending on the molecule to be measured; and motor neuron 
dysfunction may be measured by assessing the physical manifestation of motor 
neuron disorder, e.g., weakness, motor neuron conduction velocity, or functional 
disability. 

In specific embodiments, motor neuron diseases, disorders, and/or conditions 
25 that may be treated, prevented, and/or diagnosed according to the invention include, 
but are not limited to, diseases, disorders, and/or conditions such as infarction, 
infection, exposure to toxin, trauma, surgical damage, degenerative disease or 
malignancy that may affect motor neurons as well as other components of the nervous 
system, as well as diseases, disorders, and/or conditions that selectively affect neurons 
30 such as amyotrophic lateral sclerosis, and including, but not limited to, progressive 
spinal muscular atrophy, progressive bulbar palsy, primary lateral sclerosis, infantile 
and juvenile muscular atrophy, progressive bulbar paralysis of childhood (Fazio- 
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Londe syndrome), poliomyelitis and the post polio syndrome, and Hereditary 
Motorsensory Neuropathy (Charcot-Marie-Tooth Disease). 

Further, polypeptides or polynucleotides of the invention may play a role in 
neuronal survival; synapse formation; conductance; neural differentiation, etc. Thus, 
5 compositions of the invention (including polynucleotides, polypeptides, and agonists 
or antagonists) may be used to diagnose and/or treat or prevent diseases or disorders 
associated with these roles, including, but not limited to, learning and/or cognition 
disorders. The compositions of the invention may also be useful in the treatment or 
prevention of neurodegenerative disease states and/or behavioural disorders. Such 

10 neurodegenerative disease states and/or behavioral disorders include, but are not 
limited to, Alzheimers Disease, Parkinsons Disease, Huntingtons Disease, Tourette 
Syndrome, schizophrenia, mania, dementia, paranoia, obsessive compulsive disorder, 
panic disorder, learning disabilities, ALS, psychoses, autism, and altered behaviors, 
including disorders in feeding, sleep patterns, balance, and perception. In addition, 

15 compositions of the invention may also play a role in the treatment, prevention and/or 
detection of developmental disorders associated with the developing embryo, or 
sexually-linked disorders. 

Additionally, polypeptides, polynucleotides and/or agonists or antagonists of 
the invention, may be useful in protecting neural cells from diseases, damage, 

20 disorders, or injury, associated with cerebrovascular disorders including, but not 
limited to, carotid artery diseases (e.g., carotid artery thrombosis, carotid stenosis, or 
Moyamoya Disease), cerebral amyloid angiopathy, cerebral aneurysm, cerebral 
anoxia, cerebral arteriosclerosis, cerebral arteriovenous malformations, cerebral artery 
diseases, cerebral embolism and thrombosis (e.g., carotid artery thrombosis, sinus 

25 thrombosis, or Wallenberg's Syndrome), cerebral hemorrhage (e.g., epidural or 
subdural hematoma, or subarachnoid hemorrhage), cerebral infarction, cerebral 
ischemia (e.g., transient cerebral ischemia, Subclavian Steal Syndrome, or 
vertebrobasilar insufficiency), vascular dementia (e.g., multi-infarct), leukomalacia, 
periventricular, and vascular headache (e.g., cluster headache or migraines). 

30 In accordance with yet a further aspect of the present invention, there is 

provided a process for utilizing polynucleotides or polypeptides, as well as agonists or 
antagonists of the present invention, for therapeutic purposes, for example, to 
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stimulate neurological cell proliferation and/or differentiation. Therefore, 
polynucleotides, polypeptides, agonists and/or antagonists of the invention may be 
used to treat and/or detect neurologic diseases. Moreover, polynucleotides or 
polypeptides, or agonists or antagonists of the invention, can be used as a marker or 
5 detector of a particular nervous system disease or disorder. 

Examples of neurologic diseases which can be treated or detected with 
polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 
include brain diseases, such as metabolic brain diseases which includes 
phenylketonuria such as maternal phenylketonuria, pyruvate carboxylase deficiency, 

10 pyruvate dehydrogenase complex deficiency, Wernicke's Encephalopathy, brain 
edema, brain neoplasms such as cerebellar neoplasms which include infratentorial 
neoplasms, cerebral ventricle neoplasms such as choroid plexus neoplasms, 
hypothalamic neoplasms, supratentorial neoplasms, canavan disease, cerebellar 
diseases such as cerebellar ataxia which include spinocerebellar degeneration such as 

15 ataxia telangiectasia, cerebellar dyssynergia, Friederich's Ataxia, Machado-Joseph 
Disease, olivopontocerebellar atrophy, cerebellar neoplasms such as infratentorial 
neoplasms, diffuse cerebral sclerosis such as encephalitis periaxialis, globoid cell 
leukodystrophy, metachromatic leukodystrophy and subacute sclerosing 
panencephalitis. 

20 Additional neurologic diseases which can be treated or detected with 

polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 
include cerebrovascular disorders (such as carotid artery diseases which include 
carotid artery thrombosis, carotid stenosis and Moyamoya Disease), cerebral amyloid 
angiopathy, cerebral aneurysm, cerebral anoxia, cerebral arteriosclerosis, cerebral 

25 arteriovenous malformations, cerebral artery diseases, cerebral embolism and 
thrombosis such as. carotid artery thrombosis, . sinus thrombosis and Wallenberg's 
Syndrome, cerebral hemorrhage such as epidural hematoma, subdural hematoma and 
subarachnoid hemorrhage, cerebral infarction, cerebral ischemia such as transient 
cerebral ischemia, Subclavian Steal Syndrome and vertebrobasilar insufficiency, 

30 vascular dementia such as multi-infarct dementia, periventricular leukomalacia, 
vascular headache such as cluster headache and migraine. 
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Additional neurologic diseases which can be treated or detected with 
polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 
include dementia such as AIDS Dementia Complex, presenile dementia such as 
Alzheimer ! s Disease and Creutzfeldt-Jakob Syndrome, senile dementia such as 
5 Alzheimer's Disease and progressive supranuclear palsy, vascular dementia such as 
multi-infarct dementia, encephalitis which include encephalitis periaxialis, viral 
encephalitis such as epidemic encephalitis, Japanese Encephalitis, St. Louis 
Encephalitis, tick-borne encephalitis and West Nile Fever, acute disseminated 
encephalomyelitis, meningoencephalitis such as uveomeningoencephalitic syndrome, 

10 Postencephalitic Parkinson Disease and subacute sclerosing panencephalitis, 
encephalomalacia such as periventricular leukomalacia, epilepsy such as generalized 
epilepsy which includes infantile spasms, absence epilepsy, myoclonic epilepsy which 
includes MERRF Syndrome, tonic-clonic epilepsy, partial epilepsy such as complex 
partial epilepsy, frontal lobe epilepsy and temporal lobe epilepsy, post-traumatic 

15 epilepsy, status epilepticus such as Epilepsia Partialis Continua, and Hallervorden- 
Spatz Syndrome. 

Additional neurologic diseases which can be treated or detected with 
polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 
include hydrocephalus such as Dandy-Walker Syndrome and normal pressure 

20 hydrocephalus, hypothalamic diseases such as hypothalamic neoplasms, cerebral 
malaria, narcolepsy which includes cataplexy, bulbar poliomyelitis, cerebri 
pseudotumor, Rett Syndrome, Reye's Syndrome, thalamic diseases, cerebral 
toxoplasmosis, intracranial tuberculoma and Zellweger Syndrome, central nervous 
system infections such as AIDS Dementia Complex, Brain Abscess, subdural 

25 empyema, encephalomyelitis such as Equine Encephalomyelitis, Venezuelan Equine 
Encephalomyelitis, Necrotizing Hemorrhagic Encephalomyelitis, Visna, and cerebral 
malaria. 

Additional neurologic diseases which can be treated or detected with 
polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 
30 include meningitis such as arachnoiditis, aseptic meningtitis such as viral meningtitis 
which includes lymphocytic choriomeningitis, Bacterial meningtitis which includes 
Haemophilus Meningtitis, Listeria Meningtitis, Meningococcal Meningtitis such as 
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Waterhouse-Friderichsen Syndrome, Pneumococcal Meningtitis and meningeal 
tuberculosis, fungal meningitis such as Cryptococcal Meningtitis, subdural effusion, 
meningoencephalitis such as uvemeningoencephalitic syndrome, myelitis such as 
transverse myelitis, neurosyphilis such as tabes dorsalis, poliomyelitis which includes 
5 bulbar poliomyelitis and postpoliomyelitis syndrome, prion diseases (such as 
Creutzfeldt-Jakob Syndrome, Bovine Spongiform Encephalopathy, Gerstmann- 
Straussler Syndrome, Kuru, Scrapie), and cerebral toxoplasmosis. 

Additional neurologic diseases which can be treated or detected with 
polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 

10 include central nervous system neoplasms such as brain neoplasms that include 
cerebellar neoplasms such as infratentorial neoplasms, cerebral ventricle neoplasms 
such as choroid plexus neoplasms, hypothalamic neoplasms and supratentorial 
neoplasms, meningeal neoplasms, spinal cord neoplasms which include epidural 
neoplasms, demyelinating diseases such as Canavan Diseases, diffuse cerebral 

15 sceloris which includes adrenoleukodystrophy, encephalitis periaxialis, globoid cell 
leukodystrophy, diffuse cerebral sclerosis such as metachromatic leukodystrophy, 
allergic encephalomyelitis, necrotizing hemorrhagic encephalomyelitis, progressive 
multifocal leukoencephalopathy, multiple sclerosis, central pontine myelinolysis, 
transverse myelitis, neuromyelitis optica, Scrapie, Swayback, Chronic Fatigue 

20 Syndrome, Visna, High Pressure Nervous Syndrome, Meningism, spinal cord diseases 
such as; amyotonia congenita, amyotrophic lateral sclerosis, spinal muscular atrophy 
such as Werdnig-Hoffinann Disease, spinal cord compression, spinal cord neoplasms 
such as epidural neoplasms, syringomyelia, Tabes Dorsalis, Stiff-Man Syndrome, 
mental retardation such as Angelman Syndrome, Cri-du-Chat Syndrome, De Lange f s 

25 Syndrome, Down Syndrome, Gangliosidoses such as gangliosidoses G(M1), Sandhoff 
Disease, Tay-Sachs Disease, Hartnup Disease, homocystinuria, Laurence-Moon- 
Biedl Syndrome, Lesch-Nyhan Syndrome, Maple Syrup Urine Disease, mucolipidosis 
such as fucosidosis, neuronal ceroid-lipofuscinosis, oculocerebrorenal syndrome, 
phenylketonuria such as maternal phenylketonuria, Prader-Willi Syndrome, Rett 

30 Syndrome, Rubinstein-Taybi Syndrome, Tuberous Sclerosis, WAGR Syndrome, 
nervous system abnormalities such as holoprosencephaly, neural tube defects such as 
anencephaly which includes hydrangencephaly, Arnold-Chairi Deformity, 
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encephalocele, meningocele, meningomyelocele, spinal dysraphism such as spina 
bifida cystica and spina bifida occulta. 

Additional neurologic diseases which can be treated or detected with 
polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 
5 include hereditary motor and sensory neuropathies which include Charcot-Marie 
Disease, Hereditary optic atrophy, Refsum's Disease, hereditary spastic paraplegia, 
Werdnig-Hoffmann Disease, Hereditary Sensory and Autonomic Neuropathies such 
as Congenital Analgesia and Familial Dysautonomia, Neurologic manifestations (such 
as agnosia that include Gerstmann's Syndrome, Amnesia such as retrograde amnesia, 

10 apraxia, neurogenic bladder, cataplexy, communicative disorders such as hearing 
disorders that includes deafness, partial hearing loss, loudness recruitment and 
tinnitus, language disorders such as aphasia which include agraphia, anomia, broca 
aphasia, and Wernicke Aphasia, Dyslexia such as Acquired Dyslexia, language 
development disorders, speech disorders such as aphasia which includes anomia, 

1 5 broca aphasia and Wernicke Aphasia, articulation disorders, communicative disorders 
such as speech disorders which include dysarthria, echolalia, mutism and stuttering, 
voice disorders such as aphonia and hoarseness, decerebrate state, delirium, 
fasciculation, hallucinations, meningism, movement disorders such as angelman 
syndrome, ataxia, athetosis, chorea, dystonia, hypokinesia, muscle hypotonia, 

20 myoclonus, tic, torticollis and tremor, muscle hypertonia such as muscle rigidity such 
as stiff-man syndrome, muscle spasticity, paralysis such as facial paralysis which 
includes Herpes Zoster Oticus, Gastroparesis, Hemiplegia, ophthalmoplegia such as 
diplopia, Duane's Syndrome, Horner's Syndrome, Chronic progressive external 
ophthalmoplegia such as Kearns Syndrome, Bulbar Paralysis, Tropical Spastic 

25 Paraparesis, Paraplegia such as Brown-Sequard Syndrome, quadriplegia, respiratory 
paralysis and vocal cord paralysis, paresis, phantom limb, taste disorders such as 
ageusia and dysgeusia, vision disorders such as amblyopia, blindness, color vision 
defects, diplopia, hemianopsia, scotoma and subnormal vision, sleep disorders such as 
hypersomnia which includes Kleine-Levin Syndrome, insomnia, and somnambulism, 

30 spasm such as trismus, unconsciousness such as coma, persistent vegetative state and 
syncope and vertigo, neuromuscular diseases such as amyotonia congenita, 
amyotrophic lateral sclerosis, Lambert-Eaton Myasthenic Syndrome, motor neuron 
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disease, muscular atrophy such as spinal muscular atrophy, Charcot-Marie Disease 
and Werdnig-Hoffmann Disease, Postpoliomyelitis Syndrome, Muscular Dystrophy, 
Myasthenia Gravis, Myotonia Atrophica, Myotonia Confenita, Nemaline Myopathy, 
Familial Periodic Paralysis, Multiplex Paramyoclonus, Tropical Spastic Paraparesis 
5 and Stiff-Man Syndrome, peripheral nervous system diseases such as acrodynia, 
amyloid neuropathies, autonomic nervous system diseases such as Adie's Syndrome, 
Barre-Lieou Syndrome, Familial Dysautonomia, Horner's Syndrome, Reflex 
Sympathetic Dystrophy and Shy-Drager Syndrome, Cranial Nerve Diseases such as 
Acoustic Nerve Diseases such as Acoustic Neuroma which includes 

10 Neurofibromatosis 2, Facial Nerve Diseases such as Facial Neuralgia,Melkersson- 
Rosenthal Syndrome, ocular motility disorders which includes amblyopia, nystagmus, 
oculomotor nerve paralysis, ophthalmoplegia such as Duane's Syndrome, Horner's 
Syndrome, Chronic Progressive External Ophthalmoplegia which includes Kearns 
Syndrome, Strabismus such as Esotropia and Exotropia, Oculomotor Nerve Paralysis, 

15 Optic Nerve Diseases such as Optic Atrophy which includes Hereditary Optic 
Atrophy, Optic Disk Drusen, Optic Neuritis such as Neuromyelitis Optica, 
Papilledema, Trigeminal Neuralgia, Vocal Cord Paralysis, Demyelinating Diseases 
such as Neuromyelitis Optica and Swayback, and Diabetic neuropathies such as 
diabetic foot. 

20 Additional neurologic diseases which can be treated or detected with 

polynucleotides, polypeptides, agonists, and/or antagonists of the present invention 
include nerve compression syndromes such as carpal tunnel syndrome, tarsal tunnel 
syndrome, thoracic outlet syndrome such as cervical rib syndrome, ulnar nerve 
compression syndrome, neuralgia such as causalgia, cervico-brachial neuralgia, facial 

25 neuralgia and trigeminal neuralgia, neuritis such as experimental allergic neuritis, 
optic neuritis, polyneuritis, polyradiculoneuritis and radiculities such as 
polyradiculitis, hereditary motor and sensory neuropathies such as Charcot-Marie 
Disease, Hereditary Optic Atrophy, Refsum's Disease, Hereditary Spastic Paraplegia 
and Werdnig-Hoffmann Disease, Hereditary Sensory and Autonomic Neuropathies 

30 which include Congenital Analgesia and Familial Dysautonomia, POEMS Syndrome, 
Sciatica, Gustatory Sweating and Tetany). 
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Infectious Disease 

A polypeptide or polynucleotide and/or agonist or antagonist of the present 
invention can be used to treat, prevent, and/or diagnose infectious agents. For 
example, by increasing the immune response, particularly increasing the proliferation 
and differentiation of B and/or T cells, infectious diseases may be treated, prevented, 
and/or diagnosed. The immune response may be increased by either enhancing an 
existing immune response, or by initiating a new immune response. Alternatively, 
polypeptide or polynucleotide and/or agonist or antagonist of the present invention 
may also directly inhibit the infectious agent, without necessarily eliciting an immune 
response. 

Viruses are one example of an infectious agent that can cause disease or 
symptoms that can be treated, prevented, and/or diagnosed by a polynucleotide or 
polypeptide and/or agonist or antagonist of the present invention. Examples of 
viruses, include, but are not limited to Examples of viruses, include, but are not 
limited to the following DNA and RNA viruses and viral families: Arbovirus, 
Adenoviridae, Arenaviridae, Arterivirus, Birnaviridae, Bunyaviridae, Caliciviridae, 
Circoviridae, Coronaviridae, Dengue, EBV, HIV, Flaviviridae, Hepadnaviridae 
(Hepatitis), Herpesviridae (such as, Cytomegalovirus, Herpes Simplex, Herpes 
Zoster), Mononegavirus (e.g., Paramyxoviridae, Morbillivirus, Rhabdoviridae), 
Orthomyxoviridae (e.g., Influenza A, Influenza B, and parainfluenza), Papiloma 
virus, Papovaviridae, Parvoviridae, Picornaviridae, Poxviridae (such as Smallpox or 
Vaccinia), Reoviridae (e.g., Rotavirus), Retroviridae (HTLV-I, HTLV-II, Lentivirus), 
and Togaviridae (e.g., Rubivirus). Viruses falling within these families can cause a 
variety of diseases or symptoms, including, but not limited to: arthritis, bronchiolitis, 
respiratory syncytial virus, encephalitis, eye infections (e.g., conjunctivitis, keratitis), 
chronic fatigue syndrome, hepatitis (A, B, C, E, Chronic Active, Delta), Japanese B 
encephalitis, Junin, Chikungunya, Rift Valley fever, yellow fever, meningitis, 
opportunistic infections (e.g., AIDS), pneumonia, Burkitt's Lymphoma, chickenpox, 
hemorrhagic fever, Measles, Mumps, Parainfluenza, Rabies, the common cold, Polio, 
leukemia, Rubella, sexually transmitted diseases, skin diseases (e.g., Kaposi's, warts), 
and viremia. polynucleotides or polypeptides, or agonists or antagonists of the 
invention, can be used to treat, prevent, and/or diagnose any of these symptoms or 
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diseases. In specific embodiments, polynucleotides, polypeptides, or agonists or 
antagonists of the invention are used to treat, prevent, and/or diagnose: meningitis, 
Dengue, EBV, and/or hepatitis (e.g., hepatitis B). In an additional specific 
embodiment polynucleotides, polypeptides, or agonists or antagonists of the invention 
5 are used to treat patients nonresponsive to one or more other commercially available 
hepatitis vaccines. In a further specific embodiment polynucleotides, polypeptides, or 
agonists or antagonists of the invention are used to treat, prevent, and/or diagnose 
AIDS. 

Similarly, bacterial or fungal agents that can cause disease or symptoms and 

10 that can be treated, prevented, and/or diagnosed by a polynucleotide or polypeptide 
and/or agonist or antagonist of the present invention include, but not limited to, 
include, but not limited to, the following Gram-Negative and Gram-positive bacteria 
and bacterial families and fungi: Actinomycetales (e.g., Corynebacterium, 
Mycobacterium, Norcardia), Cryptococcus neoformans, Aspergillosis, Bacillaceae 

15 (e.g., Anthrax, Clostridium), Bacteroidaceae, Blastomycosis, Bordetella, Borrelia 
(e.g., Borrelia burgdorferi), Brucellosis, Candidiasis, Campylobacter, 
Coccidioidomycosis, Cryptococcosis, Dermatocycoses, E. coli (e.g., Enterotoxigenic 
E. coli and Enterohemorrhagic E. coli), Enterobacteriaceae (Klebsiella, Salmonella 
(e.g., Salmonella typhi, and Salmonella paratyphi), Seiratia, Yersinia), Erysipelothrix, 

20 Helicobacter, Legionellosis, Leptospirosis, Listeria, Mycoplasmatales, 

Mycobacterium leprae, Vibrio cholerae, Neisseriaceae (e.g., Acinetobacter, 
Gonorrhea, Menigococcal), Meisseria meningitidis, Pasteurellacea Infections (e.g., 
Actinobacillus, Heamophilus (e.g., Heamophilus influenza type B), Pasteurella), 
Pseudomonas, Rickettsiaceae, Chlamydiaceae, Syphilis, Shigella spp., 

25 Staphylococcal, Meningococcal, Pneumococcal and Streptococcal (e.g., 

Streptococcus pneumoniae and Group B Streptococcus). These bacterial or fungal 
families can cause the following diseases or symptoms, including, but not limited to: 
bacteremia, endocarditis, eye infections (conjunctivitis, tuberculosis, uveitis), 
gingivitis, opportunistic infections (e.g., AIDS related infections), paronychia, 

30 prosthesis-related infections, Reiter's Disease, respiratory tract infections, such as 
Whooping Cough or Empyema, sepsis, Lyme Disease, Cat-Scratch Disease, 
Dysentery, Paratyphoid Fever, food poisoning, Typhoid, pneumonia, Gonorrhea, 
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meningitis (e.g., mengitis types A and B), Chlamydia, Syphilis, Diphtheria, Leprosy, 
Paratuberculosis, Tuberculosis, Lupus, Botulism, gangrene, tetanus, impetigo, 
Rheumatic Fever, Scarlet Fever, sexually transmitted diseases, skin diseases (e.g., 
cellulitis, dermatocycoses), toxemia, urinary tract infections, wound infections. 
5 Polynucleotides or polypeptides, agonists or antagonists of the invention, can be used 
to treat, prevent, and/or diagnose any of these symptoms or diseases. In specific 
embodiments, polynucleotides, polypeptides, agonists or antagonists of the invention 
are used to treat, prevent, and/or diagnose: tetanus, Diptheria, botulism, and/or 
meningitis type B. 

10 Moreover, parasitic agents causing disease or symptoms that can be treated, 

prevented, and/or diagnosed by a polynucleotide or polypeptide and/or agonist or 
antagonist of the present invention include, but not limited to, the following families 
or class: Amebiasis, Babesiosis, Coccidiosis, Cryptosporidiosis, Dientamoebiasis, 
Dourine, Ectoparasitic, Giardiasis, Helminthiasis, Leishmaniasis, Theileriasis, 

15 Toxoplasmosis, Trypanosomiasis, and Trichomonas and Sporozoans (e.g., 

Plasmodium virax, Plasmodium falciparium, Plasmodium malariae and Plasmodium 
ovale). These parasites can cause a variety of diseases or symptoms, including, but 
not limited to: Scabies, Trombiculiasis, eye infections, intestinal disease (e.g., 
dysentery, giardiasis), liver disease, lung disease, opportunistic infections (e.g., AIDS 

20 related), malaria, pregnancy complications, and toxoplasmosis, polynucleotides or 
polypeptides, or agonists or antagonists of the invention, can be used totreat, prevent, 
and/or diagnose any of these symptoms or diseases. In specific embodiments, 
polynucleotides, polypeptides, or agonists or antagonists of the invention are used to 
treat, prevent, and/or diagnose malaria. 

25 Preferably, treatment or prevention using a polypeptide or polynucleotide 

and/or agonist or antagonist of the present invention could either be by administering 
an effective amount of a polypeptide to the patient, or by removing cells from the 
patient, supplying the cells with a polynucleotide of the present invention, and 
returning the engineered cells to the patient (ex vivo therapy). Moreover, the 

30 polypeptide or polynucleotide of the present invention can be used as an antigen in a 
vaccine to raise an immune response against infectious disease. 
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Regeneration 

A polynucleotide or polypeptide and/or agonist or antagonist of the present 
invention can be used to differentiate, proliferate, and attract cells, leading to the 
regeneration of tissues. (See, Science 276:59-87 (1997).) The regeneration of tissues 
5 could be used to repair, replace, or protect tissue damaged by congenital defects, 
trauma (wounds, burns, incisions, or ulcers), age, disease (e.g. osteoporosis, 
osteocarthritis, periodontal disease, liver failure), surgery, including cosmetic plastic 
surgery, fibrosis, reperfiision injury, or systemic cytokine damage. 

Tissues that could be regenerated using the present invention include organs 

10 (e.g., pancreas, liver, intestine, kidney, skin, endothelium), muscle (smooth, skeletal 
or cardiac), vasculature (including vascular and lymphatics), nervous, hematopoietic, 
and skeletal (bone, cartilage, tendon, and ligament) tissue. Preferably, regeneration 
occurs without or decreased scarring. Regeneration also may include angiogenesis. 
Moreover, a polynucleotide or polypeptide and/or agonist or antagonist of the 

15 present invention may increase regeneration of tissues difficult to heal. For example, 
increased tendon/ligament regeneration would quicken recovery time after damage. 
A polynucleotide or polypeptide and/or agonist or antagonist of the present invention 
could also be used prophylactically in an effort to avoid damage. Specific diseases 
that could be treated, prevented, and/or diagnosed include of tendinitis, carpal tunnel 

20 syndrome, and other tendon or ligament defects. A further example of tissue 

regeneration of non-healing wounds includes pressure ulcers, ulcers associated with 
vascular insufficiency, surgical, and traumatic wounds. 

Similarly, nerve and brain tissue could also be regenerated by using a 
polynucleotide or polypeptide and/or agonist or antagonist of the present invention to 

25 proliferate and differentiate nerve cells. Diseases that could be treated, prevented, 
and/or diagnosed using this method include central and peripheral nervous system 
diseases, neuropathies, or mechanical and traumatic diseases, disorders, and/or 
conditions (e.g., spinal cord disorders, head trauma, cerebrovascular disease, and 
stoke). Specifically, diseases associated with peripheral nerve injuries, peripheral 

30 neuropathy (e.g., resulting from chemotherapy or other medical therapies), localized 
neuropathies, and central nervous system diseases (e.g., Alzheimer's disease, 
Parkinson's disease, Huntington's disease, amyotrophic lateral sclerosis, and Shy- 
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Drager syndrome), could all be treated, prevented, and/or diagnosed using the 
polynucleotide or polypeptide and/or agonist or antagonist of the present invention. 

Chemotaxis 

5 A polynucleotide or polypeptide and/or agonist or antagonist of the present 

invention may have chemotaxis activity. A chemotaxic molecule attracts or mobilizes 
cells (e.g., monocytes, fibroblasts, neutrophils, T-cells, mast cells, eosinophils, 
epithelial and/or endothelial cells) to a particular site in the body, such as 
inflammation, infection, or site of hyperproliferation. The mobilized cells can then 

1 0 fight off and/or heal the particular trauma or abnormality. 

A polynucleotide or polypeptide and/or agonist or antagonist of the present 
invention may increase chemotaxic activity of particular cells. These chemotactic 
molecules can then be used to treat, prevent, and/or diagnose inflammation, infection, 
hyperproliferative diseases, disorders, and/or conditions, or any immune system 

1 5 disorder by increasing the number of cells targeted to a particular location in the body. 
For example, chemotaxic molecules can be used to treat, prevent, and/or diagnose 
wounds and other trauma to tissues by attracting immune cells to the injured location. 
Chemotactic molecules of the present invention can also attract fibroblasts, which can 
be used to treat, prevent, and/or diagnose wounds. 

20 It is also contemplated that a polynucleotide or polypeptide and/or agonist or 

antagonist of the present invention may inhibit chemotactic activity. These molecules 
could also be used totreat, prevent, and/or diagnose diseases, disorders, and/or 
conditions. Thus, a polynucleotide or polypeptide and/or agonist or antagonist of the 
present invention could be used as an inhibitor of chemotaxis. 

25 

Binding Activity 

A polypeptide of the present invention may be used to screen for molecules 
that bind to the polypeptide or for molecules to which the polypeptide binds. The 
binding of the polypeptide and the molecule may activate (agonist), increase, inhibit 
30 (antagonist), or decrease activity of the polypeptide or the molecule bound. Examples 
of such molecules include antibodies, oligonucleotides, proteins (e.g.^receptors),or 
small molecules. 
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Preferably, the molecule is closely related to the natural ligand of the 
polypeptide, e.g., a fragment of the ligand, or a natural substrate, a ligand, a structural 
or functional mimetic. (See, Coligan et al., Current Protocols in Immunology 
l(2):Chapter 5 (1991).) Similarly, the molecule can be closely related to the natural 
5 receptor to which the polypeptide binds, or at least, a fragment of the receptor capable 
of being bound by the polypeptide (e.g., active site). In either case, the molecule can 
be rationally designed using known techniques. 

Preferably, the screening for these molecules involves producing appropriate 
cells which express the polypeptide, either as a secreted protein or on the cell 

10 membrane. Preferred cells include cells from mammals, yeast, Drosophila, or E. colL 
Cells expressing the polypeptide (or cell membrane containing the expressed 
polypeptide) are then preferably contacted with a test compound potentially 
containing the molecule to observe binding, stimulation, or inhibition of activity of 
either the polypeptide or the molecule. 

1 5 The assay may simply test binding of a candidate compound to the 

polypeptide, wherein binding is detected by a label, or in an assay involving 
competition with a labeled competitor. Further, the assay may test whether the 
candidate compound results in a signal generated by binding to the polypeptide. 
Alternatively, the assay can be carried out using cell-free preparations, 

20 polypeptide/molecule affixed to a solid support, chemical libraries, or natural product 
mixtures; The assay may also simply comprise the steps of mixing a candidate 
compound with a solution containing a polypeptide, measuring polypeptide/molecule 
activity or binding, and comparing the polypeptide/molecule activity or binding to a 
standard. 

25 Preferably, an ELISA assay can measure polypeptide level or activity in a 

sample (e.g., biological sample) using a monoclonal or polyclonal antibody. The 
antibody can measure polypeptide level or activity by either binding, directly or 
indirectly, to the polypeptide or by competing with the polypeptide for a substrate. 

Additionally, the receptor to which a polypeptide of the invention binds can be 

30 identified by numerous methods known to those of skill in the art, for example, ligand 
panning and FACS sorting (Coligan, et al., Current Protocols in Immun., 1(2), 
Chapter 5, (1991)). For example, expression cloning is employed wherein 
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polyadenylated RNA is prepared from a cell responsive to the polypeptides, for 
example, NIH3T3 cells which are known to contain multiple receptors for the FGF 
family proteins, and SC-3 cells, and a cDNA library created from this RNA is divided 
into pools and used to transfect COS cells or other cells that are not responsive to the 
5 polypeptides. Transfected cells which are grown on glass slides are exposed to the 
polypeptide of the present invention, after they have been labelled. The polypeptides 
can be labeled by a variety of means including iodination or inclusion of a recognition 
site for a site-specific protein kinase. 

Following fixation and incubation, the slides are subjected to auto- 

10 radiographic analysis. Positive pools are identified and sub-pools are prepared and re- 
transfected using an iterative sub-pooling and re-screening process, eventually 
yielding a single clones that encodes the putative receptor. 

As an alternative approach for receptor identification, the labeled polypeptides 
can be photoaffinity linked with cell membrane or extract preparations that express 

15 the receptor molecule. Cross-linked material is resolved by PAGE analysis and 
exposed to X-ray film. The labeled complex containing the receptors of the 
polypeptides can be excised, resolved into peptide fragments, and subjected to protein 
microsequencing. The amino acid sequence obtained from microsequencing would 
be used to design a set of degenerate oligonucleotide probes to screen a cDNA library 

20 to identify the genes encoding the putative receptors. 

Moreover, the techniques of gene-shuffling, motif-shuffling, exon-shuffling, 
and/or codon-shuffling (collectively referred to as "DNA shuffling") may be 
employed to modulate the activities of polypeptides of the invention thereby 
effectively generating agonists and antagonists of polypeptides of the invention. See 

25 generally, U.S. Patent Nos. 5,605,793, 5,811,238, 5,830,721, 5,834,252, and 
5,837,458, and Patten, P. A., et al., Curr. Opinion Biotechnol. 8:724-33 (1997); 
Harayama, S. Trends Biotechnol. 16(2):76-82 (1998); Hansson, L. O., et al., J. Mol. 
Biol. 287:265-76 (1999); and Lorenzo, M. M. and Blasco, R. Biotechniques 
24(2):308-13 (1998) (each of these patents and publications are hereby incorporated 

30 by reference). In one embodiment, alteration of polynucleotides and corresponding 
polypeptides of the invention may be achieved by DNA shuffling. DNA shuffling 
involves the assembly of two or more DNA segments into a desired polynucleotide 
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sequence of the invention molecule by homologous, or site-specific, recombination. 
In another embodiment, polynucleotides and corresponding polypeptides of the 
invention may be alterred by being subjected to random mutagenesis by error-prone 
PCR, random nucleotide insertion or other methods prior to recombination. In 
5 another embodiment, one or more components, motifs, sections, parts, domains, 
fragments, etc., of the polypeptides of the invention may be recombined with one or 
more components, motifs, sections, parts, domains, fragments, etc. of one or more 
heterologous molecules. In preferred embodiments, the heterologous molecules are 
family members. In further preferred embodiments, the heterologous molecule is a 

10 growth factor such as, for example, platelet-derived growth factor (PDGF), 
insulin-like growth factor (IGF-I), transforming growth factor (TGF)-alpha, epidermal 
growth factor (EGF), fibroblast growth factor (FGF), TGF-beta, bone morphogenetic 
protein (BMP)-2, BMP-4, BMP-5, BMP-6, BMP-7, activins A and B, 
decapentaplegic(dpp), 60A, OP-2, dorsalin, growth differentiation factors (GDFs), 

15 nodal, MIS, inhibin-alpha, TGF-betal, TGF-beta2, TGF-beta3, TGF-beta5, and glial- 
derived neurotrophic factor (GDNF). 

Other preferred fragments are biologically active fragments of the 
polypeptides of the invention. Biologically active fragments are those exhibiting 
activity similar, but not necessarily identical, to an activity of the polypeptide. The 

20 biological activity of the fragments may include an improved desired activity, or a 
decreased undesirable activity. 

Additionally, this invention provides a method of screening compounds to 
identify those which modulate the action of the polypeptide of the present invention. 
An example of such an assay comprises combining a mammalian fibroblast cell, a the 

25 polypeptide of the present invention, the compound to be screened and 3[H] 
thymidine under cell culture conditions where the fibroblast cell would normally 
proliferate. A control assay may be performed in the absence of the compound to be 
screened and compared to the amount of fibroblast proliferation in the presence of the 
compound to determine if the compound stimulates proliferation by determining the 

30 uptake of 3[H] thymidine in each case. The amount of fibroblast cell proliferation is 
measured by liquid scintillation chromatography which measures the incorporation of 
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3[H] thymidine. Both agonist and antagonist compounds may be identified by this 
procedure. 

In another method, a mammalian cell or membrane preparation expressing a 
receptor for a polypeptide of the present invention is incubated with a labeled 
5 polypeptide of the present invention in the presence of the compound. The ability of 
the compound to enhance or block this interaction could then be measured. 
Alternatively, the response of a known second messenger system following 
interaction of a compound to be screened and the receptor is measured and the ability 
of the compound to bind to the receptor and elicit a second messenger response is 

10 measured to determine if the compound is a potential agonist or antagonist. Such 
second messenger systems include but are not limited to, cAMP guanylate cyclase, 
ion channels or phosphoinositide hydrolysis. 

All of these above assays can be used as diagnostic or prognostic markers. 
The molecules discovered using these assays can be used to treat, prevent, and/or 

15 diagnose disease or to bring about a particular result in a patient (e.g., blood vessel 
growth) by activating or inhibiting the polypeptide/molecule. Moreover, the assays 
can discover agents which may inhibit or enhance the production of the polypeptides 
of the invention from suitably manipulated cells or tissues. Therefore, the invention 
includes a method of identifying compounds which bind to the polypeptides of the 

20 invention comprising the steps of: (a) incubating a candidate binding compound with 
the polypeptide; and (b) determining if binding has occurred. Moreover, the 
invention includes a method of identifying agonists/antagonists comprising the steps 
of: (a) incubating a candidate compound with the polypeptide, (b) assaying a 
biological activity , and (b) determining if a biological activity of the polypeptide has 

25 been altered. 

Also, one could identify molecules bind a polypeptide of the invention 
experimentally by using the beta-pleated sheet regions contained in the polypeptide 
sequence of the protein. Accordingly, specific embodiments of the invention are 
directed to polynucleotides encoding polypeptides which comprise, or alternatively 
30 consist of, the amino acid sequence of each beta pleated sheet regions in a disclosed 
polypeptide sequence. Additional embodiments of the invention are directed to 
polynucleotides encoding polypeptides which comprise, or alternatively consist of, 
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any combination or all of contained in the polypeptide sequences of the invention. 
Additional preferred embodiments of the invention are directed to polypeptides which 
comprise, or alternatively consist of, the amino acid sequence of each of the beta 
pleated sheet regions in one of the polypeptide sequences of the invention. Additional 
5 embodiments of the invention are directed to polypeptides which comprise, or 
alternatively consist of, any combination or all of the beta pleated sheet regions in one 
of the polypeptide sequences of the invention. 

Targeted Delivery 

10 In another embodiment, the invention provides a method of delivering 

compositions to targeted cells expressing a receptor for a polypeptide of the invention, 
or cells expressing a cell bound form of a polypeptide of the invention. 

As discussed herein, polypeptides or antibodies of the invention may be 
associated with heterologous polypeptides, heterologous nucleic acids, toxins, or 

15 prodrugs via hydrophobic, hydrophilic, ionic and/or covalent interactions. In one 
embodiment, the invention provides a method for the specific delivery of 
compositions of the invention to cells by administering polypeptides of the invention 
(including antibodies) that are associated with heterologous polypeptides or nucleic 
acids. In one example, the invention provides a method for delivering a therapeutic 

20 protein into the targeted cell. In another example, the invention provides a method for 
delivering a*single stranded nucleic acid (e.g., antisense or ribozymes) or double 
stranded nucleic acid (e.g., DNA that can integrate into the cell's genome or replicate 
episomally and that can be transcribed) into the targeted cell. 

In another embodiment, the invention provides a method for the specific 

25 destruction of cells (e.g., the destruction of tumor cells) by administering polypeptides 
of the invention (e.g., polypeptides of the invention or antibodies of the invention) in 
association with toxins or cytotoxic prodrugs. 

By "toxin" is meant compounds that bind and activate endogenous cytotoxic 
effector systems, radioisotopes, holotoxins, modified toxins, catalytic subunits of 

30 toxins, or any molecules or enzymes not normally present in or on the surface of a cell 
that under defined conditions cause the cell's death. Toxins that may be used 
according to the methods of the invention include, but are not limited to, radioisotopes 
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known in the art, compounds such as, for example, antibodies (or complement fixing 
containing portions thereof) that bind an inherent or induced endogenous cytotoxic 
effector system, thymidine kinase, endonuclease, RNAse, alpha toxin, ricin, abrin, 
Pseudomonas exotoxin A, diphtheria toxin, saporin, momordin, gelonin, pokeweed 
antiviral protein, alpha-sarcin and cholera toxin. By "cytotoxic prodrug" is meant a 
non-toxic compound that is converted by an enzyme, normally present in the cell, into 
a cytotoxic compound. Cytotoxic prodrugs that may be used according to the 
methods of the invention include, but are not limited to, glutamyl derivatives of 
benzoic acid mustard alkylating agent, phosphate derivatives of etoposide or 
mitomycin C, cytosine arabinoside, daunorubisin, and phenoxyacetamide derivatives 
of doxorubicin. 

Drug Screening 

Further contemplated is the use of the polypeptides of the present invention, or 
the polynucleotides encoding these polypeptides, to screen for molecules which 
modify the activities of the polypeptides of the present invention. Such a method 
would include contacting the polypeptide of the present invention with a selected 
compound(s) suspected of having antagonist or agonist activity, and assaying the 
activity of these polypeptides following binding. 

This invention is particularly useful for screening therapeutic compounds by 
using the polypeptides of the present invention, or binding fragments thereof, in any 
of a variety of drug screening techniques. The polypeptide or fragment employed in 
such a test may be affixed to a solid support, expressed on a cell surface, free in 
solution, or located intracellularly. One method of drug screening utilizes eukaryotic 
or prokaryotic host cells which are stably transformed with recombinant nucleic acids 
expressing the polypeptide or fragment. Drugs are screened against such transformed 
cells in competitive binding assays. One may measure, for example, the formulation 
of complexes between the agent being tested and a polypeptide of the present 
invention. 

Thus, the present invention provides methods of screening for drugs or any 
other agents which affect activities mediated by the polypeptides of the present 
invention. These methods comprise contacting such an agent with a polypeptide of the 
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present invention or a fragment thereof and assaying for the presence of a complex 
between the agent and the polypeptide or a fragment thereof, by methods well known 
in the art. In such a competitive binding assay, the agents to screen are typically 
labeled. Following incubation, free agent is separated from that present in bound 
5 form, and the amount of free or uncomplexed label is a measure of the ability of a 
particular agent to bind to the polypeptides of the present invention. 

Another technique for drug screening provides high throughput screening for 
compounds having suitable binding affinity to the polypeptides of the present 
invention, and is described in great detail in European Patent Application 84/03564, 

10 published on September 13, 1984, which is incorporated herein by reference herein. 
Briefly stated, large numbers of different small peptide test compounds are 
synthesized on a solid substrate, such as plastic pins or some other surface. The 
peptide test compounds are reacted with polypeptides of the present invention and 
washed. Bound polypeptides are then detected by methods well known in the art. 

15 Purified polypeptides are coated directly onto plates for use in the aforementioned 
drug screening techniques. In addition, non-neutralizing antibodies may be used to 
capture the peptide and immobilize it on the solid support. 

This invention also contemplates the use of competitive drug screening assays 
in which neutralizing antibodies capable of binding polypeptides of the present 

20 invention specifically compete with a test compound for binding to the polypeptides 
or fragments thereof. In this manner, the antibodies are used to detect the presence of 
any peptide which shares one or more antigenic epitopes with a polypeptide of the 
invention. 

25 Polypeptides of the Invention Binding Peptides and Other Molecules 

The invention also encompasses screening methods for identifying 
polypeptides and nonpolypeptides that bind polypeptides of the invention, and the 
polypeptide of the invention binding molecules identified thereby. These binding 
molecules are useful, for example, as agonists and antagonists of the polypeptides of 
30 the invention. Such agonists and antagonists can be used, in accordance with the 
invention, in the therapeutic embodiments described in detail, below. 
This method comprises the steps of: 
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a. contacting a polypeptide of the invention with a plurality of molecules; and 
b. identifying a molecule that binds the polypeptide of the invention. 

The step of contacting the polypeptide of the invention with the plurality of 
molecules may be effected in a number of ways. For example, one may contemplate 
5 immobilizing the polypeptide of the invention on a solid support and bringing a 

solution of the plurality of molecules in contact with the immobilized polypeptide of 
the invention. Such a procedure would be akin to an affinity chromatographic process, 
with the affinity matrix being comprised of the immobilized polypeptide of the 
invention. The molecules having a selective affinity for the polypeptide of the 

1 0 invention can then be purified by affinity selection. The nature of the solid support, 
process for attachment of the polypeptide of the invention to the solid support, 
solvent, and conditions of the affinity isolation or selection are largely conventional 
and well known to those of ordinary skill in the art. 

Alternatively, one may also separate a plurality of polypeptides into 

1 5 substantially separate fractions comprising a subset of or individual polypeptides. For 
instance, one can separate the plurality of polypeptides by gel electrophoresis, column 
chromatography, or like method known to those of ordinary skill for the separation of 
polypeptides. The individual polypeptides can also be produced by a transformed host 
cell in such a way as to be expressed on or about its outer surface (e.g., a recombinant 

20 phage). Individual isolates can then be "probed" by the polypeptide of the invention, 
optionally in the presence of an inducer should one be required for expression, to 
determine if any selective affinity interaction takes place between the polypeptide of 
the invention and the individual clone. Prior to contacting the polypeptide of the 
invention with each fraction comprising individual polypeptides, the polypeptides 

25 could first be transferred to a solid support for additional convenience. Such a solid 
support may simply be a piece of filter membrane, such as one made of nitrocellulose 
or nylon. In this manner, positive clones could be identified from a collection of 
transformed host cells of an expression library, which harbor a DNA construct 
encoding a polypeptide having a selective affinity for a polypeptide of the invention. 

30 Furthermore, the amino acid sequence of the polypeptide having a selective affinity 
for the polypeptide of the invention can be determined directly by conventional means 
or the coding sequence of the DNA encoding the polypeptide can frequently be 
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determined more conveniently. The primary sequence can then be deduced from the 
corresponding DNA sequence. If the amino acid sequence is to be determined from 
the polypeptide itself, one may use microsequencing techniques. The sequencing 
technique may include mass spectroscopy. 
5 In certain situations, it may be desirable to wash away any unbound 

polypeptide of the invention, or alterntatively, unbound polypeptides, from a mixture 
of the polypeptide of the invention and the plurality of polypeptides prior to 
attempting to determine or to detect the presence of a selective affinity interaction. 
Such a wash step may be particularly desirable when the polypeptide of the invention 

10 or the plurality of polypeptides is bound to a solid support. 

The plurality of molecules provided according to this method may be provided 
by way of diversity libraries, such as random or combinatorial peptide or nonpeptide 
libraries which can be screened for molecules that specifically bind to a polypeptide 
of the invention. Many libraries are known in the art that can be used, e.g., chemically 

15 synthesized libraries, recombinant (e.g., phage display libraries), and in vitro 
translation-based libraries. Examples of chemically synthesized libraries are 
described in Fodor et al., 1991, Science 251 : 767-773; Houghten et al., 1991, Nature 
354:84-86; Lam et al., 1991, Nature 354:82-84; Medynski, 1994, Bio/Technology 
12:709-710;Gallop et al., 1994, J. Medicinal Chemistry 37(9):1233-1251; Ohlmeyer 

20 et al., 1993, Proc. Natl. Acad. Sci. USA 90:10922-10926; Erb et al., 1994, Proc. Natl. 
Acad. Sci. USA 91 :1 1422-1 1426; Houghten et al., 1992, Biotechniques 13:412; 
Jayawickreme et al., 1994, Proc. Natl. Acad. Sci. USA 91:1614-1618; Salmon et al., 
1993, Proc. Natl. Acad. Sci. USA 90:1 1708-1 1712; PCT Publication No. WO 
93/20242; and Brenner and Lerner, 1992, Proc. Natl. Acad. Sci. USA 89:5381-5383. 

25 Examples of phage display libraries are described in Scott and Smith, 1990, 

Science 249:386-390; Devlin et al., 1990, Science, 249:404-406; Christian, R. B., et 
al., 1992, J. Mol. Biol. 227:711-718); Lenstra, 1992, J. Immunol. Meth. 152:149-157; 
Kay et al., 1993, Gene 128:59-65; and PCT Publication No. WO 94/18318 dated Aug. 
18, 1994. 

30 In vitro translation-based libraries include but are not limited to those 

described in PCT Publication No.. WO 91/05058 dated Apr. 18, 1991; and Mattheakis 
et al., 1994, Proc. Natl. Acad. Sci. USA 91:9022-9026. 
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By way of examples of nonpeptide libraries, a benzodiazepine library (see 
e.g., Bunin et al., 1994, Proc. Natl. Acad. Sci. USA 91:4708-4712) can be adapted for 
use. Peptoid libraries (Simon et al., 1992, Proc. Natl. Acad. Sci. USA 89:9367-9371) 
can also be used. Another example of a library that can be used, in which the amide 
5 functionalities in peptides have been perrnethylated to generate a chemically 

transformed combinatorial library, is described by Ostresh et al. (1994, Proc. Natl. 
Acad. Sci. USA 91:11138-11 142). 

The variety of non-peptide libraries that are useful in the present invention is 
great. For example, Ecker and Crooke, 1995, Bio/Technology 13:351-360 list 
10 benzodiazepines, hydantoins, piperazinediones, biphenyls, sugar analogs, beta- 

mercaptoketones, arylacetic acids, acylpiperidines, benzopyrans, cubanes, xanthines, 
aminimides, and oxazolones as among the chemical species that form the basis of 
various libraries. 

Non-peptide libraries can be classified broadly into two types: decorated 
1 5 monomers and oligomers. Decorated monomer libraries employ a relatively simple 
scaffold structure upon which a variety functional groups is added. Often the scaffold 
will be a molecule with a known useful pharmacological activity. For example, the 
scaffold might be the benzodiazepine structure. 

Non-peptide oligomer libraries utilize a large number of monomers that are 
20 assembled together in ways that create new shapes that depend on the order of the 
monomers. Among the monomer units that have been used are carbamates, 
pyrrolinones, and morpholinos. Peptoids, peptide-like oligomers in which the side 
chain is attached to the alpha amino group rather than the alpha carbon, form the basis 
of another version of non-peptide oligomer libraries. The first non-peptide oligomer 
25 libraries utilized a single type of monomer and thus contained a repeating backbone. 
Recent libraries have utilized more than one monomer, giving the libraries added 
flexibility. 

Screening the libraries can be accomplished by any of a variety of commonly 
known methods. See, e.g., the following references, which disclose screening of 
30 peptide libraries: Parmley and Smith, 1989, Adv. Exp. Med. Biol. 251:215-218; Scott 
and Smith, 1990, Science 249:386-390; Fowlkes et al., 1992; BioTechniques 13:422- 
427; Oldenburg et aL, 1992, Proc. Natl. Acad. Sci. USA 89:5393-5397; Yu et al., 
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1994, Cell 76:933-945; Staudt et al., 1988, Science 241:577-580; Bock et aL, 1992, 
Nature 355:564-566; Tuerk et aL, 1992, Proc. Natl. Acad. Sci. USA 89:6988-6992; 
Ellington et al., 1992, Nature 355:850-852; U.S. Pat. No. 5,096,815, U.S. Pat. No. 
5,223,409, and U.S. Pat. No. 5,198,346, all to Ladner et al.; Rebar and Pabo, 1993, 
5 Science 263:671-673; and CT Publication No. WO 94/18318. 

In a specific embodiment, screening to identify a molecule that binds a 
polypeptide of the invention can be carried out by contacting the library members 
with a polypeptide of the invention immobilized on a solid phase and harvesting those 
library members that bind to the polypeptide of the invention. Examples of such 

10 screening methods, termed "panning" techniques are described by way of example in 
Parmley and Smith, 1988, Gene 73:305-318; Fowlkes et al., 1992, BioTechniques 
1 3 :422-427; PCT Publication No. WO 94/1 83 1 8; and in references cited herein. 

In another embodiment, the two-hybrid system for selecting interacting 
proteins in yeast (Fields and Song, 1989, Nature 340:245-246; Chien et al., 1991, 

15 Proc. Natl. Acad. Sci. USA 88:9578-9582) can be used to identify molecules that 
specifically bind to a polypeptide of the invention. 

Where the polypeptide of the invention binding molecule is a polypeptide, the 
polypeptide can be conveniently selected from any peptide library, including random 
peptide libraries, combinatorial peptide libraries, or biased peptide libraries. The term 

20 "biased" is used herein to mean that the method of generating the library is 

manipulated so as to restrict one or more parameters that govern the diversity of the 
resulting collection of molecules, in this case peptides. 

Thus, a truly random peptide library would generate a collection of peptides in 
which the probability of finding a particular amino acid at a given position of the 

25 peptide is the same for all 20 amino acids. A bias can be introduced into the library, 
however, by specifying, for example, that a lysine occur every fifth amino acid or that 
positions 4, 8, and 9 of a decapeptide library be fixed to include only arginine. 
Clearly, many types of biases can be contemplated, and the present invention is not 
restricted to any particular bias. Furthermore, the present invention contemplates 

30 specific types of peptide libraries, such as phage displayed peptide libraries and those 
that utilize a DNA construct comprising a lambda phage vector with a DNA insert. 
As mentioned above, in the case of a polypeptide of the invention binding 
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molecule that is a polypeptide, the polypeptide may have about 6 to less than about 60 
amino acid residues, preferably about 6 to about 10 amino acid residues, and most 
preferably, about 6 to about 22 amino acids. In another embodiment, a polypeptide of 
the invention binding polypeptide has in the range of 15-100 amino acids, or 20-50 
5 amino acids. 

The selected polypeptide of the invention binding polypeptide can be obtained 
by chemical synthesis or recombinant expression. 

Antisense And Ribozyme (Antagonists) 

10 In specific embodiments, antagonists according to the present invention are 

nucleic acids corresponding to the sequences contained in SEQ ID NO:X, or the 
complementary strand thereof, and/or to nucleotide sequences contained a deposited 
clone. In one embodiment, antisense sequence is generated internally by the 
organism, in another embodiment, the antisense sequence is separately administered 

15 (see, for example, O'Connor, Neurochem., 56:560 (1991). Oligodeoxynucleotides as 
Anitsense Inhibitors of Gene Expression, CRC Press, Boca Raton, FL (1988). 
Antisense technology can be used to control gene expression through antisense DNA 
or RNA, or through triple-helix formation. Antisense techniques are discussed for 
example, in Okano, Neurochem., 56:560 (1991); Oligodeoxynucleotides as Antisense 

20 Inhibitors of Gene Expression, CRC Press, Boca Raton, FL (1988). Triple helix 
formation is discussed in, for instance, Lee et al., Nucleic Acids Research, 6:3073 
(1979); Cooney et al., Science, 241:456 (1988); and Dervan et al., Science, 251:1300 
(1991). The methods are based on binding of a polynucleotide to a complementary 
DNA or RNA. 

25 For example, the use of c-myc and c-myb antisense RNA constructs to inhibit 

the growth of the non-lymphocytic leukemia cell line HL-60 and other cell lines was 
previously described. (Wickstrom et al. (1988); Anfossi et al. (1989)). These 
experiments were performed in vitro by incubating cells with the oligoribonucleotide. 
A similar procedure for in vivo use is described in WO 91/15580. Briefly, a pair of 

30 oligonucleotides for a given antisense RNA is produced as follows: A sequence 
complimentary to the first 15 bases of the open reading frame is flanked by an EcoRl 
site on the 5 end and a Hindm site on the 3 end. Next, the pair of oligonucleotides is 
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heated at 90°C for one minute and then annealed in 2X ligation buffer (20mM TRIS 
HC1 pH 7.5, lOmM MgC12, 10MM dithiothreitol (DTT) and 0.2 mM ATP) and then 
ligated to the EcoRl/Hind III site of the retroviral vector PMV7 (WO 91/15580). 

For example, the 5' coding portion of a polynucleotide that encodes the mature 
5 polypeptide of the present invention may be used to design an antisense RNA 

oligonucleotide of from about 10 to 40 base pairs in length. A DNA oligonucleotide 
is designed to be complementary to a region of the gene involved in transcription 
thereby preventing transcription and the production of the receptor. The antisense 
RNA oligonucleotide hybridizes to the mRNA in vivo and blocks translation of the 

1 0 mRNA molecule into receptor polypeptide. 

In one embodiment, the antisense nucleic acid of the invention is produced 
intracellularly by transcription from an exogenous sequence. For example, a vector or 
a portion thereof, is transcribed, producing an antisense nucleic acid (RNA) of the 
invention. Such a vector would contain a sequence encoding the antisense nucleic 

1 5 acid of the invention. Such a vector can remain episomal or become chromosomally 
integrated, as long as it can be transcribed to produce the desired antisense RNA. 
Such vectors can be constructed by recombinant DNA technology methods standard 
in the art. Vectors can be plasmid, viral, or others known in the art, used for 
replication and expression in vertebrate cells. Expression of the sequence encoding a 

20 polypeptide of the invention, or fragments thereof, can be by any promoter known in 
the art to?act%in vertebrate, preferably human cells. Such promoters can be inducible 
or constitutive. Such promoters include, but are not limited to, the S V40 early 
promoter region (Bernoist and Chambon, Nature, 29:304-310 (1981), the promoter 
contained in the 3 ' long terminal repeat of Rous sarcoma virus (Y amamoto et al., 

25 Cell, 22:787-797 (1980), the herpes thymidine promoter (Wagner et al., Proc. Natl. 
Acad. Sci. U.S.A., 78:1441-1445 (1981), the regulatory sequences of the 
metallothionein gene (Brinster et al., Nature, 296:39-42 (1982)), etc. 

The antisense nucleic acids of the invention comprise a sequence 
complementary to at least a portion of an RNA transcript of a gene of interest. 

30 However, absolute complementarity, although preferred, is not required. A sequence 
"complementary to at least a portion of an RNA," referred to herein, means a 
sequence having sufficient complementarity to be able to hybridize with the RNA, 
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forming a stable duplex; in the case of double stranded antisense nucleic acids of the 
invention, a single strand of the duplex DNA may thus be tested, or triplex formation 
may be assayed. The ability to hybridize will depend on both the degree of 
complementarity and the length of the antisense nucleic acid Generally, the larger the 
5 hybridizing nucleic acid, the more base mismatches with a RNA sequence of the 
invention it may contain and still form a stable duplex (or triplex as the case may be). 
One skilled in the art can ascertain a tolerable degree of mismatch by use of standard 
procedures to determine the melting point of the hybridized complex. 

Oligonucleotides that are complementary to the 5' end of the message, e.g., 
10 the 5' untranslated sequence up to and including the AUG initiation codon, should 
work most efficiently at inhibiting translation. However, sequences complementary 
to the 3' untranslated sequences of mRNAs have been shown to be effective at 
inhibiting translation of mRNAs as well. See generally, Wagner, R., Nature, 
372:333-335 (1994). Thus, oligonucleotides complementary to either the 5' - or 3' - 
1 5 non- translated, non-coding regions of a polynucleotide sequence of the invention 
could be used in an antisense approach to inhibit translation of endogenous mRNA. 
Oligonucleotides complementary to the 5' untranslated region of the mRNA should 
include the complement of the AUG start codon. Antisense oligonucleotides 
complementary to mRNA coding regions are less efficient inhibitors of translation but 
20 could be used in accordance with the invention. Whether designed to hybridize to the 
5 ' 3 ' - or coding region of mRNA, antisense nucleic acids should be at least six 
nucleotides in length, and are preferably oligonucleotides ranging from 6 to about 50 
nucleotides in length. In specific aspects the oligonucleotide is at least 10 
nucleotides, at least 17 nucleotides, at least 25 nucleotides or at least 50 nucleotides. 
25 The polynucleotides of the invention can be DNA or RNA or chimeric 

mixtures or derivatives or modified versions thereof, single-stranded or double- 
stranded. The oligonucleotide can be modified at the base moiety, sugar moiety, or 
phosphate backbone, for example, to improve stability of the molecule, hybridization, 
etc. The oligonucleotide may include other appended groups such as peptides (e.g., 
30 for targeting host cell receptors in vivo), or agents facilitating transport across the cell 
membrane (see, e.g., Letsinger et al., Proc. Natl. Acad. Sci. U.S.A. 86:6553-6556 
(1989); Lemaitre et al., Proc. Natl. Acad. Sci., 84:648-652 (1987); PCT Publication 
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NO: WO88/09810, published December 15, 1988) or the blood-brain barrier (see, 
e.g., PCT Publication NO: WO89/10134, published April 25, 1988), hybridization- 
triggered cleavage agents. (See, e.g., Krol et al., BioTechniques, 6:958-976 (1988)) 
or intercalating agents. (See, e.g., Zon, Pharm. Res., 5:539-549(1988)). To this end, 
5 the oligonucleotide may be conjugated to another molecule, e.g., a peptide, 

hybridization triggered cross-linking agent, transport agent, hybridization-triggered 
cleavage agent, etc. 

The antisense oligonucleotide may comprise at least one modified base moiety 
which is selected from the group including, but not limited to, 5-fluorouracil, 

10 5-bromouracil, 5-chlorouracil, 5-iodouracil, hypoxanthine, xantine, 4-acetylcytosine, 
5-(carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl-2-thiouridine, 
5-carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, 
inosine, N6-isopentenyl adenine, 1-methylguanine, 1-methylinosine, 
2,2-dimethylguanine, 2-methyladenine, 2-methyl guanine, 3-methylcytosine, 

15 5-methylcytosine, N6-adenine, 7-methyl guanine, 5-methylaminomethyluracil, 
5-methoxyaminomethyl-2-thiouracil, beta-D-mannosylqueosine, 
5 r -methoxycarboxymethyluracil, 5-methoxyuracil, 2-methylthio-N6- 
isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouraciI, 2-thiouracil, 4-thiouracil, 

20 5-methyluracil, uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 
5-methyl-2rthiouracil, 3-(3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 
2,6-diaminopurine. 

The antisense oligonucleotide may also comprise at least one modified sugar 
moiety selected from the group including, but not limited to, arabinose, 
25 2-fluoroarabinose, xylulose, and hexose. 

In yet another embodiment, the antisense oligonucleotide comprises at least 
one modified phosphate backbone selected from the group including, but not limited 
to, a phosphorothioate, a phosphorodithioate, a phosphoramidothioate, a 
phosphoramidate, a phosphordiamidate, a methylphosphonate, an alkyl 
30 phosphotriester, and a formacetal or analog thereof. 

In yet another embodiment, the antisense oligonucleotide is an a-anomeric 
oligonucleotide. An a-anomeric oligonucleotide forms specific double-stranded 
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hybrids with complementary RNA in which, contrary to the usual b-units, the strands 
run parallel to each other (Gautier et al., Nucl. Acids Res., 15:6625-6641 (1987)). 
The oligonucleotide is a 2-0-methylribonucleotide (Inoue et al., Nucl. Acids Res., 
15:6131-6148 (1987)), or a chimeric RNA-DNA analogue (Inoue et al., FEBS Lett. 
215:327-330(1987)). 

Polynucleotides of the invention may be synthesized by standard methods 
known in the art, e.g. by use of an automated DNA synthesizer (such as are 
commercially available from Biosearch, Applied Biosystems, etc.). As examples, 
phosphorothioate oligonucleotides may be synthesized by the method of Stein et al. 
(Nucl. Acids Res., 16:3209 (1988)), methylphosphonate oligonucleotides can be 
prepared by use of controlled pore glass polymer supports (Sarin et al., Proc. Natl. 
Acad. Sci. U.S.A., 85:7448-7451 (1988)), etc. 

While antisense nucleotides complementary to the coding region sequence of 
the invention could be used, those complementary to the transcribed untranslated 
region are most preferred. 

Potential antagonists according to the invention also include catalytic RNA, or 
a ribozyme (See, e.g., PCT International Publication WO 90/1 1364, published 
October 4, 1990; Sarver et al, Science, 247:1222-1225 (1990). While ribozymes that 
cleave mRNA at site specific recognition sequences can be used to destroy mRNAs 
corresponding to the polynucleotides of the invention, the use of hammerhead 
ribozymes is preferred. Hammerhead ribozymes cleave mRNAs at locations dictated 
by flanking regions that form complementary base pairs with the target mRNA. The 
sole requirement is that the target mRNA have the following sequence of two bases: 
5' -UG-3' . The construction and production of hammerhead ribozymes is well 
known in the art and is described more fully in Haseloffand Gerlach, Nature, 
334:585-591 (1988). There are numerous potential hammerhead ribozyme cleavage 
sites within each nucleotide sequence disclosed in the sequence listing. Preferably, 
the ribozyme is engineered so that the cleavage recognition site is located near the 5' 
end of the mRNA corresponding to the polynucleotides of the invention; i.e., to 
increase efficiency and minimize the intracellular accumulation of non-functional 
mRNA transcripts. 
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As in the antisense approach, the ribozymes of the invention can be composed 
of modified oligonucleotides (e.g. for improved stability, targeting, etc.) and should 
be delivered to cells which express the polynucleotides of the invention in vivo. 
DNA constructs encoding the ribozyme may be introduced into the cell in the same 
5 manner as described above for the introduction of antisense encoding DNA. A 
preferred method of delivery involves using a DNA construct "encoding" the 
ribozyme under the control of a strong constitutive promoter, such as, for example, 
pol HI or pol II promoter, so that transfected cells will produce sufficient quantities of 
the ribozyme to destroy endogenous messages and inhibit translation. Since 

10 ribozymes unlike antisense molecules, are catalytic, a lower intracellular 
concentration is required for efficiency. 

Antagonist/agonist compounds may be employed to inhibit the cell growth 
and proliferation effects of the polypeptides of the present invention on neoplastic 
cells and tissues, i.e. stimulation of angiogenesis of tumors, and, therefore, retard or 

15 prevent abnormal cellular growth and proliferation, for example, in tumor formation 
or growth. 

The antagonist/agonist may also be employed to prevent hyper-vascular 
diseases, and prevent the proliferation of epithelial lens cells after extracapsular 
cataract surgery. Prevention of the mitogenic activity of the polypeptides of the 
20 present invention may also be desirous in cases such as restenosis after balloon 
^gioplasty. 

The antagonist/agonist may also be employed to prevent the growth of scar 
tissue during wound healing. 

The antagonist/agonist may also be employed to treat, prevent, and/or 
25 diagnose the diseases described herein. 

Thus, the invention provides a method of treating or preventing diseases, 
disorders, and/or conditions, including but not limited to the diseases, disorders, 
and/or conditions listed throughout this application, associated with overexpression of 
a polynucleotide of the present invention by administering to a patient (a) an antisense 
30 molecule directed to the polynucleotide of the present invention, and/or (b) a 
ribozyme directed to the polynucleotide of the present invention. 
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invention, and/or (b) a ribozyme directed to the polynucleotide of the present 
invention 

Other Activities 

The polypeptide of the present invention, as a result of the ability to stimulate 
vascular endothelial cell growth, may be employed in treatment for stimulating re- 
vascularization of ischemic tissues due to various disease conditions such as 
thrombosis, arteriosclerosis, and other cardiovascular conditions. These polypeptide 
may also be employed to stimulate angiogenesis and limb regeneration, as discussed 
above. 

The polypeptide may also be employed for treating wounds due to injuries, 
burns, post-operative tissue repair, and ulcers since they are mitogenic to various cells 
of different origins, such as fibroblast cells and skeletal muscle cells, and therefore, 
facilitate the repair or replacement of damaged or diseased tissue. 

The polypeptide of the present invention may also be employed stimulate 
neuronal growth and to treat, prevent, and/or diagnose neuronal damage which occurs 
in certain neuronal disorders or neurodegenerative conditions such as Alzheimer's 
disease, Parkinson's disease, and AIDS-related complex. The polypeptide of the 
invention may have the ability to stimulate chondrocyte growth, therefore, they may 
be employed to enhance bone and periodontal regeneration and aid in tissue 
transplants or bone grafts. 

The polypeptide of the present invention may be also be employed to prevent 
skin aging due to sunburn by stimulating keratinocyte growth. 

The polypeptide of the invention may also be employed for preventing hair 
loss, since FGF family members activate hair-forming cells and promotes melanocyte 
growth. Along the same lines, the polypeptides of the present invention may be 
employed to stimulate growth and differentiation of hematopoietic cells and bone 
marrow cells when used in combination with other cytokines. 

The polypeptide of the invention may also be employed to maintain organs 
before transplantation or for supporting cell culture of primary tissues. 

The polypeptide of the present invention may also be employed for inducing 
tissue of mesodermal origin to differentiate in early embryos. 
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The polypeptide or polynucleotides and/or agonist or antagonists of the 
present invention may also increase or decrease the differentiation or proliferation of 
embryonic stem cells, besides, as discussed above, hematopoietic lineage. 
5 The polypeptide or polynucleotides and/or agonist or antagonists of the 

present invention may also be used to modulate mammalian characteristics, such as 
body height, weight, hair color, eye color, skin, percentage of adipose tissue, 
pigmentation, size, and shape (e.g., cosmetic surgery). Similarly, polypeptides or 
polynucleotides and/or agonist or antagonists of the present invention may be used to 

10 modulate mammalian metabolism affecting catabolism, anabolism, processing, 
utilization, and storage of energy. 

Polypeptide or polynucleotides and/or agonist or antagonists of the present 
invention may be used to change a mammal's mental state or physical state by 
influencing biorhythms, caricadic rhythms, depression (including depressive diseases, 

15 disorders, and/or conditions), tendency for violence, tolerance for pain, reproductive 
capabilities (preferably by Activin or Inhibin-like activity), hormonal or endocrine 
levels, appetite, libido, memory, stress, or other cognitive qualities. 

Polypeptide or polynucleotides and/or agonist or antagonists of the present 
invention may also be used as a food additive or preservative, such as to increase or 

20 decrease storage capabilities, fat content, lipid, protein, carbohydrate, vitamins, 
minerals, cofactors or other nutritional components. 



Other Preferred Embodiments 

Other preferred embodiments of the claimed invention include an isolated 
25 nucleic acid molecule comprising a nucleotide sequence which is at least 95% 

identical to a sequence of at least about 50 contiguous nucleotides in the nucleotide 
sequence of SEQ ID NO:X wherein X is any integer as defined in Table 1 . 

Also preferred is a nucleic acid molecule wherein said sequence of contiguous 
nucleotides is included in the nucleotide sequence of SEQ ID NO:X in the range of 
30 positions beginning with the nucleotide at about the position of the 5' Nucleotide of 
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the Clone Sequence and ending with the nucleotide at about the position of the 3' 
Nucleotide of the Clone Sequence as defined for SEQ ID NO:X in Table 1. 

Also preferred is a nucleic acid molecule wherein said sequence of contiguous 
nucleotides is included in the nucleotide sequence of SEQ ID NO:X in the range of 
5 positions beginning with the nucleotide at about the position of the 5' Nucleotide of 
the Start Codon and ending with the nucleotide at about the position of the 3' 
Nucleotide of the Clone Sequence as defined for SEQ ID NO:X in Table 1. 

Similarly preferred is a nucleic acid molecule wherein said sequence of 
contiguous nucleotides is included in the nucleotide sequence of SEQ ID NO:X in the 

10 range of positions beginning with the nucleotide at about the position of the 5 ' 
Nucleotide of the First Amino Acid of the Signal Peptide and ending with the 
nucleotide at about the position of the 3' Nucleotide of the Clone Sequence as 
defined for SEQ ID NO:X in Table 1. 

Also preferred is an isolated nucleic acid molecule comprising a nucleotide 

1 5 sequence which is at least 95% identical to a sequence of at least about 1 50 
contiguous nucleotides in the nucleotide sequence of SEQ ID NO:X. 

Further preferred is an isolated nucleic acid molecule comprising a nucleotide 
sequence which is at least 95% identical to a sequence of at least about 500 
contiguous nucleotides in the nucleotide sequence of SEQ ID NO:X. 

20 A further preferred embodiment is a nucleic acid molecule comprising a 

nucleotide sequence which is at least 95% identical to the nucleotide sequence of SEQ 
ID NO:X beginning with the nucleotide at about the position of the 5' Nucleotide of 
the First Amino Acid of the Signal Peptide and ending with the nucleotide at about 
the position of the 3' Nucleotide of the Clone Sequence as defined for SEQ ID NO:X 

25 in Table 1. 

A further preferred embodiment is an isolated nucleic acid molecule 
comprising a nucleotide sequence which is at least 95% identical to the complete 
nucleotide sequence of SEQ ID NO:X. 

Also preferred is an isolated nucleic acid molecule which hybridizes under 
30 stringent hybridization conditions to a nucleic acid molecule, wherein said nucleic 
acid molecule which hybridizes does not hybridize under stringent hybridization 
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conditions to a nucleic acid molecule having a nucleotide sequence consisting of only 
A residues or of only T residues. 

Also preferred is a composition of matter comprising a DNA molecule which 
comprises a human cDNA clone identified by a cDNA Clone Identifier in Table 1, 
5 which DNA molecule is contained in the material deposited with the American Type 
Culture Collection and given the ATCC Deposit Number shown in Table 1 for said 
cDNA Clone Identifier. 

Also preferred is an isolated nucleic acid molecule comprising a nucleotide 
sequence which is at least 95% identical to a sequence of at least 50 contiguous 
10 nucleotides in the nucleotide sequence of a human cDNA clone identified by a cDNA 
Clone Identifier in Table 1, which DNA molecule is contained in the deposit given the 
ATCC Deposit Number shown in Table 1 . 

Also preferred is an isolated nucleic acid molecule, wherein said sequence of 
at least 50 contiguous nucleotides is included in the nucleotide sequence of the 
15 complete open reading frame sequence encoded by said human cDNA clone. 

Also preferred is an isolated nucleic acid molecule comprising a nucleotide 
sequence which is at least 95% identical to sequence of at least 150 contiguous 
nucleotides in the nucleotide sequence encoded by said human cDNA clone. 
A further preferred embodiment is an isolated nucleic acid molecule 
20 comprising a nucleotide sequence which is at least 95% identical to sequence of at 
least 500 contiguous nucleotides in the nucleotide sequence encoded by said human 
cDNA clone. 

A further preferred embodiment is an isolated nucleic acid molecule 
comprising a nucleotide sequence which is at least 95% identical to the complete 

25 nucleotide sequence encoded by said human cDNA clone. 

A further preferred embodiment is a method for detecting in a biological 
sample a nucleic acid molecule comprising a nucleotide sequence which is at least 
95% identical to a sequence of at least 50 contiguous nucleotides in a sequence 
selected from the group consisting of: a nucleotide sequence of SEQ ID NO:X 

30 wherein X is any integer as defined in Table 1 ; and a nucleotide sequence encoded by 
a human cDNA clone identified by a cDNA Clone Identifier in Table 1 and contained 
in the deposit with the ATCC Deposit Number shown for said cDNA clone in Table 
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1; which method comprises a step of comparing a nucleotide sequence of at least one 
nucleic acid molecule in said sample with a sequence selected from said group and 
determining whether the sequence of said nucleic acid molecule in said sample is at 
least 95% identical to said selected sequence. 
5 Also preferred is the above method wherein said step of comparing sequences 

comprises determining the extent of nucleic acid hybridization between nucleic acid 
molecules in said sample and a nucleic acid molecule comprising said sequence 
selected from said group. Similarly, also preferred is the above method wherein said 
step of comparing sequences is performed by comparing the nucleotide sequence 
10 determined from a nucleic acid molecule, in said sample with said sequence selected 
from said group. The nucleic acid molecules can comprise DNA molecules or RNA 
molecules. 

A further preferred embodiment is a method for identifying the species, tissue 
or cell type of a biological sample which method comprises a step of detecting nucleic 

1 5 acid molecules in said sample, if any, comprising a nucleotide sequence that is at least 
95% identical to a sequence of at least 50 contiguous nucleotides in a sequence 
selected from the group consisting of: a nucleotide sequence of SEQ ID NO:X 
wherein X is any integer as defined in Table 1; and a nucleotide sequence encoded by 
a human cDNA clone identified by a cDNA Clone Identifier in Table 1 and contained 

20 in the deposit with the ATCC Deposit Number shown for said cDNA clone in Table 
1. 

The method for identifying the species, tissue or cell type of a biological 
sample can comprise a step of detecting nucleic acid molecules comprising a 
nucleotide sequence in a panel of at least two nucleotide sequences, wherein at least 

25 one sequence in said panel is at least 95% identical to a sequence of at least 50 
contiguous nucleotides in a sequence selected from said group. 

Also preferred is a method for diagnosing in a subject a pathological condition 
associated with abnormal structure or expression of a gene encoding a secreted 
protein identified in Table 1, which method comprises a step of detecting in a 

30 biological sample obtained from said subject nucleic acid molecules, if any, 

comprising a nucleotide sequence that is at least 95% identical to a sequence of at 
least 50 contiguous nucleotides in a sequence selected from the group consisting of: a 
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nucleotide sequence of SEQ ID NO:X wherein X is any integer as defined in Table 1; 
and a nucleotide sequence encoded by a human cDNA clone identified by a cDNA 
Clone Identifier in Table 1 and contained in the deposit with the ATCC Deposit 
Number shown for said cDNA clone in Table 1 . 

5 The method for diagnosing a pathological condition can comprise a step of 

detecting nucleic acid molecules comprising a nucleotide sequence in a panel of at 
least two nucleotide sequences, wherein at least one sequence in said panel is at least 
95% identical to a sequence of at least 50 contiguous nucleotides in a sequence 
selected from said group. 

10 Also preferred is a composition of matter comprising isolated nucleic acid 

molecules wherein the nucleotide sequences of said nucleic acid molecules comprise 
a panel of at least two nucleotide sequences, wherein at least one sequence in said 
panel is at least 95% identical to a sequence of at least 50 contiguous nucleotides in a 
sequence selected from the group consisting of: a nucleotide sequence of SEQ ID 

15 NO:X wherein X is any integer as defined in Table 1; and a nucleotide sequence 
encoded by a human cDNA clone identified by a cDNA Clone Identifier in Table 1 
and contained in the deposit with the ATCC Deposit Number shown for said cDNA 
clone in Table 1. The nucleic acid molecules can comprise DNA molecules or RNA 
molecules. 

20 Also preferred is an isolated polypeptide comprising an amino acid sequence 

at least 90% identical to a sequence of at least about 10 contiguous amino acids in the 
amino acid sequence of SEQ ID NO:Y wherein Y is any integer as defined in Table 1 . 

Also preferred is a polypeptide, wherein said sequence of contiguous amino 
acids is included in the amino acid sequence of SEQ ID NO:Y in the range of 

25 positions beginning with the residue at about the position of the First Amino Acid of 
the Secreted Portion and ending with the residue at about the Last Amino Acid of the 
Open Reading Frame as set forth for SEQ ID NO:Y in Table 1 . 

Also preferred is an isolated polypeptide comprising an amino acid sequence 
at least 95% identical to a sequence of at least about 30 contiguous amino acids in the 

30 amino acid sequence of SEQ ID NO:Y. 
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Further preferred is an isolated polypeptide comprising an amino acid 
sequence at least 95% identical to a sequence of at least about 100 contiguous amino 
acids in the amino acid sequence of SEQ ID NO:Y. 

Further preferred is an isolated polypeptide comprising an amino acid 
5 sequence at least 95% identical to the complete amino acid sequence of SEQ ID 
NO:Y. 

Further preferred is an isolated polypeptide comprising an amino acid 
sequence at least 90% identical to a sequence of at least about 10 contiguous amino 
acids in the complete amino acid sequence of a secreted protein encoded by a human 

10 cDNA clone identified by a cDNA Clone Identifier in Table 1 and contained in the 
deposit with the ATCC Deposit Number shown for said cDNA clone in Table 1 . 

Also preferred is a polypeptide wherein said sequence of contiguous amino 
acids is included in the amino acid sequence of a secreted portion of the secreted 
protein encoded by a human cDNA clone identified by a cDNA Clone Identifier in 

15 Table 1 and contained in the deposit with the ATCC Deposit Number shown for said 
cDNA clone in Table 1 . 

Also preferred is an isolated polypeptide comprising an amino acid sequence 
at least 95% identical to a sequence of at least about 30 contiguous amino acids in the 
amino acid sequence of the secreted portion of the protein encoded by a human cDNA 

20 clone identified by a cDNA Clone Identifier in Table 1 and contained in the deposit 
with the ATCC Deposit Number shown for said cDNA clone in Table 1. 

Also preferred is an isolated polypeptide comprising an amino acid sequence 
at least 95% identical to a sequence of at least about 100 contiguous amino acids in 
the amino acid sequence of the secreted portion of the protein encoded by a human 

25 cDNA clone identified by a cDNA Clone Identifier in Table 1 and contained in the 
deposit with the ATCC Deposit Number shown for said cDNA clone in Table 1. 

Also preferred is an isolated polypeptide comprising an amino acid sequence 
at least 95% identical to the amino acid sequence of the secreted portion of the protein 
encoded by a human cDNA clone identified by a cDNA Clone Identifier in Table 1 

30 and contained in the deposit with the ATCC Deposit Number shown for said cDNA 
clone in Table 1. 
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Further preferred is an isolated antibody which binds specifically to a 
polypeptide comprising an amino acid sequence that is at least 90% identical to a 
sequence of at least 10 contiguous amino acids in a sequence selected from the group 
consisting of: an amino acid sequence of SEQ ED NO:Y wherein Y is any integer as 
5 defined in Table 1 ; and a complete amino acid sequence of a protein encoded by a 
human cDNA clone identified by a cDNA Clone Identifier in Table 1 and contained 
in the deposit with the ATCC Deposit Number shown for said cDNA clone in Table 
1. 

Further preferred is a method for detecting in a biological sample a 

10 polypeptide comprising an amino acid sequence which is at least 90% identical to a 
sequence of at least 10 contiguous amino acids in a sequence selected from the group 
consisting of: an amino acid sequence of SEQ ED NO: Y wherein Y is any integer as 
defined in Table 1; and a complete amino acid sequence of a protein encoded by a 
human cDNA clone identified by a cDNA Clone Identifier in Table 1 and contained 

15 in the deposit with the ATCC Deposit Number shown for said cDNA clone in Table 
1 ; which method comprises a step of comparing an amino acid sequence of at least 
one polypeptide molecule in said sample with a sequence selected from said group 
and determining whether the sequence of said polypeptide molecule in said sample is 
at least 90% identical to said sequence of at least 10 contiguous amino acids. 

20 Also preferred is the above method wherein said step of comparing an amino 

^ acid sequence of at least one polypeptide molecule in said sample with a sequence 
selected from said group comprises determining the extent of specific binding of 
polypeptides in said sample to an antibody which binds specifically to a polypeptide 
comprising an amino acid sequence that is at least 90% identical to a sequence of at 

25 least 10 contiguous amino acids in a sequence selected from the group consisting of: 
an amino acid sequence of SEQ ID NO: Y wherein Y is any integer as defined in 
Table 1; and a complete amino acid sequence of a protein encoded by a human cDNA 
clone identified by a cDNA Clone Identifier in Table 1 and contained in the deposit 
with the ATCC Deposit Number shown for said cDNA clone in Table 1 . 

30 Also preferred is the above method wherein said step of comparing sequences 

is performed by comparing the amino acid sequence determined from a polypeptide 
molecule in said sample with.said sequence selected from said group. 
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Also preferred is a method for identifying the species, tissue or cell type of a 
biological sample which method comprises a step of detecting polypeptide molecules 
in said sample, if any, comprising an amino acid sequence that is at least 90% 
identical to a sequence of at least 10 contiguous amino acids in a sequence selected 
from the group consisting of: an amino acid sequence of SEQ ID NO:Y wherein Y is 
any integer as defined in Table 1; and a complete amino acid sequence of a secreted 
protein encoded by a human cDNA clone identified by a cDNA Clone Identifier in 
Table 1 and contained in the deposit with the ATCC Deposit Number shown for said 
cDNA clone in Table 1. 

Also preferred is the above method for identifying the species, tissue or cell 
type of a biological sample, which method comprises a step of detecting polypeptide 
molecules comprising an amino acid sequence in a panel of at least two amino acid 
sequences, wherein at least one sequence in said panel is at least 90% identical to a 
sequence of at least 10 contiguous amino acids in a sequence selected from the above 
group. 

Also preferred is a method for diagnosing in a subject a pathological condition 
associated with abnormal structure or expression of a gene encoding a secreted 
protein identified in Table 1, which method comprises a step of detecting in a 
biological sample obtained from said subject polypeptide molecules comprising an 
amino acid sequence in a panel of at least two amino acid sequences, wherein at least 
one sequence in said panel is at least 90% identical to a sequence of at least 10 
contiguous amino acids in a sequence selected from the group consisting of: an amino 
acid sequence of SEQ ID NO:Y wherein Y is any integer as defined in Table 1; and a 
complete amino acid sequence of a secreted protein encoded by a human cDNA clone 
identified by a cDNA Clone Identifier in Table 1 and contained in the deposit with the 
ATCC Deposit Number shown for said cDNA clone in Table 1 . 

In any of these methods, the step of detecting said polypeptide molecules 
includes using an antibody. 

Also preferred is an isolated nucleic acid molecule comprising a nucleotide 
sequence which is at least 95% identical to a nucleotide sequence encoding a 
polypeptide wherein said polypeptide comprises an amino acid sequence that is at 
least 90% identical to a sequence of at least 10 contiguous amino acids in a sequence 
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selected from the group consisting of: an amino acid sequence of SEQ ID NO:Y 
wherein Y is any integer as defined in Table 1 ; and a complete amino acid sequence 
of a secreted protein encoded by a human cDNA clone identified by a cDNA Clone 
Identifier in Table 1 and contained in the deposit with the ATCC Deposit Number 
5 shown for said cDNA clone in Table 1. 

Also preferred is an isolated nucleic acid molecule, wherein said nucleotide 
sequence encoding a polypeptide has been optimized for expression of said 
polypeptide in a prokaryotic host. 

Also preferred is an isolated nucleic acid molecule, wherein said polypeptide 

10 comprises an amino acid sequence selected from the group consisting of: an amino 
acid sequence of SEQ ID NO:Y wherein Y is any integer as defined in Table 1; and a 
complete amino acid sequence of a secreted protein encoded by a human cDNA clone 
identified by a cDNA Clone Identifier in Table 1 and contained in the deposit with the 
ATCC Deposit Number shown for said cDNA clone in Table 1 . 

1 5 Further preferred is a method of making a recombinant vector comprising 

inserting any of the above isolated nucleic acid molecule into a vector. Also preferred 
is the recombinant vector produced by this method. Also preferred is a method of 
making a recombinant host cell comprising introducing the vector into a host cell, as 
well as the recombinant host cell produced by this method. 

20 Also preferred is a method of making an isolated polypeptide comprising 

culturing this recombinant host cell under conditions such that said polypeptide is 
expressed and recovering said polypeptide. Also preferred is this method of making 
an isolated polypeptide, wherein said recombinant host cell is a eukaryotic cell and 
said polypeptide is a secreted portion of a human secreted protein comprising an 

25 amino acid sequence selected from the group consisting of: an amino acid sequence of 
SEQ ID NO:Y beginning with the residue at the position of the First Amino Acid of 
the Secreted Portion of SEQ ID NO:Y wherein Y is an integer set forth in Table 1 and 
said position of the First Amino Acid of the Secreted Portion of SEQ ID NO:Y is 
defined in Table 1; and an amino acid sequence of a secreted portion of a protein 

30 encoded by a human cDNA clone identified by a cDNA Clone Identifier in Table 1 
and contained in the deposit with the ATCC Deposit Number shown for said cDNA 
clone in Table 1 . The isolated polypeptide produced by this method is also preferred. 
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Also preferred is a method of treatment of an individual in need of an 
increased level of a secreted protein activity, which method comprises administering 
to such an individual a pharmaceutical composition comprising an amount of an 
isolated polypeptide, polynucleotide, or antibody of the claimed invention effective to 
5 increase the level of said protein activity in said individual. 

The above-recited applications have uses in a wide variety of hosts. Such 
hosts include, but are not limited to, human, murine, rabbit, goat, guinea pig, camel, 
horse, mouse, rat, hamster, pig, micro-pig, chicken, goat, cow, sheep, dog, cat, non- 
human primate, and human. In specific embodiments, the host is a mouse, rabbit, 
10 goat, guinea pig, chicken, rat, hamster, pig, sheep, dog or cat. In preferred 
embodiments, the host is a mammal. In most preferred embodiments, the host is a 
human. 

In specific embodiments of the invention, for each "Contig ID" listed in the 
fourth column of Table 7, preferably excluded are one or more polynucleotides 

1 5 comprising, or alternatively consisting of, a nucleotide sequence referenced in the 
fifth column of Table 7 and described by the general formula of a-b, whereas a and b 
are uniquely determined for the corresponding SEQ ID NO:X referred to in column 3 
of Table 7. Further specific embodiments are directed to polynucleotide sequences 
excluding one, two, three, four, or more of the specific polynucleotide sequences 

20 referred to in the fifth column of Table 7. In no way is this listing meant to encompass 
all of the sequences which may be excluded by the general formula, it is just a 
representative example. All references available through these accessions are hereby 
incorporated by reference in their entirety. 



TABLE 7 



Gene 
No. 


cDNA Clone 
ID 


NT 
SEQ 
ID 

NO: 
X 


Contig ID 


Public Accession Numbers 


1 


HWEAC77 


11 


984653 


AI085609 and AA429294. 


2 


HRAEH37 


40 


904323 


H17862, AI222550, AI207344, AW068428, 
AA397646, AA581204, R88190, AA864871, 
T60301, R88480, T74353, AA206937, 
AW295179, AA058486, AW379072, R87289, 
F12597, AI862896, AA340088, AA333098, 
AW337695, AI636228, AI199183, T29710, 
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A1245728, AA527474, AI658678, and 
M95549. 


2 


HRAEH37 


41 


904324 


AI860759, AI884486, AW 193525, 
AA846599, AI5 54646, AI799706, AA523949, 
AW001228, H17863, AI003564, AI524226, 
AA448141, AA767653, AI567123, AA206837, 
AA773851, AA993496, AW168928, H29750, 
A1679819, AI889279, AA421148, AI679243, 
AI923054, AA447998, AI290066, AA058367, 
AI358091, W89146, AA576924, AW067953, 
AA599007, AA700339, AA705404, 
AW238218, AA564967, H61752, AA969775, 
AA652622, H61751, AA593588, W89145, 
AW169777, AI940516, AI696808, AI277898, 
T53109, AA402926, AI805502, AI2491 13, 
W33071, T49465, AA887759, AA581976, 
F 102 15, AA350860, AI866503, AI804832, 
T49466, T891 12, AA887749, AW351458, 
C14005, AA299510, AI860478, AI658678, 
AA527474, AW295179, AI199183, AI619916, 
T61678, R23078, AA364590, AI214409, 
AA581255, AI701266, AA715116, 
AW188721, W35420, AW087438, AI207344, 
AW375741, AA5701 17, AA471 194, T73430, 
AA548627, T531 10, AI884326, AI222550, 
AA581204, T29710, AI245728, AI800473, 
AA827697, AW 169784, AA767924, 
AI539260, AI565147, AI5 59752, AA503384, 
AL047100, M95549, E01349, 128326, 
AF177401, 108319, A12558, AL1 17416, 
AF090903, AL023657, D83032, AL1 36884, 
X95310, andAL137533. 


4 


HDQHY04 


14 


903650 


AI871408, AA278445, AA479276, AI038602, 
N52018, AA706346, R80332, AI55941 1, 
AA305170, AI915377, AW440856, AI671553, 
AI809685, AA744961, AA309735, AA479371, 
AI940805, AI928450,N66171, AW103125, 
AA333461, AA857635, T80638, T80747, 
AA370795, AW088932, AA344676, 
AA279061, AA331630, R80226, AL1 19457, 
AL1 19399, AI270183, AI491775, AL042544, 
AL042382, AI863321, AI619502, AL079794, 
A1536685, AI538716, AI421903, AI862139, 
AW131954, AI869367, AI857296, AI863014, 
AI799199, AI499463, AI920968, AI500553, 
AI696398, AI564719, AW002342, AI282903, 
AI628316, AI572787, AI873644, AI567351, 
AI81 1344, AI637584, AI476046, AW 104724, 
AW148320, AI889376, AW050522, 
AI654750, AI678989, AI590227, AL041772, 
AW 1 3 1 294, AI702406, AW07538 1 , 
AI269205, AI434468, AI619716, AI569328, 
AW169527, AI280747, A1432969, AI702433, 
AI824557, AI828731, AI433157, AW075413, 
A1923357, AI702068, AI636719, AI539153, 
A1280637, A1287326, AI866002, AW 169653, 
A1699857, AI590021, AI824648, AI499131, 
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AI572676, AI569583, AI888501, AI950892, 
AI366900, AW102785, AI540832, A1537303, 
AI453322, AI801608, AI560012, AL036187, 
AI475451, AI804983, AI921753, AI640379, 
AI445025, AI439087, AW149869, AI568855, 
A1271786, AI873731, AI634737, AI251434, 
AI282281, AI802542, AI269696, AI439762, 
AI597918, AI8 12080, AI677796, AA449768, 
AI635942, AI573032, AI862144, AI289937, 
AI583065, AI687127, AI800185, AL037081, 
AI492528, AI873704, AW1 95957, AI630928, 
AI281773, AW087207, AI439089, 
AW02961 1, AI249257, AW274192, 
AI470648, AI436644, AI446606, AI87271 1, 
AI922365, AI687728, AL040243, AI924971, 
AI554821, AI80041 1, AI580984, AI4801 18, 
AI273142, AI610307, AI673256, AA470491, 
AW075667, AI283941, AI499285, 
AW170635, AI874261, AI569616, AI670002, 
AI926790, AI097248, AI446003, AI679724, 
AI609592, AI702073, AI932638, AI591420, 
AI680498, AI868831, AI282355, AI493567, 
AI281762, AI274508, AI801793, AI570781, 
AI538085, AI536638, AI274769, AW243820, 
AI446248, AW 166970, AI648684, 
AW189268, AI624548, AI612913, AI866608, 
AW071417, AI539808, AI471712, 
AW167448, AW301409, AI812107, 
AI687465, AI826225, AW090071, AI634345, 
AI633125, A1681985, AI811353, AI811785, 
AW168802, AI859733, AI633419, AI475430, 
AI475371, AI918435, AW192652, AI445992, 
AI680138, AI636372, AI475134, AI433976, 
AI689248, AI357316, AI539771, AL036396, 
AI475817, AI174394, AI274745, AL045500, 
AW085799, AI247193, AI500077, AI801213, 
AI925156, AI697137, AI784252, AA835801, 
AI537244, AI499512, AI682971, AI520931, 
AI3 12542, AI340603, AI922665, AI8 18683, 
AI566670, AA833760, AI284020, Y11587, 
AF090900, 189947, AL1 17460, 148979, 
AL080060, AL049314, Y16645, AF1 13694, 
AF1 13690, AL133016, E07108, AF090934, 
AF104032, AL1 10221, AL1 17457, AL050108, 
S68736, AL133557, AF097996, AF090901, 
AL1 37527, U42766, AL1 10196, AL050146, 
AF090943, 148978, AL1 22050, AF125949, 
AF078844, AR01 1880, AF1 13013, AL133640, 
AF1 18070, A08916, AL050393, S78214, 
AB019565, AL050116, 189931, AL035458, 
AL122093, AL137550, AF090896, X84990, 
AL133075, L31396, AL050149, L31397, 
AF1 13689, AR059958, AF177401, AL133606, 
AF1 13676, AF1 18064, 133392, AF1 13691, 
A65341, AJ000937, AF1 13019, AF090903, 
AL096744, A08913, AL049938, U49908, 
AL1 17435, AL049452, X72889, AJ242859, 



WO 01/34627 



PCT/US00/30628 



254 











AF017152, AL133565, AF106862, AF087943, 
AF1 13699, AF1 13677, X70685, U35846, 
Yl 1254, AL050277, AF146568, AL1331 13, 
A08910, AF158248, AL137557, E02349, 
E03348, AL122123, AL133560, AL080137, 
A08909, AL080124, AL049466, AL133080, 
AL137459, AL049382, AF026124, A93016, 
A77033, A77035, API 1 1851, AL049283, 
AL1 1 7394, A 1 2297, A03736, AL1 22 1 2 1 , 
AF017437, AL133093, 149625, AL137271, 
AL1221 10, AF091084, AL137523, X63574, 
AL050024, AL137283, AL1 17583, E07361, 
A58524, A58523, AF1 25948, AF057300, 
AF057299, Z82022, AJ238278, X82434, 
U00763, AF079765, 100734, AL049430, 
AL1 10225, AL1 10280, AL049464, AL049300, 
AL133072, AL137521, S61953, AF067728, 
AL05O138, 103321, AL122098, AF1 18094, 
U67958, AF183393, E00617, E00717, E00778, 
AL137648, AL137538, U80742, U78525, 
AL137463, U91329, AL1 17585, X96540, 
AF1 1 1849, U77594, AL050172, X65873, 
U58996, A08912, X93495, U72620, 
AL080159, AL1 10197, A93350, X98834, 
142402, AL133014, E05822, AF1 1 1 1 12, 
AL1 22049, 166342, AF026816, A JO 12755, 
AF061943, ARO 13797, AL080127, AC004883, 
AL050155, Z37987, AF1 19337, AL080074, 
AL137560, AF106657, AF081 197, El 5569, 
126207, AL133067, 109360, AF106827, 
AL133568, AF185576, E08263, E08264, 
X79812, AF008439, AR038969, AL133104, 
M30514, AF079763, AC006840, Y14314, 
AF095901, U96683, A07647, AF182215, 
Y09972, AR000496, U39656, AL1 33077, 
AF081195, AL035587, AL137533, AF153205, 
AL137480, AL137526, AL137479, AL1 17440, 
AL137556, AF100931, AL022147, E02221, 
AL137476, AR038854, AF003737, Z72491, 
AF134726, AL137294, AR029490, AF061573, 
E12747, AP000130, AP000208, L19437, 
AL133098, A90832, AF132676, AF061836, 
AL137488, AJ006417, AL137292, AL022723, 
AC007172, AP000247, AF162270, and 
N55769. 


4 


HDQHY04 


45 


904769 


AI871408, AA278445, AA479276, AI038602, 
N52018, AA706346, R80332, AI55941 1, 
AA305170, AI9 15377, AW440856, AI671553, 
AI809685, AA744961, AA309735, AA479371, 
AI940805, AI928450, N66171, AW103125, 
AA333461, AA857635, T80638, T80747, 
AA370795, AW088932, AA344676, 
AA279061, AA331630, R80226, AI421903, 
AI912434, AW149925, AI950892, AI887163, 
AI524179, AW089009, AI686576, 
AW073996, AI680221, AI620056, AI673278, 
AA73 17 1 1 , AL035458, AL0501 55, 
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AL1 22050 Z82206 X59813 A 12297 
A12558, AL049283, AR020905, AL049423, 
AL1 17394, AL0501 16, AF1 13677, X79812, 
133392, Y13350, AR022283, AL1 17635, 
AF177401, AL049430, AC006112, AL049557, 
AF106657, AR034821, AF003737, A59344, 
AR029490, AL035587, Z13966, AF172400, 
and AF1 11849. 


4 


HDQHY04 


46 


852335 


AA33346 1 , T80638, T80747, and N55769. 


5 


HWDAH38 


15 


1028519 


AA4 10788, AW069227, AI278089, 
AW054995, AI733856, AI890324, AI923052, 
AA547979, AI634187, AI056177, AA847499, 
AA916430, AI457313, AA228778, AI732389, 
AI754653, AI537020, AA158190, AI679002, 
AW168433, AI891080, AL079734, 
AA515728, AA491423, AA832145, AI049630, 
AW068596, AA579179, AW004884, 
AW084445, AI923050, AI282479, AL1 20282, 
AW338035, AW33802 1 , AL038842, 
AA719073, T09219, AW338179, AA669155, 
AA502991, AI279417, AA491955, AA236867, 
AA640710, AI254770, AA223174, AI821714, 
AI791 9 1 3, AI284 1 26, A1792 1 33, AI82 1 785, 
AI251034, AA176604, AW302315, 
AA569648, AA7141 10, All 33 164, AI284543, 
AA5 13851, AW088846, AA557911, 
AA856866, AI921765, AI636627, AA290878, 
AI669589, AI360558, AW026305, AI752365, 
AI821768, AW265688, AI791 185, AI421950, 
AI4 1 9337, AA 1 8 1 9 1 7, AW275432, 
AA668455, AI245693, R98218, AI499941, 
AI251284, AI251203, AA666332, AA568754, 
All 14557, AI361090, AW303098, AC006057, 
AL049776, AC002544, AL03 1311, 1 
AC002045, AP001051, AC004882, AP000046, 
AF129756, AC007021, AC007216, 283844, 
AF038458, Z83845, AC007686, AL050318, 
AC004024, AL022323, AC002073, Z951 15, 
AC003667, AC004531, AC005037, 
AL031666, AC002553, AF047825, AC005015, 
U95740, AL133163, AC004228, AC005049, 
AC002365, AP000356, AC005280, AL033518, 
AC005488, AC005972, AC006441, 
AL024498, AJ251973, U95742, AC006487, 
AC005746, AP0001 13, AP000045, AC003101, 
AC00651 1, AC005182, AC006064, 
AC004865, Z951 14, AL022476, AC005668, 
AL031602, AC005695, AC008018, 
AC004098, AC004491, AC004921, 
AC005291, AC006530, AF001549, 
AC007263, AL049760, AC0 16830, 
AB023049, AF053356, AF024533, AP000557, 
AL080243, AC01 1718, AC007842, 
AC004821, AC005696, AC007450, 
AC003664, AC003098, AC004812, 
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A77033, A77035, A08916, 148979, AF090903, 
Y14314, A08910, A08909, AL133640, 
AF183393, AL080124, AR038854, AL137271, 
189931, AF106862, AL049452, 149625, 
U35846, A58524, A58523, U80742, 
AF1 19337, AF087943, AL050149, A08912, 
AF 11 8094, AL049382, ALII 7460, 133392, 
AL137463, AL1 17435, X82434, AL023657, 
AL05O138, AF091084, AF1 13677, AL137550, 
A93350, AF125948, X72889, AF1 13019, 
A65341, AJ238278, AF026124, AL050277, 
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E07108, AF177401, AL050393, AF153205, 
AL049938, AL133075, AL133560, AF 113690, 
AF090934, AF017437, AL122O50, U00763, 
AF079763, AF1 13013, AF185576, AL137480, 
AJ012755, AF061943, AF078844, AR011880, 
AF097996, Yl 1254, AF111851, AL1 37459, 
AL1 22093, U42766, X96540, AL049283, 
A03736, Yl 1587, AF1 1 1849, AF1 13691, 
AF090900, AL0501 16, L31396, L31397, 
X63574, E02349, AJ242859, AL049464, 
AL 1330 16, AF1 13694, E03348, AF090943, 
AF067728, AL050024, AJ000937, AL049430, 
AF1 13699, AL137560, E15569, AL050146, 
AF090901, AL122121, AB019565, AL122123, 
AL133067, AL137557, AL133080, X70685, 
AL049314, AL137648, AL137538, AL1 17585, 
AF017152, AF125949, AF1 13676, AF158248, 
AL1 10225, AL1 17394, AL1331 13, A12297, 
X65873, AL133606, L19437, 103321, S78214, 
AL1 17457, AF146568, AF1 1 1 1 12, AL1221 10, 
AL049466, AF1 13689, AR059958, X84990, 
AL1 10221 , AL1 17440, AL133565, 126207, 
Y16645, AL1 10196, AL080074, AR000496, 
U39656, 142402, AL1 17583, AL133557, 
A07647, A45787, AL050108, AF090896, 
X93495, AL133072, AF079765, AL137521, 
AF061573, AF104032, AL080060, AL122049, 
AL049300, AF1 18064, 109360, AL1 33093, 
AF1 18070, E04233, AL122098, AL080127, 
AL096744, AL137533, AL133077, S68736, 
AL133014, AL080137, AL137527, U91329, 
U72620, E08263, E08264, E07361, A93016, 
Z72491, AF057300, AF057299, AF162270, 
Y09972, AL137273, S61953,L30117, 
U78525, AL137476, AL137556, A90832, 
AL1 10197, 100734, AL137488, X98834, j 
AL133104, AF003737, E00617, E00717, 
E00778, M30514, U68387, AL050172, 
AF061981, X87582, E05822, U58996, 
AR038969, Y07905, AL137526, AL133098, 
U96683, AL1 33568, AF008439, AR0209O5, 
AL1 37283, All 37478, X81464, AL1 17416, 
Z37987, AL050092, E02221, AL1 37292, 
AL133665, AF061795, E08631, AF151685, 
AF139986, AJ006417, AF 1 0093 1, AL1 33081, 
AF032666, AR013797, AF106827, AL137294, 
AL080148, AL080086, AL1 17432, AF051325, 
X92070, AL137529, AF210052, AL1221 18, 
E12747, andAF067790. 


28 


HWDAD17 


38 


1001601 


AW206008, AA421 139, AI016583, 
AW129761, AA861899, A1161232, 
AA662496, AI394438, AW006729, A1633261, 
AI761456, AW193773, AI468509, AA632307, 
R82202, R63479, AA397617, AA400157, 
AW242664, AI4226 1 8, AI433392, j 
AW003755, AA502416, AA400332, R36142, 
AA026216, AL121365, AW268072, 
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AI3 12542, AW020693, AI889376, AI677796, 
AL036396, AI569945, AI25 1 22 1 , AW 1 52 1 86, 
AI783504, AI3431 12, AW301300, AI349598, 
AA572758, AI348854, AW075207, AI564719, 
AI345735, AI340519, AI340603, AA579232, 
AW075413, AI3 13320, AI679764, AA420722, 
AL048656, AI923989, AI312146, AI312339, 
AI345258, AI950664, AI241763, AI345347, 
AI9 18449, AI923357, AI61 1743, AI334884, 
AI433157, AI702073, AI480118, AL039086, 
AI500706, AW075351, AI345745, 
AW022682, AI610488, AL036403, AL120853, 
AI439087, AW074172, AI815855, 
AW081255, AL045500, AI590530, AI251830, 
AL036631, AL079963, AW074993, AI349614, 
AI581033, AI873731, AW268253, 
AW083804, AL041 150, AI349256, AI312152, 
AI824648, AI3 10575, AI923370, AI473554, 
AA427700, AW075084, AI620284, A1254727, 
AL1 19863, A1445992, AI358701, AI349937, 
AA977767, AI340533, AI538342, AI307708, 
AI866770, A13 12325, AL036664, AI680435, 
AW152469, AI309401, AW403717, 
AW302965, AW410430, AL038605, 
AI587121, AA640779, AI30752O, AI284517, 
A1334893, AA613907, AI499986, AI537677, 
AI500061, AI689420, AW302988, AI890806, 
AI889168, AI633125, ALII 9836, AI955906, 
AI698391, AI815232, A1801325, AI500523, 
AI915291, AI582932, AW088903, 
AW089572, AI345737, AI348897, AI521560, 
AI889189, AI500662, AA8 14407, AL036802, 
AI344935, AI866573, AI345736, AI635067, 
AW026882, AI582558, AI345397, AI888661, 
AA494167, AI446373, AI468872, AA287231, 
AI537515, AI573032, AI608936, AI364788, 
AI336585, AL036980, AI349787, AI345370, 
AI538885, AL041772, AI3 12428, AI310925, 
AI863321, AI866608, AL038565, AL036638, 
AI654750, AI619502, AI288285, AI745713, 
AW161579, AI539153, AI349226, 
AW078839, AI884469, AI432040, AI933589, 
AI445990, AW238730, AI307543, N71 180, 
AI654389, AI439920, AA833760, AI866798, 
AL043975, AI671642, AI475451, AI431424, 
AL047344, AI859464, AW193134, 
AW105601, AW302992, AL036904, 
AI567612, AL036274, AI570909, AI570807, 
AI637584, AI554821, AI267502, AI589267, 
AW151 136, AI867042, H89138, AI818225, 
AI926800, AI567351, AA012905, AA835801, 
AI349645, AW020095, AI680498, 
AW167918, AI862144, A1590423, AI500659, 
AI570989, AI805638, AW269097, AI690312, 
AI886753, AT873644, AL042382, A1612885, 
AI539771, AI540759, AL040277, AW023859, 
AW071380, A1345608, A1866510, 
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148978, A08916, 189947, A08913, AL137523, 
A08910, A08909, 189931, AL049452, 149625, 

148979, AL050024, AL049283, AL050149, 
AF177401, AL122050, AF090900, 100734, 
E00617, E00717, E00778, 109360, AL137550, 
X96540, AL1 33560, X82434, AF1 13699, 
AL049382, AL1 33568, AF090896, AF1 04032, 
Y09972, Y07905, A93016, AF1 13694, 103321, 
X52128, AF1 18064, AL133080, AL096751, 
Y16645, AF097996, Yl 1254, AL049430, 
X70685, AJ238278, AF090903, AL122093, 
X65873, AF0268 16, AF1 13677, AF067728, 
A65341, API 13690, A77033, A77035, 
AF087943, AL137271, E02349, AF106827, 
Z82022, AL137459, A93350, AF090901, 
AL050393, AL1 17435, U42766, AJ012755, 
Yl 1587, AL080124, AL137283, AL133558, 
AL1 10296, 117767, AL1 17460, AL050 146, 
AR01 1880, AF1 13019, X84990, AL133075, 
U35846, AL137521, U91329, U88966, 
U00763, AL050277, AF078844, AL1 37526, 
AL049466, AF031147, AF017152, ALII 0221, 
AL096744, El 5569, AL050108, AL1 17394, 
A08912, AF017437, AL1 33093, AL137560, 
AL133640, AL1 17583, AL122098, AL133557; 
AL0501 16, AL133016, AL137658, AF146568, 
S78214, AL133565, AL133031, AL049464, 
AB019565, AL122110, AF1 19337, AL133104, 
AF090934, AL1 10196, AJ000937, 133392, 
142402, AF183393, AL137529, AL1 17457, 
L31396, AF1 13013, AL1 33072, AF079765, 
A03736, L31397, S61953, AF069506, 
AL049314, AF1 1 1851, AL1 10225, S68736, 
AB016226, AF090943, X80340, AJ242859, 
AL137527, AF061943, AF091084, AL049300, 
AF1 18094, AL137557, AF1 18070, AL137478, 
E06743, AL137648, AL1 17585, E07108, 
A12297, AF1 13691, AL133606, X63574, 
AF106862, X98834, U72620, AL122123, 
AF1 1 1 1 12, E03348, 126207, AF1 13689, 
AL049938, U67958, AL080159, AF1 53205, 
AR059958, AF125948, AF125949, AL137705, 
AL 1331 13, X93495, AL1 22121, X72889, 
A58524, AL1 37463, A58523, AL080060, 
AL137538, AF026124, Z37987, AL080127, 
AF1 13676, 166342, AL133077, AF158248, 
U80742, AL08O137, AL050138, E07361, 
AF079763, AL1 10197, AF065135, AR000496, 
U39656, AL050172, U87620, A08908, 
AL137665, M92439, AR038854, AL133081, 
Y14314, AL1 10222, AL137479, AL1 10280, 
E01573, E02319, AF028823, AF100931, 
AL122049, AL133014, AF185576, AL080126, 
AF057300, AF057299, E08263, E08264, 
Y10655, A18777, AF132676, AF061836, 
AF192557, AL133098, AFQ17790, AF090886, 
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189934, AF003737, AL 137556, AF1 26247, 
E05822, AL080234, A07647, AL1 37488, 
Z97214, A90832, 109499, AL137539, 
AF008439, U75932, AL035458, AL 133637, 
180064, AL122111, X92070, E01614, E13364, 
and AR013797. 


28 


HWDAD17 


90 


883548 


AI394438, AW129761, AI761456, AI016583, 
AA421 139, AA400332, AW206008, N73907, 
H93265, AA662496, AI161232, AA397617, 
AA861899, AI041233, AI468509, AW006729, 
AW193773, H93264, AA632307, AI633261, 
R82202, R63478, R82256, R63479, 
AA384241, D61543, AA400157, AA298161, 
AW242664, AI433392, AW003755, 
AA502416, AJ422618, R36142, R36420, 
AA026216, H79569, AA977767, AI610488, 
AI619502, AI564719, AW075413, AI624548, 
AI636719, AI312542, AA833760, AL036187, 
AI826225, AI680498, AI828731, AA449768, 
AI569583, AW104724, AI561356, AI554821, 
AI802542, AI619716, AI633125, AI873644, 
AI174394, AW026882, AI863321, AI863382, 
AI433157, AI590021, AI445025, AI537307, 
AI269580, AI567351, AI569328, AL045500, 
AW149925, AI554218, AI702073, AI524671, 
AW081528, AW 148408, AW075667, 
AA835801, AI476046, AI249962, AI583065, 
AI439920, AI634737, AI868204, AI625079, 
AI648663, AI569945, AI536638, AI824648, 
AI628205, AI537244, AI654750, AI498067, 
AW104827, AW262983, AI815237, 
AW152182, AW149311, AI538716, 
AI469532, AI635464, AI677796, AI873731, 
AI689248, AI434468, AI348854, AI367680, 
AI539808, AI889376, AI912288, AI274013, 
AI536685, AI610690, AI570989, AW129722, 
AI812080, AI612852, AI912434, AI687127, 
AI783861, AI282504, AI862139, AI439762, 
AI089970, AI812107, AI520785, AI635478, 
AW020693, AI697137, AW152186, 
AI922215, AI537303, AW074993, AI349614, 
AW268253, AI349256, AI3 12152, AI4801 18, 
AW075084, AL036396, AI745713, 
AW084447, AI349937, AI357316, AI334884, 
AB07708, AI312325, AA91 1767, AI307520, 
AI334893, AI926790, AI689420, AI924971, 
AI282355, AI961589, AW192652, AI799158, 
AI349226, AI251221, AI572787, AW 193236, 
AL048656, AI340603, AI804585, AI566003, 
AW268072, A1628850, AI683173, AI590227, 
AA572758, AI355849, AW087534, AI340519, 
AW075351, A1590120, AA579232, AI874109, 
AA420722, AL120853, AI364788, AI923989, 
AI798303, AI307543, AI499393, AW081255, 
AW074172, AJ446248, A1590530, AT367210, 
AI783504, AI493567, AI453322, AW 169 132, 
A1348897, AI609331, AI475371, A1799199, 
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AI247293, AI634707, AW129106, AI273839, 
A1671679, AW075519, AI886206, AI362081, 
A1432969, AW149869, AW148320, 
AI686808, AW088805, AL036631, AI909661, 
AI310575, AW403717, AW302965, 
AW071380, AI343112, AI349645, 
AW074869, AW029401, AI500706, 
AW302988, AI340533, AW301300, 
AI349598, AI345745, AI613017, AW075207, 
AI687362, AW269097, AI804983, 
AW02961 1, AI678989, AT669616, AI345735, 
AI560023, AI887151, AI859402, AI9 18449, 
AW087455, AI801592, AI3 10925, AL036403, 
AI270183, AI3 12399, AW088903, AI345737, 
AI61 1743, AF1 13694, 148978, A08916, 
189947, A08913, A08910, AF090900, A08909, 
AL049452, 148979, 189931, X65873, 
AF153205, 149625, AL1 10197, AL050149, 
AF090896, 100734, AL122050, AL050024, 
X70685, AL049283, AL049382, AF177401, 
AL137523, AL133568, 109360, A93016, 
AL049314, AL137550, X96540, AL133560, 
X82434, AF1 13699, AL122098, AF1 13677, 
E00617, E00717, E00778, Y09972, AL050146, 
AL080124, 103321, AL133640, X52128, 
AL1 17460, AL122093, AL049464, AF1 13019, 
AL096744, X84990, AL1 33075, AL1 10225, 
AL096751,U91329, E06743, AF078844, 
Y16645, AL049430, AJ238278, AL133557, 
AL1 10221, AF090903, AF067728, A65341, 
A77033, A77035, AF087943, X80340, 
AL137271, E02349, AF106827, Z82022, 
A93350, AF090901, AJ012755, U00763, 
AL137283, AF097996, AL1 10296, 117767, 
AL050393, AJ000937, S68736, AL1 37521, 
U88966, A58524, A58523, AL050277, 
AF1 18064, AL049466, AL133093, AF017152, 
E15569, AL050108, A08912, AL1 17394, 
AF1 13013, AL137527, AF104032, AF017437, 
AF1 13690, AL1 37560, AL1 17583, AL0501 16, 
AL133016, AL137658, AF146568, S78214, 
AF1 13691, AL1 17435, U35846, AL133565, 
AL133031, AF106862, AF061943, AL1221 10, 
AF1 19337, AF090934, AL1 10196, AL133080, 
133392, 142402, AL137459, AF1 83393, 
AL137529, AL1 17457, L31396, AL133072, 
AF079765, A03736, L31397, AL1 37480, 
S61953, AL080060, AF1 18094, U67958, 
AF069506, AF111851, AF090886, AF125949, 
AL137705, Y07905, X63574, AL122123, 
AB016226, AF090943, AL049938, AF1 18070, 
Yl 1254, AL133098, AJ242859, AF026816, 
AB019565, AF091084, AL137526, 166342, 
AL049300, AL137557, Yl 1587, AL137478, 
AL 137648, AR01 1880, AL1 17585, E07108, 
130339, D0334, AL080137, AL050138, 
U42766, AL1 33606, X98834, U72620, 
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AF1111 12, E03348, 126207, AF1 13689, 
AL133558, AL080159, AF031147, AR059958, 
AF125948, AL1331 13, X93495, AL122121, 
X72889, AL137463, AL133104, AL050155, 
AL137538, AF026124, Z37987, AL080127, 
AF1 13676, A12297, AF158248, U80742, 
E07361, AF079763, AF065135, A08908, 
AL050172, AL137479, AL137665, M92439, 
AR038854, AR000496, U39656, AL133081, 
U87620, Y14314, AL1 10222, AL1 10280, 
E01573, E02319, AF100931, AL122049, 
AL133077, AL133014, AF185576, AL080126, 
AF057300, AF057299, E08263, E08264, 
Z13966, Y10655, A18777, AF028823, 
AF132676, AF061836, AF017790, 189934, 
AF 126247, E05822, AL080234, A07647, 
AL137488, AB007812, 109499, AR053103, 
AL137539, X56039, AF008439, 180064, 
AL133637, AL137556, AL122111, X92070, 
andE01614. 
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Having generally described the invention, the same will be more readily 
understood by reference to the following examples, which are provided by way of 
illustration and are not intended as limiting. 

5 

Examples 

Example 1 : Isolation of a Selected cPNA Clone From the Deposited Sample 

Each cDNA clone in a cited ATCC deposit is contained in a plasmid vector. 

10 Table 1 identifies the vectors used to construct the cDNA library from which each 
clone was isolated. In many cases, the vector used to construct the library is a phage 
vector from which a plasmid has been excised. The table immediately below 
correlates the related plasmid for each phage vector used in constructing the cDNA 
library. For example, where a particular clone is identified in Table 1 as being 

15 isolated in the vector "Lambda Zap," the corresponding deposited clone is in 
"pBluescript." 

Vector Used to Construct Library CorrespondinR Deposited 

Plasmid 

Lambda Zap pBluescript (pBS) 

20 Uni-Zap XR pBluescript (pBS) 

Zap Express pBK 
laftnid BA plafmid BA 

pSportl pSportl 
pCMVSport 2.0 pCMVSport 2.0 

25 pCMVSport 3.0 pCMVSport 3.0 

pCR®2.1 pCR®2.1 
Vectors Lambda Zap (U.S. Patent Nos. 5,128,256 and 5,286,636), Uni-Zap 
XR (U.S. Patent Nos. 5,128, 256 and 5,286,636), Zap Express (U.S. Patent Nos. 
5,128,256 and 5,286,636), pBluescript (pBS) (Short, J. M. et al., Nucleic Acids Res. 
30 16:7583-7600 (1 988); Alting-Mees, M. A. and Short, J. M., Nucleic Acids Res. 

17:9494 (1989)) and pBK (Alting-Mees, M. A. et al., Strategies 5:58-61 (1992)) are 
commercially available from Stratagene Cloning Systems, Inc., 1 101 1 N. Torrey 
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Pines Road, La Jolla, CA, 92037. pBS contains an ampicillin resistance gene and 
pBK contains a neomycin resistance gene. Both can be transformed into E. coli strain 
XL-1 Blue, also available from Stratagene. pBS comes in 4 forms SK+, SK-, KS+ 
and KS. The S and K refers to the orientation of the polylinker to the T7 and T3 
5 primer sequences which flank the polylinker region ("S" is for Sad and "K" is for 
Kpnl which are the first sites on each respective end of the linker). "+" or "-" refer to 
the orientation of the fl origin of replication ("ori"), such that in one orientation, 
single stranded rescue initiated from the fl ori generates sense strand DNA and in the 
other, antisense. 

10 Vectors pSportl, pCMVSport 2.0 and pCMVSport 3.0, were obtained from 

Life Technologies, Inc., P. O. Box 6009, Gaithersburg, MD 20897. All Sport vectors 
contain an ampicillin resistance gene and may be transformed into E. coli strain 
DH10B, also available from Life Technologies. (See, for instance, Gruber, C. E., et 
al., Focus 15:59 (1993).) Vector lafinid BA (Bento Soares, Columbia University, 

15 NY) contains an ampicillin resistance gene and can be transformed into E. coli strain 
XL-1 Blue. Vector pCR®2.1, which is available from Invitrogen, 1600 Faraday 
Avenue, Carlsbad, CA 92008, contains an ampicillin resistance gene and' may be 
transformed into E. coli strain DH10B, available from Life Technologies. (See, for 
instance, Clark, J. M., Nuc. Acids Res. 16:9677-9686 (1988) and Mead, D. et al., 

20 Bio/Technology 9: (1991).) Preferably, a polynucleotide of the present invention 
does not comprise the phage vector sequences identified for the particular clone in 
Table 1, as well as the corresponding plasmid vector sequences designated above. 

The deposited material in the sample assigned the ATCC Deposit Number 
cited in Table 1 for any given cDNA clone also may contain one or more additional 

25 plasmids, each comprising a cDNA clone different from that given clone. Thus, 

deposits sharing the same ATCC Deposit Number contain at least a plasmid for each 
cDNA clone identified in Table 1. Typically, each ATCC deposit sample cited in 
Table 1 comprises a mixture of approximately equal amounts (by weight) of about 50 
plasmid DNAs, each containing a different cDNA clone; but such a deposit sample 

30 may include plasmids for more or less than 50 cDNA clones, up to about 500 cDNA 
clones. 
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Two approaches can be used to isolate a particular clone from the deposited 
sample of plasmid DNAs cited for that clone in Table 1 . First, a plasmid is directly 
isolated by screening the clones using a polynucleotide probe corresponding to SEQ 
IDNO:X. 

5 Particularly, a specific polynucleotide with 30-40 nucleotides is synthesized 

using an Applied Biosystems DNA synthesizer according to the sequence reported. 
The oligonucleotide is labeled, for instance, with 32 P-y-ATP using T4 polynucleotide 
kinase and purified according to routine methods. (E.g., Maniatis et al., Molecular 
Cloning: A Laboratory Manual, Cold Spring Harbor Press, Cold Spring, NY (1982).) 

1 0 The plasmid mixture is transformed into a suitable host, as indicated above (such as 
XL-1 Blue (Stratagene)) using techniques known to those of skill in the art, such as 
those provided by the vector supplier or in related publications or patents cited above. 
The transformants are plated on 1 .5% agar plates (containing the appropriate selection 
agent, e.g., ampicillin) to a density of about 150 transformants (colonies) per plate. 

1 5 These plates are screened using Nylon membranes according to routine methods for 
bacterial colony screening (e.g., Sambrook et al., Molecular Cloning: A Laboratory 
Manual, 2nd Edit., (1989), Cold Spring Harbor Laboratory Press, pages 1 .93 to 
1.104), or other techniques known to those of skill in the art. 

Alternatively, two primers of 17-20 nucleotides derived from both ends of the 

20 SEQ ID NO:X (i.e., within the region of SEQ ID NO:X bounded by the 5 ' NT and 
the 3 ' NT of the clone defined in Table 1) are synthesized and used to amplify the 
desired cDNA using the deposited cDNA plasmid as a template. The polymerase 
chain reaction is carried out under routine conditions, for instance, in 25 ul of reaction 
mixture with 0.5 ug of the above cDNA template. A convenient reaction mixture is 

25 1.5-5 mM MgCl 2 , 0.01% (w/v) gelatin, 20 uM each of dATP, dCTP, dGTP, dTTP, 25 
pmol of each primer and 0.25 Unit of Taq polymerase. Thirty five cycles of PCR 
(denaturation at 94 degree C for 1 min; annealing at 55 degree C for 1 min; elongation 
at 72 degree C for 1 min) are performed with a Perkin-Elmer Cetus automated 
thermal cycler. The amplified product is analyzed by agarose gel electrophoresis and 

30 the DNA band with expected molecular weight is excised and purified. The PCR 
product is verified to be the selected sequence by subcloning and sequencing the 
DNA product. 
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Several methods are available for the identification of the 5' or 3 ' non-coding 
portions of a gene which may not be present in the deposited clone. These methods 
include but are not limited to, filter probing, clone enrichment using specific probes, 
and protocols similar or identical to 5' and 3' "RACE" protocols which are well 
5 known in the art. For instance, a method similar to 5' RACE is available for 

generating the missing 5' end of a desired full-length transcript. (Fromont-Racine et 
al., Nucleic Acids Res. 21(7):1683-1684 (1993).) 

Briefly, a specific RNA oligonucleotide is ligated to the 5' ends of a 
population of RNA presumably containing full-length gene RNA transcripts. A 

10 primer set containing a primer specific to the ligated RNA oligonucleotide and a 
primer specific to a known sequence of the gene of interest is used to PCR amplify 
the 5' portion of the desired full-length gene. This amplified product may then be 
sequenced and used to generate the full length gene. 

This above method starts with total RNA isolated from the desired source, 

1 5 although poly-A+ RNA can be used. The RNA preparation can then be treated with 
phosphatase if necessary to eliminate 5' phosphate groups on degraded or damaged 
RNA which may interfere with the later RNA ligase step. The phosphatase should 
then be inactivated and the RNA treated with tobacco acid pyrophosphatase in order 
to remove the cap structure present at the 5' ends of messenger RNAs. This reaction 

20 leaves a 5 ' phosphate group at the 5 ' end of the cap cleaved RNA which can then be 
ligated to an RNA oligonucleotide using T4 RNA ligase. 

This modified RNA preparation is used as a template for first strand cDNA 
synthesis using a gene specific oligonucleotide. The first strand synthesis reaction is 
used as a template for PCR amplification of the desired 5 ' end using a primer specific 

25 to the ligated RNA oligonucleotide and a primer specific to the known sequence of 
the gene of interest. The resultant product is then sequenced and analyzed to confirm 
that the 5' end sequence belongs to the desired gene. 

Example 2: Isolation of Genomic Clones Corresponding to a Polynucleotide 

30 A human genomic PI library (Genomic Systems, Inc.) is screened by PCR 

using primers selected for the cDNA sequence corresponding to SEQ ED NO:X., 
according to the method described in Example 1 . (See also, Sambrook.) 
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Example 3: Tissue Distribution of Polypeptide 

Tissue distribution of mRNA expression of polynucleotides of the present 
invention is determined using protocols for Northern blot analysis, described by, 
5 among others, Sambrook et al. For example, a cDNA probe produced by the method 
described in Example 1 is labeled with P 32 using the rediprime™ DNA labeling 
system (Amersham Life Science), according to manufacturer's instructions. After 
labeling, the probe is purified using CHROMA SPIN-100™ column (Clontech 
Laboratories, Inc.), according to manufacturer's protocol number PT 1200-1 . The 
10 purified labeled probe is then used to examine various human tissues for mRNA 
expression. 

Multiple Tissue Northern (MTN) blots containing various human tissues (H) 
or human immune system tissues (IM) (Clontech) are examined with the labeled 
probe using ExpressHyb™ hybridization solution (Clontech) according to 
1 5 manufacturer's protocol number PT1 190-1 . Following hybridization and washing, the 
blots are mounted and exposed to film at -70 degree C overnight, and the films 
developed according to standard procedures. 

Example 4: Chromosomal Mapping of the Polynucleotides 

20 An oligonucleotide primer set is designed according to the sequence at the 5' 

endofSEQIDNO:X. This primer preferably spans about 100 nucleotides. This 
primer set is then used in a polymerase chain reaction under the following set of 
conditions : 30 seconds,95 degree C; 1 minute, 56 degree C; 1 minute, 70 degree C. 
This cycle is repeated 32 times followed by one 5 minute cycle at 70 degree C. 

25 Human, mouse, and hamster DNA is used as template in addition to a somatic cell 
hybrid panel containing individual chromosomes or chromosome fragments (Bios, 
Inc). The reactions is analyzed on either 8% polyacrylamide gels or 3.5 % agarose 
gels. Chromosome mapping is determined by the presence of an approximately 100 
bp PCR fragment in the particular somatic cell hybrid. 

30 

Example 5: Bacterial Expression of a Polypeptide 
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A polynucleotide encoding a polypeptide of the present invention is amplified 
using PCR oligonucleotide primers corresponding to the 5' and 3* ends of the DNA 
sequence, as outlined in Example 1, to synthesize insertion fragments. The primers 
used to amplify the cDNA insert should preferably contain restriction sites, such as 
5 BamHI and Xbal, at the 5* end of the primers in order to clone the amplified product 
into the expression vector. For example, BamHI and Xbal correspond to the 
restriction enzyme sites on the bacterial expression vector pQE-9. (Qiagen, Inc., 
Chatsworth, CA). This plasmid vector encodes antibiotic resistance (Amp 1 ), a 
bacterial origin of replication (ori), an IP TG-regulatable promoter/operator (P/O), a 
10 ribosome binding site (RBS), a 6-histidine tag (6-His), and restriction enzyme cloning 
sites. 

The pQE-9 vector is digested with BamHI and Xbal and the amplified 
fragment is ligated into the pQE-9 vector maintaining the reading frame initiated at 
the bacterial RBS. The ligation mixture is then used to transform the E. coli strain 

15 Ml 5/rep4 (Qiagen, Inc.) which contains multiple copies of the plasmid pREP4, which 
expresses the lad repressor and also confers kanamycin resistance (Kan 1 ). 
Transformants are identified by their ability to grow on LB plates and 
ampicillin/kanamycin resistant colonies are selected. Plasmid DNA is isolated and 
confirmed by restriction analysis. 

20 Clones containing the desired constructs are grown overnight (O/N) in liquid 

culture in LB media supplemented with both Amp (100 ug/ml) and Kan (25 ug/ml). 
The O/N culture is used to inoculate a large culture at a ratio of 1 : 100 to 1 :250. The 
cells are grown to an optical density 600 (OD. 600 ) of between 0.4 and 0.6. IPTG 
(Isopropyl-B-D-thiogalacto pyranoside) is then added to a final concentration of 1 

25 mM. IPTG induces by inactivating the lad repressor, clearing the P/O leading to 
increased gene expression. 

Cells are grown for an extra 3 to 4 hours. Cells are then harvested by 
centrifugation (20 mins at 6000Xg). The cell pellet is solubilized in the chaotropic 
agent 6 Molar Guanidine HC1 by stirring for 3-4 hours at 4 degree C. The cell debris 

30 is removed by centrifugation, and the supernatant containing the polypeptide is loaded 
onto a nickel-nitrilo-tri-acetic acid ("Ni-NTA") affinity resin column (available from 
QIAGEN, Inc., supra). Proteins with a 6 x His tag bind to the Ni-NTA resin with 
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high affinity and can be purified in a simple one-step procedure (for details see: The 
QIAexpressionist (1995) QIAGEN, Inc., supra). 

Briefly, the supernatant is loaded onto the column in 6 M guanidine-HCl, pH 
8, the column is first washed with 10 volumes of 6 M guanidine-HCl, pH 8, then 
5 washed with 10 volumes of 6 M guanidine-HCl pH 6, and finally the polypeptide is 
eluted with 6 M guanidine-HCl, pH 5. 

The purified protein is then renatured by dialyzing it against phosphate- 
buffered saline (PBS) or 50 mM Na-acetate, pH 6 buffer plus 200 mM NaCl. 
Alternatively, the protein can be successfully refolded while immobilized on the Ni- 

10 NTA column. The recommended conditions are as follows: renature using a linear 
6M-1M urea gradient in 500 mM NaCl, 20% glycerol, 20 mM Tris/HCl pH 7.4, 
containing protease inhibitors. The renaturation should be performed over a period of 
1 .5 hours or more. After renaturation the proteins are eluted by the addition of 250 
mM immidazole. Immidazole is removed by a final dialyzing step against PBS or 50 

1 5 mM sodium acetate pH 6 buffer plus 200 mM NaCl. The purified protein is stored at 
4 degree C or frozen at -80 degree C. 

In addition to the above expression vector, the present invention further 
includes an expression vector comprising phage operator and promoter elements 
operatively linked to a polynucleotide of the present invention, called pHE4a. (ATCC 

20 Accession Number 209645, deposited on February 25, 1998.) This vector contains: 
1) a neomycinphosphotransferase gene as a selection marker, 2) an E. coli origin of 
replication, 3) a T5 phage promoter sequence, 4) two lac operator sequences, 5) a 
Shine-Delgarno sequence, and 6) the lactose operon repressor gene (laclq). The 
origin of replication (oriC) is derived from pUC19 (LTI, Gaithersburg, MD). The 

25 promoter sequence and operator sequences are made synthetically. 

DNA can be inserted into the pHEa by restricting the vector with Ndel and 
Xbal, BamHI, Xhol, or Asp718, running the restricted product on a gel, and isolating 
the larger fragment (the stuffer fragment should be about 310 base pairs). The DNA 
insert is generated according to the PCR protocol described in Example 1 , using PCR 

30 primers having restriction sites for Ndel (5' primer) and Xbal, BamHI, Xhol, or 
Asp718 (3* primer). The PCR insert is gel purified and restricted with compatible 
enzymes. The insert and vector are ligated according to standard protocols. 
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The engineered vector could easily be substituted in the above protocol to 
express protein in a bacterial system. 

Example 6: Purification of a Polypeptide from an Inclusion Body 

5 The following alternative method can be used to purify a polypeptide 

expressed in E coli when it is present in the form of inclusion bodies. Unless 
otherwise specified, all of the following steps are conducted at 4-10 degree C. 

Upon completion of the production phase of the E. coli fermentation, the cell 
culture is cooled to 4-10 degree C and the cells harvested by continuous 

10 centrifugation at 15,000 rpm (Heraeus Sepatech). On the basis of the expected yield 
of protein per unit weight of cell paste and the amount of purified protein required, an 
appropriate amount of cell paste, by weight, is suspended in a buffer solution 
containing 100 mM Tris, 50 mM EDTA, pH 7.4. The cells are dispersed to a 
homogeneous suspension using a high shear mixer. 

1 5 The cells are then lysed by passing the solution through a microfluidizer 

(Microfiiidics, Corp. or APV Gaulin, Inc.) twice at 4000-6000 psi. The homogenate 
is then mixed with NaCl solution to a final concentration of 0.5 M NaCl, followed by 
centrifugation at 7000 xg for 15 min. The resultant pellet is washed again using 0.5M 
NaCl, 100 mM Tris, 50 mM EDTA, pH 7.4. 

20 The resulting washed inclusion bodies are solubilized with 1.5 M guanidine 

hydrochloride (GuHCl) for 2-4 hours. After 7000 xg centrifugation for 15 min., the 
pellet is discarded and the polypeptide containing supernatant is incubated at 4 degree 
C overnight to allow further GuHCl extraction. 

Following high speed centrifugation (30,000 xg) to remove insoluble particles, 

25 the GuHCl solubilized protein is refolded by quickly mixing the GuHCl extract with 
20 volumes of buffer containing 50 mM sodium, pH 4.5, 150 mM NaCl, 2 mM EDTA 
by vigorous stirring. The refolded diluted protein solution is kept at 4 degree C 
without mixing for 12 hours prior to further purification steps. 

To clarify the refolded polypeptide solution, a previously prepared tangential 

30 filtration unit equipped with 0. 16 urn membrane filter with appropriate surface area 
(e.g., Filtron), equilibrated with 40 mM sodium acetate, pH 6.0 is employed. The 
filtered sample is loaded onto a cation exchange resin (e.g., Poros HS-50, Perseptive 
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Biosystems). The column is washed with 40 mM sodium acetate, pH 6.0 and eluted 
with 250 mM, 500 mM, 1000 mM, and 1500 mM NaCl in the same buffer, in a 
stepwise manner. The absorbance at 280 nm of the effluent is continuously 
monitored. Fractions are collected and further analyzed by SDS-PAGE. 
5 Fractions containing the polypeptide are then pooled and mixed with 4 

volumes of water. The diluted sample is then loaded onto a previously prepared set of 
tandem columns of strong anion (Poros HQ-50, Perseptive Biosystems) and weak 
anion (Poros CM-20, Perseptive Biosystems) exchange resins. The columns are 
equilibrated with 40 mM sodium acetate, pH 6.0. Both columns are washed with 40 

10 mM sodium acetate, pH 6.0, 200 mM NaCl. The CM-20 column is then eluted using 
a 10 column volume linear gradient ranging from 0.2 M NaCl, 50 mM sodium 
acetate, pH 6.0 to 1.0 M NaCl, 50 mM sodium acetate, pH 6.5. Fractions are 
collected under constant A280 monitoring of the effluent. Fractions containing the 
polypeptide (determined, for instance, by 16% SDS-PAGE) are then pooled. 

1 5 The resultant polypeptide should exhibit greater than 95% purity after the 

above refolding and purification steps. No major contaminant bands should be 
observed from Commassie blue stained 16% SDS-PAGE gel when 5 ug of purified 
protein is loaded. The purified protein can also be tested for endotoxin/LPS 
contamination, and typically the LPS content is less than 0.1 ng/ml according to LAL 

20 assays. 

Example 7: Cloning and Expression of a Polypeptide in a Baculovirus 
Expression System 

In this example, the plasmid shuttle vector pA2 is used to insert a 

25 polynucleotide into a baculovirus to express a polypeptide. This expression vector 
contains the strong polyhedrin promoter of the Autographa californica nuclear 
polyhedrosis virus (AcMNPV) followed by convenient restriction sites such as 
BamHI, Xba I and Asp718. The polyadenylation site of the simian virus 40 ("SV40") 
is used for efficient polyadenylation. For easy selection of recombinant virus, the 

30 plasmid contains the beta-galactosidase gene from E. coli under control of a weak 
Drosophila promoter in the same orientation, followed by the polyadenylation signal 
of the polyhedrin gene. The inserted genes are flanked on both sides by viral 
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sequences for cell-mediated homologous recombination with wild-type viral DNA to 
generate a viable virus that express the cloned polynucleotide. 

Many other baculovirus vectors can be used in place of the vector above, such 
as pAc373, pVL941, and pAcIMl, as one skilled in the art would readily appreciate, 
5 as long as the construct provides appropriately located signals for transcription, 

translation, secretion and the like, including a signal peptide and an in-frame AUG as 
required. Such vectors are described, for instance, in Luckow et al., Virology 170:31- 
39 (1989). 

Specifically, the cDNA sequence contained in the deposited clone, including 
1 0 the AUG initiation codon and the naturally associated leader sequence identified in 
Table 1 , is amplified using the PCR protocol described in Example 1 . If the naturally 
occurring signal sequence is used to produce the secreted protein, the pA2 vector does 
not need a second signal peptide. Alternatively, the vector can be modified (pA2 GP) 
to include a baculovirus leader sequence, using the standard methods described in 
15 Summers et al., "A Manual of Methods for Baculovirus Vectors and Insect Cell 
Culture Procedures," Texas Agricultural Experimental Station Bulletin No. 1555 
(1987). 

The amplified fragment is isolated from a 1% agarose gel using a 
commercially available kit ("Geneclean," BIO 101 Inc., La Jolla, Ca.). The fragment 
20 then is digested with appropriate restriction enzymes and again purified on a 1% 
agarose gel. 

The plasmid is digested with the corresponding restriction enzymes and 
optionally, can be dephosphorylated using calf intestinal phosphatase, using routine 
procedures known in the art. The DNA is then isolated from a 1% agarose gel using a 

25 commercially available kit ("Geneclean" BIO 101 Inc., La Jolla, Ca.). 

The fragment and the dephosphorylated plasmid are ligated together with T4 
DNA ligase. £. coli HB101 or other suitable E. coli hosts such as XL-1 Blue 
(Stratagene Cloning Systems, La Jolla, CA) cells are transformed with the ligation 
mixture and spread on culture plates. Bacteria containing the plasmid are identified 

30 by digesting DNA from individual colonies and analyzing the digestion product by 
gel electrophoresis. The sequence of the cloned fragment is confirmed by DNA 
sequencing. 
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Five ug of a plasmid containing the polynucleotide is co-transfected with 1 .0 
ug of a commercially available linearized baculovirus DNA ("BaculoGold™ 
baculovirus DNA", Pharmingen, San Diego, CA), using the lipofection method 
described by Feigner et al., Proc. Natl. Acad. Sci. USA 84:7413-7417 (1987). One ug 
5 of BaculoGold™ virus DNA and 5 ug of the plasmid are mixed in a sterile well of a 
microtiter plate containing 50 ul of serum-free Grace's medium (Life Technologies 
Inc., Gaithersburg, MD). Afterwards, 10 ul Lipofectin plus 90 ul Grace's medium are 
added, mixed and incubated for 15 minutes at room temperature. Then the 
transfection mixture is added drop-wise to Sf9 insect cells (ATCC CRL 1711) seeded 

10 in a 35 mm tissue culture plate with 1 ml Grace's medium without serum. The plate is 
then incubated for 5 hours at 27 degrees C. The transfection solution is then removed 
from the plate and 1 ml of Grace's insect medium supplemented with 10% fetal calf 
serum is added. Cultivation is then continued at 27 degrees C for four days. 

After four days the supernatant is collected and a plaque assay is performed, 

15 as described by Summers and Smith, supra. An agarose gel with "Blue Gal" (Life 
Technologies Inc., Gaithersburg) is used to allow easy identification and isolation of 
gal-expressing clones, which produce blue-stained plaques. (A detailed description of 
a "plaque assay" of this type can also be found in the user's guide for insect cell 
culture and baculovirology distributed by Life Technologies Inc., Gaithersburg, page 

20 9-10.) After appropriate incubation, blue stained plaques are picked with the tip of a 
' mieropipettor (e.g., Eppendorf). The agar containing the recombinant viruses is then 
resuspended in a microcentrifuge tube containing 200 ul of Grace's medium and the 
suspension containing the recombinant baculovirus is used to infect Sf9 cells seeded 
in 35 mm dishes. Four days later the supernatants of these culture dishes are 

25 harvested and then they are stored at 4 degree C. 

Tq verify the expression of the polypeptide, Sf9 cells are grown in Grace's 
medium supplemented with 10% heat-inactivated FBS. The cells are infected with 
the recombinant baculovirus containing the polynucleotide at a multiplicity of 
infection ("MOI") of about 2. If radiolabeled proteins are desired, 6 hours later the 

30 medium is removed and is replaced with SF900 II medium minus methionine and 
cysteine (available from Life Technologies Inc., Rockville, MD). After 42 hours, 5 
uCi of 35 S-methionine and 5 uCi 35 S-cysteine (available from Amersham) are added. 
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The cells are further incubated for 16 hours and then are harvested by centrifugation. 
The proteins in the supernatant as well as the intracellular proteins are analyzed by 
SDS-PAGE followed by autoradiography (if radiolabeled). 

Microsequencing of the amino acid sequence of the amino terminus of 
5 purified protein may be used to determine the amino terminal sequence of the 
produced protein. 

Example 8: Expression of a Polypeptide in Mammalian Cells 

The polypeptide of the present invention can be expressed in a mammalian 
cell A typical mammalian expression vector contains a promoter element, which 

10 mediates the initiation of transcription of mRNA, a protein coding sequence, and 
signals required for the termination of transcription and polyadenylation of the 
transcript. Additional elements include enhancers, Kozak sequences and intervening 
sequences flanked by donor and acceptor sites for RNA splicing. Highly efficient 
transcription is achieved with the early and late promoters from SV40, the long 

15 terminal repeats (LTRs) from Retroviruses, e.g., RSV, HTLVI, HIVI and the early 
promoter of the cytomegalovirus (CMV). However, cellular elements can also be 
used (e.g., the human actin promoter). 

Suitable expression vectors for use in practicing the present invention include, 
for example, vectors such as pSVL and pMSG (Pharmacia, Uppsala, Sweden), 

20 pRSVcat (ATCC 371 52), pSV2dhfr (ATCC 37146), pBC12MI (ATCC 67109), 
pCMVSport 2.0, and pCMVSport 3.0. Mammalian host cells that could be used 
include, human Hela, 293, H9 and Jurkat cells, mouse NIH3T3 and C127 cells, Cos 1, 
Cos 7 and CV1, quail QCl-3 cells, mouse L cells and Chinese hamster ovary (CHO) 
cells. 

25 Alternatively, the polypeptide can be expressed in stable cell lines containing 

the polynucleotide integrated into a chromosome. The co-transfection with a 
selectable marker such as dhfr, gpt, neomycin, hygromycin allows the identification 
and isolation of the transfected cells. 

The transfected gene can also be amplified to express large amounts of the 

30 encoded protein. The DHFR (dihydrofolate reductase) marker is useful in developing 
cell lines that carry several hundred or even several thousand copies of the gene of 
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interest. (See, e.g., Alt, F. W., et al., J. Biol. Chem. 253:1357-1370 (1978); Hamlin, J. 
L. and Ma, C, Biochem. et Biophys. Acta, 1097:107-143 (1990); Page, M. J. and 
Sydenham, M. A., Biotechnology 9:64-68 (1991).) Another useful selection marker 
is the enzyme glutamine synthase (GS) (Murphy et al., Biochem J. 227:277-279 
5 (1991); Bebbington et al., Bio/Technology 10:169-175 (1992). Using these markers, 
the mammalian cells are grown in selective medium and the cells with the highest 
resistance are selected. These cell lines contain the amplified gene(s) integrated into a 
chromosome. Chinese hamster ovary (CHO) and NSO cells are often used for the 
production of proteins. 

10 Derivatives of the plasmid pSV2-dhfr (ATCC Accession No. 37146), the 

expression vectors pC4 (ATCC Accession No. 209646) and pC6 (ATCC Accession 
No.209647) contain the strong promoter (LTR) of the Rous Sarcoma Virus (Cullen et 
al., Molecular and Cellular Biology, 438-447 (March, 1985)) plus a fragment of the 
CMV-enhancer (Boshart et al., Cell 41:521-530 (1985).) Multiple cloning sites, e.g., 

15 with the restriction enzyme cleavage sites BamHI, Xbal and Asp718, facilitate the 
cloning of the gene of interest. The vectors also contain the 3' intron, the 
polyadenylation and termination signal of the rat preproinsulin gene, and the mouse 
DHFR gene under control of the S V40 early promoter. 

Specifically, the plasmid pC6, for example, is digested with appropriate 

20 restriction enzymes and then dephosphorylated using calf intestinal phosphates by 
procedures known in the art. The vector is then isolated from a 1% agarose gel. 

A polynucleotide of the present invention is amplified according to the 
protocol outlined in Example 1. If the naturally occurring signal sequence is used to 
produce the secreted protein, the vector does not need a second signal peptide. 

25 Alternatively, if the naturally occurring signal sequence is not used, the vector can be 
modified to include a heterologous signal sequence. (See, e.g., WO 96/34891.) 

The amplified fragment is isolated from a 1% agarose gel using a 
commercially available kit ("Geneclean," BIO 101 Inc., La Jolla, Ca.). The fragment 
then is digested with appropriate restriction enzymes and again purified on a 1% 

30 agarose gel. 

The amplified fragment is then digested with the same restriction enzyme and 
purified on a 1% agarose gel. The isolated fragment and the dephosphorylated vector 
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are then ligated with T4 DNA ligase. E. coli HB101 or XL-1 Blue cells are then 
transformed and bacteria are identified that contain the fragment inserted into plasmid 
pC6 using, for instance, restriction enzyme analysis. 

Chinese hamster ovary cells lacking an active DHFR gene is used for 
5 transfection. Five ^ig of the expression plasmid pC6 a pC4 is cotransfected with 0.5 
ug of the plasmid pSVneo using lipofectin (Feigner et al., supra). The plasmid pSV2- 
neo contains a dominant selectable marker, the neo gene from Tn5 encoding an 
enzyme that confers resistance to a group of antibiotics including G41 8. The cells are 
seeded in alpha minus MEM supplemented with 1 mg/ml G41 8. After 2 days, the 

10 cells are trypsinized and seeded in hybridoma cloning plates (Greiner, Germany) in 
alpha minus MEM supplemented with 10, 25, or 50 ng/ml of metothrexate plus 1 
mg/ml G418. After about 10-14 days single clones are trypsinized and then seeded in 
6-well petri dishes or 10 ml flasks using different concentrations of methotrexate (50 
nM, 100 nM, 200 nM, 400 nM, 800 nM). Clones growing at the highest 

1 5 concentrations of methotrexate are then transferred to new 6-well plates containing 
even higher concentrations of methotrexate (1 uM, 2 uM, 5 uM, 10 mM, 20 mM). 
The same procedure is repeated until clones are obtained which grow at a 
concentration of 100 - 200 uM. Expression of the desired gene product is analyzed, 
for instance, by SDS-PAGE and Western blot or by reversed phase HPLC analysis. 

20 

Example 9: Protein Fusions 

The polypeptides of the present invention are preferably fused to other 
proteins. These fusion proteins can be used for a variety of applications. For 
example, fusion of the present polypeptides to His-tag, HA-tag, protein A, IgG 

25 domains, and maltose binding protein facilitates purification. (See Example 5; see 

also EP A 394,827; Traunecker, et al, Nature 331:84-86 (1988).) Similarly, fusion to 
IgG-1, IgG-3, and albumin increases the halflife time in vivo. Nuclear localization 
signals fused to the polypeptides of the present invention can target the protein to a 
specific subcellular localization, while covalent heterodimer or homodimers can 

30 increase or decrease the activity of a fusion protein. Fusion proteins can also create 
chimeric molecules having more than one function. Finally, fusion proteins can 
increase solubility and/or stability of the fused protein compared to the non-fused 
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protein. All of the types of fusion proteins described above can be made by 
modifying the following protocol, which outlines the fusion of a polypeptide to an 
IgG molecule, or the protocol described in Example 5. 

Briefly, the human Fc portion of the IgG molecule can be PCR amplified, 
5 using primers that span the 5' and 3' ends of the sequence described below. These 
primers also should have convenient restriction enzyme sites that will facilitate 
cloning into an expression vector, preferably a mammalian expression vector. 

For example, if pC4 (Accession No. 209646) is used, the human Fc portion 
can be li gated into the BamHI cloning site. Note that the 3' BamHI site should be 
1 0 destroyed. Next, the vector containing the human Fc portion is re-restricted with 

BamHI, linearizing the vector, and a polynucleotide of the present invention, isolated 
by the PCR protocol described in Example 1, is li gated into this BamHI site. Note 
that the polynucleotide is cloned without a stop codon, otherwise a fusion protein will 
not be produced. 

15 If the naturally occurring signal sequence is used to produce the secreted 

protein, pC4 does not need a second signal peptide. Alternatively, if the naturally 
occurring signal sequence is not used, the vector can be modified to include a 
heterologous signal sequence. (See, e.g., WO 96/34891.) 

20 Human IgG Fc region: 

GGGATCCGGAGCCCAAATCTTCTGACAAAACTCACACATGCCCACCGTGC 
CCAGCACCTGAATTCGAGGGTGCACCGTCAGTCTTCCTCTTCCCCCCAAAA 
CCCAAGGACACCCTCATGATCTCCCGGACTCCTGAGGTCACATGCGTGGT 
GGTGGACGTAAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGG 

25 ACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTA 
CAACAGCACGTACCGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACT 
GGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCA 
ACCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAAC 
CACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAG 

30 GTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCAAGCGACATCGCCGT 
GGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCT 
CCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTG 
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GACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCA 
TGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGG 
GTAAATGAGTGCGACGGCCGCGACTCTAGAGGAT (SEQ ID N0:1) 

5 Example 10: Production of an Antibody from a Polypeptide 

The antibodies of the present invention can be prepared by a variety of 
methods. (See, Current Protocols, Chapter 2.) As one example of such methods, cells 
expressing a polypeptide of the present invention is administered to an animal to 
induce the production of sera containing polyclonal antibodies. In a preferred 

10 method, a preparation of the secreted protein is prepared and purified to render it 

substantially free of natural contaminants. Such a preparation is then introduced into 
an animal in order to produce polyclonal antisera of greater specific activity. 

In the most preferred method, the antibodies of the present invention are 
monoclonal antibodies (or protein binding fragments thereof). Such monoclonal 

15 antibodies can be prepared using hybridoma technology. (Kohler et al., Nature 
256:495 (1975); Kohler et al., Eur. J. Immunol. 6:51 1 (1976); Kohler et al., Eur. J. 
Immunol. 6:292 (1976); Hammerling et al., in: Monoclonal Antibodies and T-Cell 
Hybridomas, Elsevier, N.Y., pp. 563-681 (1981).) In general, such procedures 
involve immunizing an animal (preferably a mouse) with polypeptide or, more 

20 preferably, with a secreted polypeptide-expressing cell. Such cells may be cultured in 
any suitable tissue culture medium; however, it is preferable to culture cells in Earle's 
modified Eagle's medium supplemented with 10% fetal bovine serum (inactivated at 
about 56 degrees C), and supplemented with about 10 g/1 of nonessential amino acids, 
about 1,000 U/ml of penicillin, and about 100 ug/ml of streptomycin. 

25 The splenocytes of such mice are extracted and fused with a suitable myeloma 

cell line. Any suitable myeloma cell line may be employed in accordance with the 
present invention; however, it is preferable to employ the parent myeloma cell line 
(SP20), available from the ATCC. After fusion, the resulting hybridoma cells are 
selectively maintained in HAT medium, and then cloned by limiting dilution as 

30 described by Wands et al. (Gastroenterology 80:225-232 (1981).) The hybridoma 
cells obtained through such a selection are then assayed to identify clones which 
secrete antibodies capable of binding the polypeptide. 
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Alternatively, additional antibodies capable of binding to the polypeptide can 
be produced in a two-step procedure using anti-idiotypic antibodies. Such a method 
makes use of the fact that antibodies are themselves antigens, and therefore, it is 
possible to obtain an antibody which binds to a second antibody. In accordance with 
5 this method, protein specific antibodies are used to immunize an animal, preferably a 
mouse. The splenocytes of such an animal are then used to produce hybridoma cells, 
and the hybridoma cells are screened to identify clones which produce an antibody 
whose ability to bind to the protein-specific antibody can be blocked by the 
polypeptide. Such antibodies comprise anti-idiotypic antibodies to the protein- 

10 specific antibody and can be used to immunize an animal to induce formation of 
further protein-specific antibodies. 

It will be appreciated that Fab and F(ab*)2 and other fragments of the 
antibodies of the present invention may be used according to the methods disclosed 
herein. Such fragments are typically produced by proteolytic cleavage, using 

1 5 enzymes such as papain (to produce Fab fragments) or pepsin (to produce F(ab')2 
fragments). Alternatively, secreted protein-binding fragments can be produced 
through the application of recombinant DNA technology or through synthetic 
chemistry. 

For in vivo use of antibodies in humans, it may be preferable to use 
20 "humanized" chimeric monoclonal antibodies. Such antibodies can be produced 
using genetic constructs derived from hybridoma cells producing the monoclonal 
antibodies described above. Methods for producing chimeric antibodies are known in 
the art. (See, for review, Morrison, Science 229:1202 (1985); Oi et al., 
BioTechniques 4:214 (1986); Cabilly et al., U.S. Patent No. 4,816,567; Taniguchi et 
25 al., EP 171496; Morrison et al., EP 173494; Neuberger et al., WO 8601533; Robinson 
et al., WO 8702671 ; Boulianne et al., Nature 312:643 (1984); Neuberger et al., Nature 
314:268(1985).) 

Example 11: Production Of Secreted Protein For High-Throughput Screening 

30 Assays 

The following protocol produces a supernatant containing a polypeptide to be 
tested. This supernatant can then be used in the Screening Assays described herein. 
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First, dilute Poly-D-Lysine (644 587 Boehringer-Mannheim) stock solution 
(lmg/ml in PBS) 1 :20 in PBS (w/o calcium or magnesium 17-516F Biowhittaker) for 
a working solution of 50ug/ml. Add 200 ul of this solution to each well (24 well 
plates) and incubate at RT for 20 minutes. Be sure to distribute the solution over each 
5 well (note: a 12-channel pipetter may be used with tips on every other channel). 

Aspirate off the Poly-D-Lysine solution and rinse with 1ml PBS (Phosphate Buffered 
Saline). The PBS should remain in the well until just prior to plating the cells and 
plates may be poly-lysine coated in advance for up to two weeks. 

Plate 293T cells (do not carry cells past P+20) at 2 x 10 5 cells/well in .5ml 

10 DMEM(Dulbecco's Modified Eagle Medium)(with 4.5 G/L glucose and L-glutamine 
(12-604F Biowhittaker))/10% heat inactivated FBS(14-503F Biowhittaker)/lx 
Penstrep(17-602E Biowhittaker). Let the cells grow overnight. 

The next day, mix together in a sterile solution basin: 300 ul Lipofectamine 
(18324-012 Gibco/BRL) and 5ml Optimem I (31985070 Gibco/BRL)/96-well plate. 

15 With a small volume multi-channel pipetter, aliquot approximately 2ug of an 
expression vector containing a polynucleotide insert, produced by the methods 
described in Examples 8 or 9, into an appropriately labeled 96-well round bottom 
plate. With a multi-channel pipetter, add 50ul of the Lipofectamine/Optimem I 
mixture to each well. Pipette up and down gently to mix. Incubate at RT 15-45 

20 minutes. After about 20 minutes, use a multi-channel pipetter to add 150ul Optimem 
I to each well. As a control, one plate of vector DNA lacking an insert should be 
transfected with each set of transfections. 

Preferably, the transfection should be performed by tag-teaming the following 
tasks. By tag-teaming, hands on time is cut in half, and the cells do not spend too 

25 much time on PBS. First, person A aspirates off the media from four 24-well plates 
of cells, and then person B rinses each well with ,5-lml PBS. Person A then aspirates 
off PBS rinse, and person B, using al2-channel pipetter with tips on every other 
channel, adds the 200ul of DNA/Lipofectamine/Optimem I complex to the odd wells 
first, then to the even wells, to each row on the 24-well plates. Incubate at 37 degrees 

30 C for 6 hours. 

While cells are incubating, prepare appropriate media, either 1%BSA in 
DMEM with lx penstrep, or CHO-5 media (1 16.6 mg/L of CaC12 (anhyd); 0.00130 
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mg/L CuS0 4 -5H 2 0; 0.050 mg/L of Fe(N0 3 )3-9H 2 0; 0.417 mg/L of FeS0 4 -7H 2 0; 
31 1.80 mg/L of Kcl; 28.64 mg/L of MgCl 2 ; 48.84 mg/L of MgS0 4 ; 6995.50 mg/L of 
NaCl; 2400.0 mg/L of NaHC0 3 ; 62.50 mg/L of NaH 2 PO 4 -H 2 0; 71 .02 mg/L of 
Na 2 HP04; .4320 mg/L of ZnS0 4 -7H 2 0; .002 mg/L of Arachidonic Acid ; 1.022 mg/L 
5 of Cholesterol; .070 mg/L of DL-alpha-Tocopherol-Acetate; 0.0520 mg/L of Linoleic 
Acid; 0.010 mg/L of Linolenic Acid; 0.010 mg/L of Myristic Acid; 0.010 mg/L of 
Oleic Acid; 0.010 mg/L of Palmitric Acid; 0.010 mg/L of Palmitic Acid; 100 mg/L of 
Pluronic F-68; 0.010 mg/L of Stearic Acid; 2.20 mg/L of Tween 80; 4551 mg/L of D- 
Glucose; 130.85 mg/ml of L- Alanine; 147.50 mg/ml of L-Arginine-HCL; 7.50 mg/ml 

10 of L-Asparagine-H 2 0; 6.65 mg/ml of L-Aspartic Acid; 29.56 mg/ml of L-Cystine- 

2HCL-H 2 0; 31.29 mg/ml of L-Cystine-2HCL; 7.35 mg/ml of L-Glutamic Acid; 365.0 
mg/ml of L-Glutamine; 18.75 mg/ml of Glycine; 52.48 mg/ml of L-Histidine-HCL- 
H 2 0; 106.97 mg/ml of L-Isoleucine; 111.45 mg/ml of L-Leucine; 163.75 mg/ml of L- 
Lysine HCL; 32.34 mg/ml of L-Methionine; 68.48 mg/ml of L-Phenylalainine; 40.0 

15 mg/ml of L-Proline; 26.25 mg/ml of L-Serine; 101.05 mg/ml of L-Threonine; 19.22 
mg/ml of L-Tryptophan; 91.79 mg/ml of L-Tryrosine-2Na-2H 2 0; 99.65 mg/ml of L- 
Valine; 0.0035 mg/L of Biotin; 3.24 mg/L of D-Ca Pantothenate; 1 1 .78 mg/L of 
Choline Chloride; 4.65 mg/L of Folic Acid; 15.60 mg/L of i-Inositol; 3.02 mg/L of 
Niacinamide; 3.00 mg/L of Pyridoxal HCL; 0.031 mg/L of Pyridoxine HCL; 0.319 

20 mg/L of Riboflavin; 3.17 mg/L of Thiamine HCL; 0.365 mg/L of Thymidine; and 
0?680 mg/L of Vitamin B !2 ; 25 mM of HEPES Buffer; 2.39 mg/L of Na 
Hypoxanthine; 0.105 mg/L of Lipoic Acid; 0.081 mg/L of Sodium Putrescine-2HCL; 
55.0 mg/L of Sodium Pyruvate; 0.0067 mg/L of Sodium Selenite; 20uM of 
Ethanolamine; 0.122 mg/L of Ferric Citrate; 41.70 mg/L of Methyl-B-Cyclodextrin 

25 complexed with Linoleic Acid; 33.33 mg/L of Methyl-B-Cyclodextrin complexed 
with Oleic Acid; and 10 mg/L of Methyl-B-Cyclodextrin complexed with Retinal) 
with 2mm glutamine and lx penstrep. (BSA (81-068-3 Bayer) lOOgm dissolved in 1L 
DMEM for a 10% BSA stock solution). Filter the media and collect 50 ul for 
endotoxin assay in 15ml polystyrene conical. 

30 The transfection reaction is terminated, preferably by tag-teaming, at the end 

of the incubation period. Person A aspirates off the transfection media, while person 
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B adds 1.5ml appropriate media to each well. Incubate at 37 degrees C for 45 or 72 
hours depending on the media used: 1%BSA for 45 hours or CHO-5 for 72 hours. 

On day four, using a 300ul multichannel pipetter, aliquot 600ul in one 1ml 
deep well plate and the remaining supernatant into a 2ml deep well. The supernatants 
5 from each well can then be used in the assays described in Examples 1 3-20. 

It is specifically understood that when activity is obtained in any of the assays 
described below using a supernatant, the activity originates from either the 
polypeptide directly (e.g., as a secreted protein) or by the polypeptide inducing 
expression of other proteins, which are then secreted into the supernatant. Thus, the 
1 0 invention further provides a method of identifying the protein in the supernatant 
characterized by an activity in a particular assay. 

Example 12: Construction of GAS Reporter Construct 

One signal transduction pathway involved in the differentiation and 

1 5 proliferation of cells is called the Jaks-STATs pathway. Activated proteins in the 
Jaks-STATs pathway bind to gamma activation site "GAS" elements or interferon- 
sensitive responsive element ("ISRE"), located in the promoter of many genes. The 
binding of a protein to these elements alter the expression of the associated gene. 
GAS and ISRE elements are recognized by a class of transcription factors 

20 called Signal Transducers and Activators of Transcription, or "STATs." There are six 
members of the STATs family. Statl and Stat3 are present in many cell types, as is 
Stat2 (as response to EFN-alpha is widespread). Stat4 is more restricted and is not in 
many cell types though it has been found in T helper class I, cells after treatment with 
IL-12. Stat5 was originally called mammary growth factor, but has been found at 

25 higher concentrations in other cells including myeloid cells. It can be activated in 
tissue culture cells by many cytokines. 

The STATs are activated to translocate from the cytoplasm to the nucleus 
upon tyrosine phosphorylation by a set of kinases known as the Janus Kinase ("Jaks") 
family. Jaks represent a distinct family of soluble tyrosine kinases and include Tyk2, 

30 Jakl, Jak2, and Jak3. These kinases display significant sequence similarity and are 
generally catalytically inactive in resting cells. 
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The Jaks are activated by a wide range of receptors summarized in the Table 
below. (Adapted from review by Schidler and Darnell, Ann. Rev. Biochem. 64:621- 
51 (1995).) A cytokine receptor family, capable of activating Jaks, is divided into two 
groups: (a) Class 1 includes receptors for IL-2, IL-3, IL-4, BL-6, IL-7, IL-9, EL-1 1, EL- 
5 12, IL-1 5, Epo, PRL, GH, G-CSF, GM-CSF, LIF, CNTF, and thrombopoietin; and (b) 
Class 2 includes IFN-a, IFN-g, and IL-10. The Class 1 receptors share a conserved 
cysteine motif (a set of four conserved cysteines and one tryptophan) and a WSXWS 
motif (a membrane proximal region encoding Trp-Ser-Xxx-Trp-Ser (SEQ ID NO:2)). 
Thus, on binding of a ligand to a receptor, Jaks are activated, which in turn 
10 activate STATs, which then translocate and bind to GAS elements. This entire 
process is encompassed in the Jaks-STATs signal transduction pathway. 

Therefore, activation of the Jaks-STATs pathway, reflected by the binding of 
the GAS or the ISRE element, can be used to indicate proteins involved in the 
proliferation and differentiation of cells. For example, growth factors and cytokines 
15 are known to activate the Jaks-STATs pathway. (See Table below.) Thus, by using 
GAS elements linked to reporter molecules, activators of the Jaks-STATs pathway 
can be identified. 
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To construct a synthetic GAS containing promoter element, which is used in 
the Biological Assays described in Examples 13-14, a PCR based strategy is 
employed to generate a GAS-SV40 promoter sequence. The 5' primer contains four 
tandem copies of the GAS binding site found in the IRF1 promoter and previously 
5 demonstrated to bind STATs upon induction with a range of cytokines (Rothman et 
al., Immunity 1:457-468 (1994).), although other GAS or ISRE elements can be used 
instead. The 5' primer also contains 18bp of sequence complementary to the SV40 
early promoter sequence and is flanked with an Xhol site. The sequence of the 5' 
primer is: 

10 5 ' :GCGCCTCGAGATTTCCCCG AAATCTAGATTTCCCCGAAATGATTTCCCC 
GAAATGATTTCCCCGAAATATCTGCCATCTCAATTAG:3 , (SEQ ID NO:3) 

The downstream primer is complementary to the SV40 promoter and is 
flanked with a Hind III site: 5 ' :GCGGCAAGCTTTTTGC AAAGCCTAGGC:3 ' 
(SEQIDNO:4) 

1 5 PCR amplification is performed using the SV40 promoter template present in 

the B-gal:promoter plasmid obtained from Clontech. The resulting PCR fragment is 
digested with Xhol/Hind III and subcloned into BLSK2-. (Stratagene.) Sequencing 
with forward and reverse primers confirms that the insert contains the following 
sequence: 

20 S^CTCGMATTTCCCCGAAATCTAGATTTCCCCGAAATGATTTCCCCGAAA 
TGATTTCCCCGAAATATCTGCCATCTCAATTAGTCAGCAACCATAGTCCCG 
CCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCT 
CCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCC 
TCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCT 

25 AGGCTTTTGC AAAAAGCTT: 3 * (SEQIDNO:5) 

With this GAS promoter element linked to the SV40 promoter, a GAS:SEAP2 
reporter construct is next engineered. Here, the reporter molecule is a secreted 
alkaline phosphatase, or "SEAP." Clearly, however, any reporter molecule can be 
instead of SEAP, in this or in any of the other Examples. Well known reporter 

30 molecules that can be used instead of SEAP include chloramphenicol 

acetyltransferase (CAT), luciferase, alkaline phosphatase, B-galactosidase, green 
fluorescent protein (GFP), or any protein detectable by an antibody. 
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The above sequence confirmed synthetic GAS-SV40 promoter element is 
subcloned into the pSEAP-Promoter vector obtained from Clontech using HindlH and 
Xhol, effectively replacing the SV40 promoter with the amplified GAS:SV40 
promoter element, to create the GAS-SEAP vector. However, this vector does not 
5 contain a neomycin resistance gene, and therefore, is not preferred for mammalian 
expression systems. 

Thus, in order to generate mammalian stable cell lines expressing the GAS- 
SEAP reporter, the GAS-SEAP cassette is removed from the GAS-SEAP vector using 
Sail and NotI, and inserted into a backbone vector containing the neomycin resistance 

10 gene, such as pGFP-1 (Clontech), using these restriction sites in the multiple cloning 
site, to create the GAS-SEAP/Neo vector. Once this vector is transfected into 
mammalian cells, this vector can then be used as a reporter molecule for GAS binding 
as described in Examples 13-14. 

Other constructs can be made using the above description and replacing GAS 

1 5 with a different promoter sequence. For example, construction of reporter molecules 
containing NFK-B and EGR promoter sequences are described in Examples 15 and 
16. However, many other promoters can be substituted using the protocols described 
in these Examples. For instance, SRE, IL-2, NFAT, or Osteocalcin promoters can be 
substituted, alone or in combination (e.g., GAS/NF-KB/EGR, GAS/NF-KB, II- 

20 2/NFAT, or NF-KB/GAS). Similarly, other cell lines can be used to test reporter 
construct activity, such as HELA (epithelial), HUVEC (endothelial), Reh (B-cell), 
Saos-2 (osteoblast), HUVAC (aortic), or Cardiomyocyte. 

Example 13: High-Throughput Screening Assay for T-cell Activity. 

25 The following protocol is used to assess T-cell activity by identifying factors, 

and determining whether supernate containing a polypeptide of the invention - 
proliferates and/or differentiates T-cells. T-cell activity is assessed using the 
GAS/SEAP/Neo construct produced in Example 12. Thus, factors that increase SEAP 
activity indicate the ability to activate the Jaks-STATS signal transduction pathway. 

30 The T-cell used in this assay is Jurkat T-cells (ATCC Accession No. TIB- 152), 
although MoIt-3 cells (ATCC Accession No. CRL-1552) and Molt-4 cells (ATCC 
Accession No. CRL-1582) cells can also be used. 
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Jurkat T-cells are lymphoblastic CD4+ Thl helper cells. In order to generate 
stable cell lines, approximately 2 million Jurkat cells are transfected with the GAS- 
SEAP/neo vector using DMRIE-C (Life Technologies)(transfection procedure 
described below). The transfected cells are seeded to a density of approximately 
5 20,000 cells per well and transfectants resistant to 1 mg/ml genticin selected. 
Resistant colonies are expanded and then tested for their response to increasing 
concentrations of interferon gamma. The dose response of a selected clone is 
demonstrated. 

Specifically, the following protocol will yield sufficient cells for 75 wells 
10 containing 200 ul. of cells. Thus, it is either scaled up, or performed in multiple to 
generate sufficient cells for multiple 96 well plates. Jurkat cells are maintained in 
RPMI + 10% serum with l%Pen-Strep. Combine 2.5 mis of OPTI-MEM (Life 
Technologies) with 10 ug of plasmid DNA in a T25 flask. Add 2.5 ml OPTI-MEM 
containing 50 ul of DMRIE-C and incubate at room temperature for 1 5-45 mins. 
15 During the incubation period, count cell concentration, spin down the required 

number of cells (10 7 per transfection), and resuspend in OPTI-MEM to a final 
concentration of 10 7 cells/ml. Then add 1ml of 1 x 10 7 cells in OPTI-MEM to T25 
flask and incubate at 37 degrees C for 6 hrs. After the incubation, add 10 ml of RPMI 
+ 15% serum. 

20 The Jurkat:GAS-SEAP stable reporter lines are maintained in RPMI + 10% 

serum, 1 mg/ml Genticin, and 1% Pen-Strep. These cells are treated with 
supernatants containing polypeptides of the invention and/or induced polypeptides of 
the invention as produced by the protocol described in Example 11. 

On the day of treatment with the supernatant, the cells should be washed and 

25 resuspended in fresh RPMI + 1 0% serum to a density of 500,000 cells per ml. The 
exact number of cells required will depend on the number of supernatants being 
screened. For one 96 well plate, approximately 10 million cells (for 10 plates, 100 
million cells) are required. 

Transfer the cells to a triangular reservoir boat, in order to dispense the cells 

30 into a 96 well dish, using a 12 channel pipette. Using a 12 channel pipette, transfer 
200 ul of cells into each well (therefore adding 100, 000 cells per well). 
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After all the plates have been seeded, 50 ul of the supernatants are transferred 
directly from the 96 well plate containing the supernatants into each well using a 12 
channel pipette. In addition, a dose of exogenous interferon gamma (0.1, 1.0, 10 ng) 
is added to wells H9, H10, and HI 1 to serve as additional positive controls for the 
5 assay. 

The 96 well dishes containing Jurkat cells treated with supernatants are placed 
in an incubator for 48 hrs (note: this time is variable between 48-72 hrs). 35 ul 
samples from each well are then transferred to an opaque 96 well plate using a 12 
channel pipette. The opaque plates should be covered (using sellophene covers) and 
10 stored at -20 degrees C until SEAP assays are performed according to Example 17. 
The plates containing the remaining treated cells are placed at 4 degrees C and serve 
as a source of material for repeating the assay on a specific well if desired. 

As a positive control, 100 Unit/ml interferon gamma can be used which is 
known to activate Jurkat T cells. Over 30 fold induction is typically observed in the 
15 positive control wells. 

The above protocol may be used in the generation of both transient, as well as, 
stable transfected cells, which would be apparent to those of skill in the art. 

Example 14: High-Throughput Screening Assay Identifying Myeloid Activity 

20 The following protocol is used to assess myeloid activity by determining 

whether polypeptides of the invention proliferates and/or differentiates myeloid cells. 
Myeloid cell activity is assessed using the GAS/SEAP/Neo construct produced in 
Example 12. Thus, factors that increase SEAP activity indicate the ability to activate 
the Jaks-STATS signal transduction pathway. The myeloid cell used in this assay is 

25 U937, a pre-monocyte cell line, although TF-1 , HL60, or KG1 can be used. 

To transiently transfect U937 cells with the GAS/SEAP/Neo construct 
produced in Example 12, a DEAE-Dextran method (Kharbanda et. al., 1994, Cell 

Growth & Differentiation, 5:259-265) is used. First, harvest 2x1 Oe 7 U937 cells and 
wash with PBS. The U937 cells are usually grown in RPMI 1640 medium containing 
30 10% heat-inactivated fetal bovine serum (FBS) supplemented with 100 units/ml 
penicillin and 100 mg/ml streptomycin. 
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Next, suspend the cells in 1 ml of 20 mM Tris-HCl (pH 7.4) buffer containing 
0.5 mg/ml DEAE-Dextran, 8 ug GAS-SEAP2 plasmid DNA, 140 mM NaCl, 5 mM 
KC1, 375 uM Na 2 HP0 4 .7H 2 0, 1 mM MgCl 2 , and 675 uM CaCl 2 . Incubate at 37 

degrees C for 45 min. 
5 Wash the cells with RPMI 1640 medium containing 10% FBS and then 

resuspend in 10 ml complete medium and incubate at 37 degrees C for 36 hr. 

The GAS-SEAP/U937 stable cells are obtained by growing the cells in 400 
ug/ml G418. The G418-free medium is used for routine growth but every one to two 
months, the cells should be re-grown in 400 ug/ml G418 for couple of passages. 

8 

10 These cells are tested by harvesting 1x10 cells (this is enough for ten 96-well 

plates assay) and wash with PBS. Suspend the cells in 200 ml above described 
growth medium, with a final density of 5x1 0 5 cells/ml. Plate 200 ul cells per well in 
the 96-well plate (or lxl 0 5 cells/well). 

Add 50 ul of the supernatant prepared by the protocol described in Example 

15 11. Incubate at 37 degrees C for 48 to 72 hr. As a positive control, 100 Unit/ml 

interferon gamma can be used which is known to activate U937 cells. Over 30 fold 
induction is typically observed in the positive control wells. SEAP assay the 
supernatant according to the protocol described in Example 17. 

20 Example 15: High-Throughput Screening Assay Identifying Neuronal Activity. 

When cells undergo differentiation and proliferation, a group of genes are 
activated through many different signal transduction pathways. One of these genes, 
EGR1 (early growth response gene 1), is induced in various tissues and cell types 
upon activation. The promoter of EGR1 is responsible for such induction. Using the 

25 EGR1 promoter linked to reporter molecules, activation of cells can be assessed. 

Particularly, the following protocol is used to assess neuronal activity in PC 12 
cell lines. PC12 cells (rat phenochromocytoma cells) are known to proliferate and/or 
differentiate by activation with a number of mitogens, such as TPA (tetradecanoyl 
phorbol acetate), NGF (nerve growth factor), and EGF (epidermal growth factor). 

30 The EGR1 gene expression is activated during this treatment. Thus, by stably 

transfecting PC 12 cells with a construct containing an EGR promoter linked to SEAP 
reporter, activation of PC 12 cells can be assessed. 
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The EGR/SEAP reporter construct can be assembled by the following 
protocol. The EGR-1 promoter sequence (-633 to +l)(Sakamoto K et al., Oncogene 
6:867-871 (1991)) can be PCR amplified from human genomic DNA using the 
following primers: 

5 5 ' GCGCTCGAGGGATGACAGCGATAGAACCCCGG -3' (SEQ ID NO:6) 

5' GCGAAGCTTCGCGACTCCCCGGATCCGCCTC-3' (SEQ ID NO:7) 
Using the GAS:SEAP/Neo vector produced in Example 12, EGR1 amplified 
product can then be inserted into this vector. Linearize the GAS:SEAP/Neo vector 
using restriction enzymes XhoI/HindHI, removing the GAS/SV40 stuffer. Restrict the 
10 EGR1 amplified product with these same enzymes. Ligate the vector and the EGR1 
promoter. 

To prepare 96 well-plates for cell culture, two mis of a coating solution (1 :30 
dilution of collagen type I (Upstate Biotech Inc. Cat#08-1 15) in 30% ethanol (filter 
sterilized)) is added per one 10 cm plate or 50 ml per well of the 96-well plate, and 
1 5 allowed to air dry for 2 hr. 

PC 12 cells are routinely grown in RPMI-1640 medium (Bio Whittaker) 
containing 10% horse serum (JRH BIOSCIENCES, Cat. # 12449-78P), 5% heat- 
inactivated fetal bovine serum (FBS) supplemented with 100 units/ml penicillin and 
100 ug/ml streptomycin on a precoated 10 cm tissue culture dish. One to four split is 
20 done every three to four days. Cells are removed from the plates by scraping and 
resuspended with pipetting up and down for more than 15 times. 

Transfect the EGR/SEAP/Neo construct into PC 12 using the Lipofectamine 
protocol described in Example 11. EGR-SEAP/PC12 stable cells are obtained by 
growing the cells in 300 ug/ml G418. The G418-free medium is used for routine 
25 growth but every one to two months, the cells should be re-grown in 300 ug/ml G418 
for couple of passages. 

To assay for neuronal activity, a 10 cm plate with cells around 70 to 80% 
confluent is screened by removing the old medium. Wash the cells once with PBS 
(Phosphate buffered saline). Then starve the cells in low serum medium (RPMI-1640 
30 containing 1% horse serum and 0.5% FBS with antibiotics) overnight. 

The next morning, remove the medium and wash the cells with PBS. Scrape 
off the cells from the plate, suspend the cells well in 2 ml low serum medium. Count 
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the cell number and add more low serum medium to reach final cell density as 5xl0 5 
cells/ml. 

Add 200 ul of the cell suspension to each well of 96-well plate (equivalent to 

IxlO 5 cells/well). Add 50 ul supernatant produced by Example 11, 37°C for 48 to 72 
5 hr. As a positive control, a growth factor known to activate PC 12 cells through EGR 
can be used, such as 50 ng/ul of Neuronal Growth Factor (NGF). Over fifty- fold 
induction of SEAP is typically seen in the positive control wells. SEAP assay the 
supernatant according to Example 17. 

10 Example 16: Hieh-Th rough put Screening Assay for T-cell Activity 

NF-KB (Nuclear Factor KB) is a transcription factor activated by a wide 
variety of agents including the inflammatory cytokines IL-1 and TNF, CD30 and 
CD40, lymphotoxin-alpha and lymphotoxin-beta, by exposure to LPS or thrombin, 
and by expression of certain viral gene products. As a transcription factor, NF-KB 

15 regulates the expression of genes involved in immune cell activation, control of 

apoptosis (NF- KB appears to shield cells from apoptosis), B and T-cell development, 
anti-viral and antimicrobial responses, and multiple stress responses. 

In non-stimulated conditions, NF- KB is retained in the cytoplasm with I-KB 
(Inhibitor KB). However, upon stimulation, I- KB is phosphorylated and degraded, 

20 causing NF- KB to shuttle to the nucleus, thereby activating transcription of target 
genes. Target genes activated by NF- KB include IL-2, IL-6, GM-CSF, ICAM-1 and 
class 1 MHC. 

Due to its central role and ability to respond to a range of stimuli, reporter 
constructs utilizing the NF-KB promoter element are used to screen the supernatants 
25 produced in Example 1 1 . Activators or inhibitors of NF-KB would be useful in 
treating diseases. For example, inhibitors of NF-KB could be used to treat those 
diseases related to the acute or chronic activation of NF-KB, such as rheumatoid 
arthritis. 

To construct a vector containing the NF-KB promoter element, a PCR based 
30 strategy is employed. The upstream primer contains four tandem copies of the NF- 
KB binding site (GGGGACTTTCCC) (SEQ ID NO:8), 18 bp of sequence 
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complementary to the 5 5 end of the SV40 early promoter sequence, and is flanked 
with an Xhol site: 

5 * :GCGGCCTCG AGGGGACTITCCCGGGGACTTTCCGGGGACTTTCCGGGAC 
TTTCCATCCTGCCATCTCAATTAG:3' (SEQ ID NO:9) 
5 The downstream primer is complementary to the 3' end of the SV40 promoter 

and is flanked with a Hind III site: 

5' :GCGGCAAGCTTTTTGCAAAGCCTAGGC:3 ' (SEQ ID NO:4) 

PCR amplification is performed using the SV40 promoter template present in 
the pB-gal:promoter plasmid obtained from Clontech. The resulting PCR fragment is 
10 digested with Xhol and Hind III and subcloned into BLSK2-. (Stratagene) 

Sequencing with the T7 and T3 primers confirms the insert contains the following 
sequence: 

5 ' :CTCGAGGGGACTTTCCCGGGGACTTTCCGGGGACTTTCCGGGACTTTCC 
15 ATCTGCCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCC 
ATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGA 
CTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTA 
TTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGC 
GCTT:3' (SEQ ID NO: 10) 

20 

Next, replace the SV40 minimal promoter element present in the pSEAP2- 
promoter plasmid (Clontech) with this NF-KB/S V40 fragment using Xhol and 
Hindlll. However, this vector does not contain a neomycin resistance gene, and 
therefore, is not preferred for mammalian expression systems. 

25 In order to generate stable mammalian cell lines, the NF-KB/SV40/SEAP 

cassette is removed from the above NF-KB/SEAP vector using restriction enzymes 
Sail and NotI, and inserted into a vector containing neomycin resistance. Particularly, 
the NF-KB/SV40/SEAP cassette was inserted into pGFP-1 (Clontech), replacing the 
GFP gene, after restricting pGFP-1 with Sail and NotI. 

30 Once NF-KB/S V40/SEAP/Neo vector is created, stable Jurkat T-cells are 

created and maintained according to the protocol described in Example 13. Similarly, 
the method for assaying supernatants with these stable Jurkat T-cells is also described 
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in Example 13. As a positive control, exogenous TNF alpha (0.1,1, 10 ng) is added to 
wells H9, H10, and HI 1, with a 5-10 fold activation typically observed. 

Example 17: Assay for SEAP Activity 

5 As a reporter molecule for the assays described in Examples 13-16, SEAP 

activity is assayed using the Tropix Phospho-light Kit (Cat. BP-400) according to the 
following general procedure. The Tropix Phospho-light Kit supplies the Dilution, 
Assay, and Reaction Buffers used below. 

Prime a dispenser with the 2.5x Dilution Buffer and dispense 15 ul of 2.5x 

10 dilution buffer into Optiplates containing 35 ul of a supernatant. Seal the plates with 
a plastic sealer and incubate at 65 degree C for 30 min. Separate the Optiplates to 
avoid uneven heating. 

Cool the samples to room temperature for 15 minutes. Empty the dispenser 
and prime with the Assay Buffer. Add 50 ml Assay Buffer and incubate at room 

1 5 temperature 5 min. Empty the dispenser and prime with the Reaction Buffer (see the 
table below). Add 50 ul Reaction Buffer and incubate at room temperature for 20 
minutes. Since the intensity of the chemiluminescent signal is time dependent, and it 
takes about 10 minutes to read 5 plates on luminometer, one should treat 5 plates at 
each time and start the second set 10 minutes later. 

20 Read the relative light unit in the luminometer. Set HI 2 as blank, and print 

the results. An increase in chemiluminescence indicates reporter activity. 



Reaction Buffer Formulation: 



#of plates 


Rxn buffer diluent (ml) 
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Example 18: High-Throughput Screening Assay Identifying Changes in Small 
Molecule Concentration and Membrane Permeability 

Binding of a ligand to a receptor is known to alter intracellular levels of small 
5 molecules, such as calcium, potassium, sodium, and pH, as well as alter membrane 
potential. These alterations can be measured in an assay to identify supernatants 
which bind to receptors of a particular cell. Although the following protocol 
describes an assay for calcium, this protocol can easily be modified to detect changes 
in potassium, sodium, pH, membrane potential, or any other small molecule which is 
1 0 detectable by a fluorescent probe. 

The following assay uses Fluorometric Imaging Plate Reader ("FLIPR") to 
measure changes in fluorescent molecules (Molecular Probes) that bind small 
molecules. Clearly, any fluorescent molecule detecting a small molecule can be used 
instead of the calcium fluorescent molecule, fluo-4 (Molecular Probes, Inc.; catalog 
15 no. F- 14202), used here. 

For adherent cells, seed the cells at 10,000 -20,000 cells/well in a Co-star 
black 96-well plate with clear bottom. The plate is incubated in a C0 2 incubator for 
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20 hours. The adherent cells are washed two times in Biotek washer with 200 ul of 
HBSS (Hank's Balanced Salt Solution) leaving 100 ul of buffer after the final wash. 

A stock solution of 1 mg/ml fluo-4 is made in 10% pluronic acid DMSO. To 
load the cells with fluo-4 , 50 ul of 12 ug/ml fluo-4 is added to each well. The plate 
5 is incubated at 37 degrees C in a CO2 incubator for 60 min. The plate is washed four 
times in the Biotek washer with HBSS leaving 100 ul of buffer. 

For non-adherent cells, the cells are spun down from culture media. Cells are 
re-suspended to 2-5x1 0 6 cells/ml with HBSS in a 50-ml conical tube. 4 ul of 1 mg/ml 
fluo-4 solution in 10% pluronic acid DMSO is added to each ml of cell suspension. 
1 0 The tube is then placed in a 37 degrees C water bath for 30-60 min. The cells are 
washed twice with HBSS, resuspended to IxlO 6 cells/ml, and dispensed into a 
microplate, 100 ul/well. The plate is centrifuged at 1000 rpm for 5 min. The plate is 
then washed once in Denley CellWash with 200 ul, followed by an aspiration step to 
100 ul final volume. 

15 For a non-cell based assay, each well contains a fluorescent molecule, such as 

fluo-4 . The supernatant is added to the well, and a change in fluorescence is 
detected. 

To measure the fluorescence of intracellular calcium, the FLIPR is set for the 
following parameters: (1) System gain is 300-800 mW; (2) Exposure time is 0.4 
20 second; (3) Camera F/stop is F/2; (4) Excitation is 488 nm; (5) Emission is 530 nm; 
and (6) Sample addition is 50 ul. Increased emission at 530 nm indicates an 
extracellular signaling event which has resulted in an increase in the intracellular 
Ca"*"* concentration. 

25 Example 19: High-Throughput Screening Assay Identifying Tyrosine Kinase 
Activity 

The Protein Tyrosine Kinases (PTK) represent a diverse group of 
transmembrane and cytoplasmic kinases. Within the Receptor Protein Tyrosine 
Kinase RPTK) group are receptors for a range of mitogenic and metabolic growth 
30 factors including the PDGF, FGF, EGF, NGF, HGF and Insulin receptor subfamilies. 
In addition there are a large family of RPTKs for which the corresponding ligand is 
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unknown. Ligands for RPTKs include mainly secreted small proteins, but also 
membrane-bound and extracellular matrix proteins. 

Activation of RPTK by ligands involves ligand-mediated receptor 
dimerization, resulting in transphosphorylation of the receptor subunits and activation 
5 of the cytoplasmic tyrosine kinases. The cytoplasmic tyrosine kinases include 

receptor associated tyrosine kinases of the src-family (e.g., src, yes, lck, lyn, fyn) and 
non-receptor linked and cytosolic protein tyrosine kinases, such as the Jak family, 
members of which mediate signal transduction triggered by the cytokine superfamily 
of receptors (e.g., the Interleukins, Interferons, GM-CSF, and Leptin). 

10 Because of the wide range of known factors capable of stimulating tyrosine 

kinase activity, the identification of novel human secreted proteins capable of 
activating tyrosine kinase signal transduction pathways are of interest. Therefore, the 
following protocol is designed to identify those novel human secreted proteins 
capable of activating the tyrosine kinase signal transduction pathways. 

1 5 Seed target cells (e.g., primary keratinocytes) at a density of approximately 

25,000 cells per well in a 96 well Loprodyne Silent Screen Plates purchased from 
Nalge Nunc (Naperville, IL). The plates are sterilized with two 30 minute rinses with 
100% ethanol, rinsed with water and dried overnight. Some plates are coated for 2 hr 
with 100 ml of cell culture grade type I collagen (50 mg/ml), gelatin (2%) or 

20 polylysine (50 mg/ml), all of which can be purchased from Sigma Chemicals (St. 
Louis, MO) or 10% Matrigel purchased from Becton Dickinson (Bedford,MA), or 
calf serum, rinsed with PBS and stored at 4 degree C. Cell growth on these plates is 
assayed by seeding 5,000 cells/well in growth medium and indirect quantitation of 
cell number through use of alamarBlue as described by the manufacturer Alamar 

25 Biosciences, Inc. (Sacramento, CA) after 48 hr. Falcon plate covers #3071 from 
Becton Dickinson (Bedford,MA) are used to cover the Loprodyne Silent Screen 
Plates. Falcon Microtest EQ cell culture plates can also be used in some proliferation 
experiments. 

To prepare extracts, A431 cells are seeded onto the nylon membranes of 
30 Loprodyne plates (20,000/200ml/well) and cultured overnight in complete medium. 
Cells are quiesced by incubation in serum-free basal medium for 24 hr. After 5-20 
minutes treatment with EGF (60ng/ml) or 50 ul of the supernatant produced in 
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Example 1 1, the medium was removed and 100 ml of extraction buffer ((20 mM 
HEPES pH 7.5, 0.15 M NaCl, 1% Triton X-100, 0.1% SDS, 2 mM Na3V04, 2 mM 
Na4P207 and a cocktail of protease inhibitors (# 1836170) obtained from 
Boeheringer Mannheim (Indianapolis, IN) is added to each well and the plate is 

5 shaken on a rotating shaker for 5 minutes at 4 degrees C The plate is then placed in a 
vacuum transfer manifold and the extract filtered through the 0.45 mm membrane 
bottoms of each well using house vacuum. Extracts are collected in a 96-well 
catch/assay plate in the bottom of the vacuum manifold and immediately placed on 
ice. To obtain extracts clarified by centrifugation, the content of each well, after 

10 detergent solubilization for 5 minutes, is removed and centrifuged for 15 minutes at 4 
degrees C at 16,000 x g. 

Test the filtered extracts for levels of tyrosine kinase activity. Although many 
methods of detecting tyrosine kinase activity are known, one method is described 
here. 

1 5 Generally, the tyrosine kinase activity of a supernatant is evaluated by 

determining its ability to phosphorylate a tyrosine residue on a specific substrate (a 
biotinylated peptide). Biotinylated peptides that can be used for this purpose include 
PSK1 (corresponding to amino acids 6-20 of the cell division kinase cdc2-p34) and 
PSK2 (corresponding to amino acids 1-17 of gastrin). Both peptides are substrates for 

20 a range of tyrosine kinases and are available from Boehringer Mannheim. 

, The tyrosine kinase reaction is set up by adding the following components in 
order. First, add lOul of 5uM Biotinylated Peptide, then lOul ATP/Mg2+ (5mM 
ATP/50mM MgCl2)> then lOul of 5x Assay Buffer (40mM imidazole hydrochloride, 
pH7.3, 40 mM beta-glycerophosphate, ImM EGTA, lOOmM MgCl2, 5 mM MnC^, 

25 0.5 mg/ml BSA), then 5ul of Sodium Vanadate(lmM), and then 5ul of water. Mix the 
components gently and preincubate the reaction mix at 30 degrees C for 2 min. Initial 
the reaction by adding lOul of the control enzyme or the filtered supernatant. 

The tyrosine kinase assay reaction is then terminated by adding 10 ul of 
120mm EDTA and place the reactions on ice. 

30 Tyrosine kinase activity is determined by transferring 50 ul aliquot of reaction 

mixture to a microtiter plate (MTP) module and incubating at 37 degrees C for 20 
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min. This allows the streptavadin coated 96 well plate to associate with the 
biotinylated peptide. Wash the MTP module with 300ul/well of PBS four times. 
Next add 75 ul of anti-phospotyrosine antibody conjugated to horse radish 
peroxidase(anti-P-Tyr-POD(0.5uAnl)) to each well and incubate at 37 degrees C for 
5 one hour. Wash the well as above. 

Next add lOOul of peroxidase substrate solution (Boehringer Mannheim) and 
incubate at room temperature for at least 5 mins (up to 30 min). Measure the 
absorbance of the sample at 405 nm by using ELISA reader. The level of bound 
peroxidase activity is quantitated using an ELISA reader and reflects the level of 
1 0 tyrosine kinase activity. 

Example 20: High-Throughput Screening Assay Identifying Phosphorylation 
Activity 

As a potential alternative and/or compliment to the assay of protein tyrosine 

15 kinase activity described in Example 19, an assay which detects activation 

(phosphorylation) of major intracellular signal transduction intermediates can also be 
used. For example, as described below one particular assay can detect tyrosine 
phosphorylation of the Erk-1 and Erk-2 kinases. However, phosphorylation of other 
molecules, such as Raf, JNK, p38 MAP, Map kinase kinase (MEK), MEK kinase, 

20 Src, Muscle specific kinase (MuSK), IRAK, Tec, and Janus, as well as any other 
phosphoserine, phosphotyrosine, or phosphothreonine molecule, can be detected by 
substituting these molecules for Erk-1 or Erk-2 in the following assay. 

Specifically, assay plates are made by coating the wells of a 96-well ELISA 
plate with 0.1ml of protein G (lug/ml) for 2 hr at room temp, (RT). The plates are 

25 then rinsed with PBS and blocked with 3% BSA/PBS for 1 hr at RT. The protein G 
plates are then treated with 2 commercial monoclonal antibodies. (lOOng/well) against 
Erk-1 and Erk-2 (1 hr at RT) (Santa Cruz Biotechnology). (To detect other molecules, 
this step can easily be modified by substituting a monoclonal antibody detecting any 
of the above described molecules.) After 3-5 rinses with PBS, the plates are stored at 

30 4 degrees C until use. 

A431 cells are seeded at 20,000/well in a 96-well Loprodyne filterplate and 
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cultured overnight in growth medium. The cells are then starved for 48 hr in basal 
medium (DMEM) and then treated with EGF (6ng/well) or 50 ul of the supernatants 
obtained in Example 1 1 for 5-20 minutes. The cells are then solubilized and extracts 
filtered directly into the assay plate. 
5 After incubation with the extract for 1 hr at RT, the wells are again rinsed. As 

a positive control, a commercial preparation of MAP kinase (lOng/well) is used in 
place of A431 extract. Plates are then treated with a commercial polyclonal (rabbit) 
antibody (lug/ml) which specifically recognizes the phosphorylated epitope of the 
Erk-1 and Erk-2 kinases (1 hr at RT). This antibody is biotinylated by standard 
10 procedures. The bound polyclonal antibody is then quantitated by successive 
incubations with Europium-streptavidin and Europium fluorescence enhancing 
reagent in the Wallac DELFIA instrument (time-resolved fluorescence). An increased 
fluorescent signal over background indicates a phosphorylation. 

15 Example 21: Method of Determining Alterations in a Gene Corresponding to a 
Polynucleotide 

RNA isolated from entire families or individual patients presenting with a 
phenotype of interest (such as a disease) is be isolated. cDNA is then generated from 
these RNA samples using protocols known in the art. (See, Sambrook.) The cDNA 

20 is then used as a template for PCR, employing primers surrounding regions of interest 
in SEQ ID NO:X. Suggested PCR conditions consist of 35 cycles at 95 degrees C for 
30 seconds; 60-120 seconds at 52-58 degrees C; and 60-120 seconds at 70 degrees C, 
using buffer solutions described in Sidransky et al., Science 252:706 (1991). 

PCR products are then sequenced using primers labeled at their 5' end with T4 

25 polynucleotide kinase, employing SequiTherm Polymerase. (Epicentre 

Technologies). The intron-exon borders of selected exons is also determined and 
genomic PCR products analyzed to confirm the results. PCR products harboring 
suspected mutations is then cloned and sequenced to validate the results of the direct 
sequencing. 

30 PCR products is cloned into T-tailed vectors as described in Holton et al, 

Nucleic Acids Research, 19:1 156 (1991) and sequenced with T7 polymerase (United 
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States Biochemical). Affected individuals are identified by mutations not present in 
unaffected individuals. 

Genomic rearrangements are also observed as a method of determining 
alterations in a gene corresponding to a polynucleotide. Genomic clones isolated 
5 according to Example 2 are nick-translated with digoxigenindeoxy-uridine 5'- 

triphosphate (Boehringer Manheim), and FISH performed as described in Johnson et 
al., Methods Cell Biol. 35:73-99 (1991). Hybridization with the labeled probe is 
carried out using a vast excess of human cot-1 DNA for specific hybridization to the 
corresponding genomic locus. 

10 Chromosomes are counterstained with 4,6-diamino-2-phenylidole and 

propidium iodide, producing a combination of C- and R-bands. Aligned images for 
precise mapping are obtained using a triple-band filter set (Chroma Technology, 
Brattleboro, VT) in combination with a cooled charge-coupled device camera 
(Photometries, Tucson, AZ) and variable excitation wavelength filters. (Johnson et 

15 al., Genet. Anal. Tech. Appl., 8:75 (1991).) Image collection, analysis and 

chromosomal fractional length measurements are performed using the ISee Graphical 
Program System. (Inovision Corporation, Durham, NC.) Chromosome alterations of 
the genomic region hybridized by the probe are identified as insertions, deletions, and 
translocations. These alterations are used as a diagnostic marker for an associated 

20 disease. 



Example 22: Method of Detecting Abnormal Levels of a Polypeptide in a 
Biological Sample 

A polypeptide of the present invention can be detected in a biological sample, 
25 and if an increased or decreased level of the polypeptide is detected, this polypeptide 
is a marker for a particular phenotype. Methods of detection are numerous, and thus, 
it is understood that one skilled in the art can modify the following assay to fit their 
particular needs. 

For example, antibody-sandwich ELISAs are used to detect polypeptides in a 
30 sample, preferably a biological sample. Wells of a microtiter plate are coated with 
specific antibodies, at a final concentration of 0.2 to 10 ug/ml. The antibodies are 
either monoclonal or polyclonal and are produced by the method described in 
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Example 10. The wells are blocked so that non-specific binding of the polypeptide to 

the well is reduced. 

The coated wells are then incubated for > 2 hours at RT with a sample 

containing the polypeptide. Preferably, serial dilutions of the sample should be used 
5 to validate results. The plates are then washed three times with deionized or distilled 

water to remove unbounded polypeptide. 

Next, 50 ul of specific antibody-alkaline phosphatase conjugate, at a 

concentration of 25-400 ng, is added and incubated for 2 hours at room temperature. 

The plates are again washed three times with deionized or distilled water to remove 
10 unbounded conjugate. 

Add 75 ul of 4-methylumbelliferyl phosphate (MUP) or p-nitrophenyl 

phosphate (NPP) substrate solution to each well and incubate 1 hour at room 

temperature. Measure the reaction by a microtiter plate reader. Prepare a standard 

curve, using serial dilutions of a control sample, and plot polypeptide concentration 
15 on the X-axis (log scale) and fluorescence or absorbance of the Y-axis (linear scale). 

Interpolate the concentration of the polypeptide in the sample using the standard 

curve. 

Example 23: Formulation 

20 The invention also provides methods of treatment and/or prevention diseases, 

disorders; and/or conditions (such as, for example, any one or more of the diseases or 
disorders disclosed herein) by administration to a subject of an effective amount of a 
Therapeutic. By therapeutic is meant a polynucleotides or polypeptides of the 
invention (including fragments and variants), agonists or antagonists thereof, and/or 

25 antibodies thereto, in combination with a pharmaceutical^ acceptable carrier type 
(e.g., a sterile carrier). 

The Therapeutic will be formulated and dosed in a fashion consistent with 
good medical practice, taking into account the clinical condition of the individual 
patient (especially the side effects of treatment with the Therapeutic alone), the site of 

30 delivery, the method of administration, the scheduling of administration, and other 
factors known to practitioners. The "effective amount" for purposes herein is thus 
determined by such considerations. 
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As a general proposition, the total pharmaceutically effective amount of the 
Therapeutic administered parenterally per dose will be in the range of about 
lug/kg/day to 10 mg/kg/day of patient body weight, although, as noted above, this 
will be subject to therapeutic discretion. More preferably, this dose is at least 0.01 
5 mg/kg/day, and most preferably for humans between about 0.01 and 1 mg/kg/day for 
the hormone. If given continuously, the Therapeutic is typically administered at a 
dose rate of about 1 ug/kg/hour to about 50 ug/kg/hour, either by 1-4 injections per 
day or by continuous subcutaneous infusions, for example, using a mini-pump. An 
intravenous bag solution may also be employed. The length of treatment needed to 

10 observe changes and the interval following treatment for responses to occur appears 
to vary depending on the desired effect. 

Therapeutics can be are administered orally, rectally, parenterally, 
intracistemally, intravaginally, intraperitoneally, topically (as by powders, ointments, 
gels, drops or transdermal patch), bucally, or as an oral or nasal spray. 

15 "Pharmaceutically acceptable carrier" refers to a non-toxic solid, semisolid or liquid 
filler, diluent, encapsulating material or formulation auxiliary of any. The term 
"parenteral" as used herein refers to modes of administration which include 
intravenous, intramuscular, intraperitoneal, intrasternal, subcutaneous and 
intraarticular injection and infusion. 

20 Therapeutics of the invention are also suitably administered by sustained- 

release systems. Suitable examples of sustained-release Therapeutics are 
administered orally, rectally, parenterally, intracistemally, intravaginally, 
intraperitoneally, topically (as by powders, ointments, gels, drops or transdermal 
patch), bucally, or as an oral or nasal spray. "Pharmaceutically acceptable carrier" 

25 refers to a non-toxic solid, semisolid or liquid filler, diluent, encapsulating material or 
formulation auxiliary of any type. The term "parenteral" as used herein refers to 
modes of administration which include intravenous, intramuscular, intraperitoneal, 
intrasternal, subcutaneous and intraarticular injection and infusion. 

Therapeutics of the invention are also suitably administered by sustained- 

30 release systems. Suitable examples of sustained-release Therapeutics include suitable 
polymeric materials (such as, for example, semi-permeable polymer matrices in the 
form of shaped articles, e.g., films, or mirocapsules), suitable hydrophobic materials 
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(for example as an emulsion in an acceptable oil) or ion exchange resins, and 
sparingly soluble derivatives (such as, for example, a sparingly soluble salt). 

Sustained-release matrices include polylactides (U.S. Pat. No. 3,773,919, EP 
58,481), copolymers of L-glutamic acid and gamma-ethyl-L-glutamate (Sidman et al., 
5 Biopolymers 22:547-556 (1983)), poly (2- hydroxyethyl methacrylate) (Langer et al., 
J. Biomed. Mater. Res. 15:167-277 (1981), and Langer, Chem. Tech. 12:98-105 
(1982)), ethylene vinyl acetate (Langer et al., Id.) or poly-D- (-)-3-hydroxybutyric 
acid (EP 133,988). 

Sustained-release Therapeutics also include liposomally entrapped 
10 Therapeutics of the invention {see generally, Langer, Science 249:1527-1533 (1990); 
Treat et al., in Liposomes in the Therapy of Infectious Disease and Cancer, Lopez- 
Berestein and Fidler (eds.), Liss, New York, pp. 317 -327 and 353-365 (1989)). 
Liposomes containing the Therapeutic are prepared by methods known per se: DE 
3,218,121; Epstein et al., Proc. Natl. Acad. Sci. (USA) 82:3688-3692 (1985); Hwang 
15 et al., Proc.Natl. Acad. Sci.(USA) 77:4030-4034 (1980); EP 52,322; EP 36,676; EP 
88,046; EP 143,949; EP 142,641; Japanese Pat. Appl. 83-118008; U.S. Pat. Nos. 
4,485,045 and 4,544,545; and EP 102,324. Ordinarily, the liposomes are of the small 
(about 200-800 Angstroms) unilamellar type in which the lipid content is greater than 
about 30 mol. percent cholesterol, the selected proportion being adjusted for the 
20 optimal Therapeutic. 

— In yet an additional embodiment, the Therapeutics of the invention are 
delivered by way of a pump {see Langer, supra; Sefton, CRC Crit. Ref. Biomed. Eng. 
14:201 (1987); Buchwald et al., Surgery 88:507 (1980); Saudek et al., N. Engl. J. 
Med. 321:574 (1989)). 

25 Other controlled release systems are discussed in the review by Langer 

{Science 249:1527-1533 (1990)). 

For parenteral administration, in one embodiment, the Therapeutic is 

formulated generally by mixing it at the desired degree of purity, in a unit dosage 

injectable form (solution, suspension, or emulsion), with a pharmaceutically 
30 acceptable carrier, i.e., one that is non-toxic to recipients at the dosages and 

concentrations employed and is compatible with other ingredients of the formulation. 
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For example, the formulation preferably does not include oxidizing agents and other 
compounds that are known to be deleterious to the Therapeutic. 

Generally, the formulations are prepared by contacting the Therapeutic 
uniformly and intimately with liquid carriers or finely divided solid carriers or both. 
5 Then, if necessary, the product is shaped into the desired formulation. Preferably the 
carrier is a parenteral carrier, more preferably a solution that is isotonic with the blood 
of the recipient. Examples of such carrier vehicles include water, saline, Ringer's 
solution, and dextrose solution. Non-aqueous vehicles such as fixed oils and ethyl 
oleate are also useful herein, as well as liposomes. 

10 The carrier suitably contains minor amounts of additives such as substances 

that enhance isotonicity and chemical stability. Such materials are non-toxic to 
recipients at the dosages and concentrations employed, and include buffers such as 
phosphate, citrate, succinate, acetic acid, and other organic acids or their salts; 
antioxidants such as ascorbic acid; low molecular weight (less than about ten 

15 residues) polypeptides, e.g., polyarginine or tripeptides; proteins, such as serum 
albumin, gelatin, or immunoglobulins; hydrophilic polymers such as 
polyvinylpyrrolidone; amino acids, such as glycine, glutamic acid, aspartic acid, or 
arginine; monosaccharides, disaccharides, and other carbohydrates including cellulose 
or its derivatives, glucose, manose, or dextrins; chelating agents such as EDTA; sugar 

20 alcohols such as mannitol or sorbitol; counterfoils such as sodium; and/or nonionic 
surfactants such as polysorbates, poloxamers, or PEG. 

The Therapeutic is typically formulated in such vehicles at a concentration of 
about 0.1 mg/ml to 100 mg/ml, preferably 1-10 mg/ml, at a pH of about 3 to 8. It will 
be understood that the use of certain of the foregoing excipients, carriers, or 

25 stabilizers will result in the formation of polypeptide salts. 

Any pharmaceutical used for therapeutic administration can be sterile. 
Sterility is readily accomplished by filtration through sterile filtration membranes 
(e.g., 0.2 micron membranes). Therapeutics generally are placed into a container 
having a sterile access port, for example, an intravenous solution bag or vial having a 

30 stopper pierceable by a hypodermic injection needle. 

Therapeutics ordinarily will be stored in unit or multi-dose containers, for 
example, sealed ampoules or vials, as an aqueous solution or as a lyophilized 
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formulation for reconstitution. As an example of a lyophilized formulation, 10-ml 
vials are filled with 5 ml of sterile-filtered 1% (w/v) aqueous Therapeutic solution, 
and the resulting mixture is lyophilized. The infusion solution is prepared by 
reconstituting the lyophilized Therapeutic using bacteriostatic Water-for-Injection. 
5 The invention also provides a pharmaceutical pack or kit comprising one or 

more containers filled with one or more of the ingredients of the Therapeutics of the 
invention. Associated with such containers) can be a notice in the form prescribed by 
a governmental agency regulating the manufacture, use or sale of pharmaceuticals or 
biological products, which notice reflects approval by the agency of manufacture, use 

10 or sale for human administration. In addition, the Therapeutics may be employed in 
conjunction with other therapeutic compounds. 

The Therapeutics of the invention may be administered alone or in 
combination with adjuvants. Adjuvants that may be administered with the 
Therapeutics of the invention include, but are not limited to, alum, alum plus 

15 deoxycholate (ImmunoAg), MTP-PE (Biocine Corp.), QS21 (Genentech, Inc.), BCG, 
and MPL. In a specific embodiment, Therapeutics of the invention are administered 
in combination with alum. In another specific embodiment, Therapeutics of the 
invention are administered in combination with QS-21 . Further adjuvants that may be 
administered with the Therapeutics of the invention include, but are not limited to, 

20 Monophosphoryl lipid immunomodulator, AdjuVax 100a, QS-21, QS-18, CRL1005, 
Aluminum salts, MF-59, and Virosomal adjuvant technology. Vaccines that may be 
administered with the Therapeutics of the invention include, but are not limited to, 
vaccines directed toward protection against MMR (measles, mumps, rubella), polio, 
varicella, tetanus/diptheria, hepatitis A, hepatitis B, haemophilus influenzae B, 

25 whooping cough, pneumonia, influenza, Lyme's Disease, rotavirus, cholera, yellow 
fever, Japanese encephalitis, poliomyelitis, rabies, typhoid fever, and pertussis. 
Combinations may be administered either concomitantly, e.g., as an admixture, 
separately but simultaneously or concurrently; or sequentially. This includes 
presentations in which the combined agents are administered together as a therapeutic 

30 mixture, and also procedures in which the combined agents are administered 
separately but simultaneously, e.g., as through separate intravenous lines into the 
same individual. Administration "in combination" further includes the separate 
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administration of one of the compounds or agents given first, followed by the second. 

The Therapeutics of the invention may be administered alone or in 
combination with other therapeutic agents. Therapeutic agents that may be 
administered in combination with the Therapeutics of the invention, include but not 
5 limited to, other members of the TNF family, chemotherapeutic agents, antibiotics, 
steroidal and non-steroidal anti-inflammatories, conventional immunotherapeutic 
agents, cytokines and/or growth factors. Combinations may be administered either 
concomitantly, e.g., as an admixture, separately but simultaneously or concurrently; 
or sequentially. This includes presentations in which the combined agents are 

10 administered together as a therapeutic mixture, and also procedures in which the 
combined agents are administered separately but simultaneously, e.g., as through 
separate intravenous lines into the same individual. Administration "in combination" 
further includes the separate administration of one of the compounds or agents given 
first, followed by the second. 

15 In one embodiment, the Therapeutics of the invention are administered in 
combination with members of the TNF family. TNF, TNF-related or TNF-like 
molecules that may be administered with the Therapeutics of the invention include, 
but are not limited to, soluble forms of TNF-alpha, lymphotoxin-alpha (LT-alpha, 
also known as TNF-beta), LT-beta (found in complex heterotrimer LT-alpha2-beta), 

20 OPGL, FasL, CD27L, CD30L, CD40L, 4-1BBL, DcR3, OX40L, TNF-gamma 
(International Publication No. WO 96/14328), AIM-I (International Publication No. 
WO 97/33899), endokine-alpha (International Publication No. WO 98/07880), TR6 
(International Publication No. WO 98/30694), OPG, and neutrokine-alpha 
(International Publication No. WO 98/18921, OX40, and nerve growth factor (NGF), 

25 and soluble forms of Fas, CD30, CD27, CD40 and 4-EBB, TR2 (International 
Publication No. WO 96/34095), DR3 (International Publication No. WO 97/33904), 
DR4 (International Publication No. WO 98/32856), TR5 (International Publication 
No. WO 98/30693), TR6 (International Publication No. WO 98/30694), TR7 
(International Publication No. WO 98/41629), TRANK, TR9 (International 

30 Publication No. WO 98/56892),TR10 (International Publication No. WO 98/54202), 
312C2 (International Publication No. WO 98/06842), and TR12, and soluble forms 
CD154, CD70, and CD153. 
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In certain embodiments, Therapeutics of the invention are administered in 
combination with antiretroviral agents, nucleoside reverse transcriptase inhibitors, 
non-nucleoside reverse transcriptase inhibitors, and/or protease inhibitors. 
Nucleoside reverse transcriptase inhibitors that may be administered in combination 
5 with the Therapeutics of the invention, include, but are not limited to, RETROVIR™ 
(zidovudine/AZT), VIDEX™ (didanosine/ddl), HIVID™ (zalcitabine/ddC), ZERIT™ 
(stavudine/d4T), EPIVIR™ (lamivudine/3TC), and COMBIVIR™ 
(zidovudine/lamivudine). Non-nucleoside reverse transcriptase inhibitors that may 
be administered in combination with the Therapeutics of the invention, include, but 

10 are not limited to, VIRAMUNE™ (nevirapine), RESCRIPTOR™ (delavirdine), and 
SUSTIVA™ (efavirenz). Protease inhibitors that may be administered in 
combination with the Therapeutics of the invention, include, but are not limited to, 
CRIXIVAN™ (indinavir), NORVIR™ (ritonavir), INVERASE™ (saquinavir), and 
VIRACEPT™ (nelfinavir). In a specific embodiment, antiretroviral agents, 

15 nucleoside reverse transcriptase inhibitors, non-nucleoside reverse transcriptase 
inhibitors, and/or protease inhibitors may be used in any combination with 
Therapeutics of the invention to treat AIDS and/or to prevent or treat HIV infection. 

In other embodiments, Therapeutics of the invention may be administered in 
combination with anti-opportunistic infection agents. Anti-opportunistic agents that 

20 may be administered in combination with the Therapeutics of the invention, include, 
but are not limited to, TRIMETHOPRIM-SULFAMETHOXAZOLE™, 
DAPSONE™, PENTAMIDINE™, ATOVAQUONE™, ISONIAZID™, 
RIFAMPIN™, PYRAZIN AMIDE™, ETHAMBUTOL™, RIFABUTIN™, 
CLARITHROMYCIN™, AZITHROMYCIN™, GANCICLOVIR™, 

25 FOSCARNET™, CIDOFOVIR™, FLUCONAZOLE™, ITRACONAZOLE™, 
KETOCONAZOLE™, ACYCLOVIR™, FAMCICOLVIR™, PYRIMETHAMINE™, 
LEUCOVORBSf™, NEUPOGEN™ (filgrastim/G-CSF), and LEUKINE™ 
(sargramostim/GM-CSF). In a specific embodiment, Therapeutics of the invention 
are used in any combination with TRIMETHOPRIM-SULFAMETHOXAZOLE™, 

30 DAPSONE™, PENTAMIDINE™, and/or ATOVAQUONE™ to prophylactically 
treat or prevent an opportunistic Pneumocystis carinii pneumonia infection. In 
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another specific embodiment, Therapeutics of the invention are used in any 
combination with ISONIAZID™, RIFAMPIN™, PYRAZIN AMIDE™, and/or 
ETHAMBUTOL™ to prophylactically treat or prevent an opportunistic 
Mycobacterium avium complex infection. In another specific embodiment, 
5 Therapeutics of the invention are used in any combination with RIFABUTIN™, 
CLARITHROMYCIN™, and/or AZITHROMYCIN™ to prophylactically treat or 
prevent an opportunistic Mycobacterium tuberculosis infection. In another specific 
embodiment, Therapeutics of the invention are used in any combination with 
GANCICLOVIR™, FOSCARNET™, and/or CIDOFOVIR™ to prophylactically treat 

10 or prevent an opportunistic cytomegalovirus infection. In another specific 
embodiment, Therapeutics of the invention are used in any combination with 
FLUCONAZOLE™, ITRACONAZOLE™, and/or KETOCONAZOLE™ to 
prophylactically treat or prevent an opportunistic fungal infection. In another 
specific embodiment, Therapeutics of the invention are used in any combination with 

15 ACYCLOVIR™ and/or FAMCICOLVIR™ to prophylactically treat or prevent an 
opportunistic herpes simplex virus type I and/or type II infection. In another specific 
embodiment, Therapeutics of the invention are used in any combination with 
PYRIMETHAMINE™ and/or LEUCOVORIN™ to prophylactically treat or prevent 
an opportunistic Toxoplasma gondii infection. In another specific embodiment, 

20 Therapeutics of the invention are used in any combination with LEUCOVORIN™ 
and/or NEUPOGEN™ to prophylactically treat or prevent an opportunistic bacterial 
infection. 

In a further embodiment, the Therapeutics of the invention are administered 
in combination with an antiviral agent. Antiviral agents that may be administered 
25 with the Therapeutics of the invention include, but are not limited to, acyclovir, 
ribavirin, amantadine, and remantidine. 

In a further embodiment, the Therapeutics of the invention are administered 
in combination with an antibiotic agent. Antibiotic agents that may be administered 
with the Therapeutics of the invention include, but are not limited to, amoxicillin, 
30 beta-lactamases, aminoglycosides, beta-lactam (glycopeptide), beta-lactamases, 
Clindamycin, chloramphenicol, cephalosporins, ciprofloxacin, ciprofloxacin, 



WO 01/34627 



PCT/USOO/30628 



344 



erythromycin, fluoroquinolones, macrolides, metronidazole, penicillins, quinolones, 
rifampin, streptomycin, sulfonamide, tetracyclines, trimethoprim, trimethoprim- 
sulfamthoxazole, and vancomycin. 

Conventional nonspecific immunosuppressive agents, that may be 
5 administered in combination with the Therapeutics of the invention include, but are 
not limited to, steroids, cyclosporine, cyclosporine analogs, cyclophosphamide 
methylprednisone, prednisone, azathioprine, FK-506, 15-deoxyspergualin, and other 
immunosuppressive agents that act by suppressing the function of responding T cells. 
In specific embodiments, Therapeutics of the invention are administered in 

10 combination with immunosuppressants. Immunosuppressants preparations that may 
be administered with the Therapeutics of the invention include, but are not limited to, 
ORTHOCLONE™ (OKT3), SANDIMMUNE™/NEORAL TM /SANGDYA TM 
(cyclosporin), PROGRAF™ (tacrolimus), CELLCEPT™ (mycophenolate), 
Azathioprine, glucorticosteroids, and RAPAMUNE™ (sirolimus). In a specific 

15 embodiment, immunosuppressants may be used to prevent rejection of organ or bone 
marrow transplantation. 

In an additional embodiment, Therapeutics of the invention are administered 
alone or in combination with one or more intravenous immune globulin preparations. 
Intravenous immune globulin preparations that may be administered with the 

20 Therapeutics of the invention include, but not limited to, GAMMAR™, 
IVEEGAM™, SANDOGLOBULIN™, GAMMAGARD S/D™, and GAMIMUNE™. 
In a specific embodiment, Therapeutics of the invention are administered in 
combination with intravenous immune globulin preparations in transplantation 
therapy (e.g., bone marrow transplant). 

25 In an additional embodiment, the Therapeutics of the invention are 

administered alone or in combination with an anti-inflammatory agent. Anti- 
inflammatory agents that may be administered with the Therapeutics of the invention 
include, but are not limited to, glucocorticoids and the nonsteroidal anti- 
inflammatories, aminoarylcarboxylic acid derivatives, arylacetic acid derivatives, 

30 arylbutyric acid derivatives, arylcarboxylic acids, arylpropionic acid derivatives, 
pyrazoles, pyrazolones, salicylic acid derivatives, thiazinecarboxamides, e- 
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acetamidocaproic acid, S-adenosylmethionine, 3-amino-4-hydroxybutyric acid, 
amixetrine, bendazac, benzydamine, bucolome, difenpiramide, ditazol, emorfazone, 
guaiazulene, nabumetone, nimesulide, orgotein, oxaceprol, paranyline, perisoxal, 
pifoxime, proquazone, proxazole, and tenidap. 
5 In another embodiment, compostions of the invention are administered in 

combination with a chemotherapeutic agent. Chemotherapeutic agents that may be 
administered with the Therapeutics of the invention include, but are not limited to, 
antibiotic derivatives (e.g., doxorubicin, bleomycin, daunorubicin, and 
dactinomycin); antiestrogens (e.g., tamoxifen); antimetabolites (e.g., fluorouracil, 5- 

10 FU, methotrexate, floxuridine, interferon alpha-2b, glutamic acid, plicamycin, 
mercaptopurine, and 6-thioguanine); cytotoxic agents (e.g., carmustine, BCNU, 
lomustine, CCNU, cytosine arabinoside, cyclophosphamide, estramustine, 
hydroxyurea, procarbazine, mitomycin, busulfan, cis-platin, and vincristine sulfate); 
hormones (e.g., medroxyprogesterone, estramustine phosphate sodium, ethinyl 

1 5 estradiol, estradiol, megestrol acetate, methyltestosterone, diethylstilbestrol 
diphosphate, chlorotrianisene, and testolactone); nitrogen mustard derivatives (e.g., 
mephalen, chorambucil, mechlorethamine (nitrogen mustard) and thiotepa); steroids 
and combinations (e.g., betamethasone sodium phosphate); and others (e.g., 
dicarbazine, asparaginase, mitotane, vincristine sulfate, vinblastine sulfate, and 

20 etoposide). 

In a specific embodiment, Therapeutics of the invention are administered in 
combination with CHOP (cyclophosphamide, doxorubicin, vincristine, and 
prednisone) or any combination of the components of CHOP. In another 
embodiment, Therapeutics of the invention are administered in combination with 
25 Rituximab. In a further embodiment, Therapeutics of the invention are administered 
with Rituxmab and CHOP, or Rituxmab and any combination of the components of 
CHOP. 

In an additional embodiment, the Therapeutics of the invention are 
administered in combination with cytokines. Cytokines that may be administered 
30 with the Therapeutics of the invention include, but are not limited to, IL2, EL3, IL4, 
IL5, IL6, IL7, IL10, IL12, IL13, IL15, anti-CD40, CD40L, IFN-gamma and TNF- 
alpha. In another embodiment, Therapeutics of the invention may be administered 
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with any interleukin, including, but not limited to, IL-lalpha, IL-lbeta, IL-2, IL-3, 
IL-4, IL-5, IL-6, IL-7, IL-8, IL-9, IL-10, IL-11, IL-12, IL-13, EL- 14, IL-15, IL-16, 
IL-17, IL-18, IL-19, IL-20, and IL-21. 

In an additional embodiment, the Therapeutics of the invention are 
5 administered in combination with angiogenic proteins. Angiogenic proteins that may 
be administered with the Therapeutics of the invention include, but are not limited to, 
Glioma Derived Growth Factor (GDGF), as disclosed in European Patent Number 
EP-399816; Platelet Derived Growth Factor-A (PDGF-A), as disclosed in European 
Patent Number EP-682110; Platelet Derived Growth Factor-B (PDGF-B), as 

10 disclosed in European Patent Number EP-2823 1 7; Placental Growth Factor (P1GF), as 
disclosed in International Publication Number WO 92/06194; Placental Growth 
Factor-2 (P1GF-2), as disclosed in Hauser et al., Gorwth Factors, 4:259-268 (1993); 
Vascular Endothelial Growth Factor (VEGF), as disclosed in International Publication 
Number WO 90/13649; Vascular Endothelial Growth Factor-A (VEGF-A), as 

15 disclosed in European Patent Number EP-506477; Vascular Endothelial Growth 
Factor-2 (VEGF-2), as disclosed in International Publication Number WO 96/39515; 
Vascular Endothelial Growth Factor B (VEGF-3); Vascular Endothelial Growth 
Factor B-186 (VEGF-B186), as disclosed in International Publication Number WO 
96/26736; Vascular Endothelial Growth Factor-D (VEGF-D), as disclosed in 

20 International Publication Number WO 98/02543; Vascular Endothelial Growth 
Factor-D (VEGF-D), as disclosed in International Publication Number WO 98/07832; 
and Vascular Endothelial Growth Factor-E (VEGF-E), as disclosed in German Patent 
Number DEI 9639601. The above mentioned references are incorporated herein by 
reference herein. 

25 In an additional embodiment, the Therapeutics of the invention are 

administered in combination with hematopoietic growth factors. Hematopoietic 
growth factors that may be administered with the Therapeutics of the invention 
include, but are not limited to, LEUKINE™ (SARGRAMOSTIM™) and 
NEUPOGEN™ (FILGRASTIM™). 

30 In an additional embodiment, the Therapeutics of the invention are 

administered in combination with Fibroblast Growth Factors. Fibroblast Growth 
Factors that may be administered with the Therapeutics of the invention include, but 
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are not limited to, FGF-1, FGF-2, FGF-3, FGF-4, FGF-5, FGF-6, FGF-7, FGF-8, 
FGF-9, FGF-10, FGF-1 1, FGF-1 2, FGF-13, FGF-1 4, and FGF-1 5. 

In additional embodiments, the Therapeutics of the invention are administered 
in combination with other therapeutic or prophylactic regimens, such as, for example, 
5 radiation therapy. 

Example 24: Method of Treating Decreased Levels of the Polypeptide 

The present invention relates to a method for treating an individual in need of 
an increased level of a polypeptide of the invention in the body comprising 

10 administering to such an individual a composition comprising a therapeutically 
effective amount of an agonist of the invention (including polypeptides of the 
invention). Moreover, it will be appreciated that conditions caused by a decrease in 
the standard or normal expression level of a secreted protein in an individual can be 
treated by administering the polypeptide of the present invention, preferably in the 

15 secreted form. Thus, the invention also provides a method of treatment of an 

individual in need of an increased level of the polypeptide comprising administering 
to such an individual a Therapeutic comprising an amount of the polypeptide to 
increase the activity level of the polypeptide in such an individual. 

For example, a patient with decreased levels of a polypeptide receives a daily 

20 dose 0.1-100 ug/kg of the polypeptide for six consecutive days. Preferably, the 

polypeptide is in the secreted form. The exact details of the dosing scheme, based on 
administration and formulation, are provided in Example 23. 

Example 25: Method of Treating Increased Levels of the Polypeptide 

25 The present invention also relates to a method of treating an individual in need 

of a decreased level of a polypeptide of the invention in the body comprising 
administering to such an individual a composition comprising a therapeutically 
effective amount of an antagonist of the invention (including polypeptides and 
antibodies of the invention). 

30 In one example, antisense technology is used to inhibit production of a 

polypeptide of the present invention. This technology is one example of a method of 
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decreasing levels of a polypeptide, preferably a secreted form, due to a variety of 
etiologies, such as cancer. For example, a patient diagnosed with abnormally 
increased levels of a polypeptide is administered intravenously antisense 
polynucleotides at 0.5, 1.0, 1.5, 2.0 and 3.0 mg/kg day for 21 days. This treatment is 
5 repeated after a 7-day rest period if the treatment was well tolerated. The formulation 
of the antisense polynucleotide is provided in Example 23. 

Example 26: Method of Treatment Using Gene Therapy-Ex Vivo 

One method of gene therapy transplants fibroblasts, which are capable of 

10 expressing a polypeptide, onto a patient. Generally, fibroblasts are obtained from a 
subject by skin biopsy. The resulting tissue is placed in tissue-culture medium and 
separated into small pieces. Small chunks of the tissue are placed on a wet surface of 
a tissue culture flask, approximately ten pieces are placed in each flask. The flask is 
turned upside down, closed tight and left at room temperature over night. After 24 

15 hours at room temperature, the flask is inverted and the chunks of tissue remain fixed 
to the bottom of the flask and fresh media (e.g., Ham's F12 media, with 10% FBS, 
penicillin and streptomycin) is added. The flasks are then incubated at 37 degree C 
for approximately one week. 

At this time, fresh media is added and subsequently changed every several 

20 days. After an additional two weeks in culture, a monolayer of fibroblasts emerge. 
The.monolayer is trypsinized and scaled into larger flasks. 

pMV-7 (Kirschmeier, P.T. et al., DNA, 7:219-25 (1988)), flanked by the long 
terminal repeats of the Moloney murine sarcoma virus, is digested with EcoRI and 
Hindlll and subsequently treated with calf intestinal phosphatase. The linear vector is 

25 fractionated on agarose gel and purified, using glass beads. 

The cDNA encoding a polypeptide of the present invention can be amplified 
using PCR primers which correspond to the 5' and 3' end sequences respectively as set 
forth in Example 1 using primers and having appropriate restriction sites and 
initiation/stop codons, if necessary. Preferably, the 5* primer contains an EcoRI site 

30 and the 3' primer includes a Hindlll site. Equal quantities of the Moloney murine 
sarcoma virus linear backbone and the amplified EcoRI and-Hindlll fragment are 
added together, in the presence of T4 DNA ligase. The resulting mixture is 
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maintained under conditions appropriate for ligation of the two fragments. The 
ligation mixture is then used to transform bacteria HB101, which are then plated onto 
agar containing kanamycin for the purpose of confirming that the vector has the gene 
of interest properly inserted. 
5 The amphotropic p A3 1 7 or GP+am 1 2 packaging cells are grown in tissue 

culture to confluent density in Dulbecco's Modified Eagles Medium (DMEM) with 
10% calf serum (CS), penicillin and streptomycin. The MSV vector containing the 
gene is then added to the media and the packaging cells transduced with the vector. 
The packaging cells now produce infectious viral particles containing the gene (the 

1 0 packaging cells are now referred to as producer cells). 

Fresh media is added to the transduced producer cells, and subsequently, the 
media is harvested from a 10 cm plate of confluent producer cells. The spent media, 
containing the infectious viral particles, is filtered through a millipore filter to remove 
detached producer cells and this media is then used to infect fibroblast cells. Media is 

15 removed from a sub-confluent plate of fibroblasts and quickly replaced with the 

media from the producer cells. This media is removed and replaced with fresh media. 
If the titer of virus is high, then virtually all fibroblasts will be infected and no 
selection is required. If the titer is very low, then it is necessary to use a retroviral 
vector that has a selectable marker, such as neo or his. Once the fibroblasts have been 

20 efficiently infected, the fibroblasts are analyzed to determine whether protein is 
produced. 

The engineered fibroblasts are then transplanted onto the host, either alone or 
after having been grown to confluence on cytodex 3 microcarrier beads. 

25 Example 27: Gene Therapy Using Endogenous Genes Corresponding To 
Polynucleotides of the Invention 

Another method of gene therapy according to the present invention involves 
operably associating the endogenous polynucleotide sequence of the invention with a 
promoter via homologous recombination as described, for example, in U.S. Patent 
30 NO: 5,641,670, issued June 24, 1997; International Publication NO: WO 96/2941 1, 
published September 26, 1996; International Publication NO: WO 94/12650, 
published August 4, 1994; Roller et al., Proc. Natl Acad. Sci. USA, 86:8932-8935 
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(1989); and Zijlstra et al., Nature. 342:435-438 (1989). This method involves the 
activation of a gene which is present in the target cells, but which is not expressed in 
the cells, or is expressed at a lower level than desired. 

Polynucleotide constructs are made which contain a promoter and targeting 
5 sequences, which are homologous to the 5' non-coding sequence of endogenous 
polynucleotide sequence, flanking the promoter. The targeting sequence will be 
sufficiently near the 5 1 end of the polynucleotide sequence so the promoter will be 
operably linked to the endogenous sequence upon homologous recombination. The 
promoter and the targeting sequences can be amplified using PCR. Preferably, the 
10 amplified promoter contains distinct restriction enzyme sites on the 5' and 3' ends. 
Preferably, the 3' end of the first targeting sequence contains the same restriction 
enzyme site as the 5* end of the amplified promoter and the 5' end of the second 
targeting sequence contains the same restriction site as the 3' end of the amplified 
promoter. 

1 5 The amplified promoter and the amplified targeting sequences are digested 

with the appropriate restriction enzymes and subsequently treated with calf intestinal 
phosphatase. The digested promoter and digested targeting sequences are added 
together in the presence of T4 DNA ligase. The resulting mixture is maintained under 
conditions appropriate for ligation of the two fragments. The construct is size 

20 fractionated on an agarose gel then purified by phenol extraction and ethanol 
precipitation. 

In this Example, the polynucleotide constructs are administered as naked 
polynucleotides via electroporation. However, the polynucleotide constructs may also 
be administered with transfection-facilitating agents, such as liposomes, viral 
25 sequences, viral particles, precipitating agents, etc. Such methods of delivery are 
known in the art. 

Once the cells are transfected, homologous recombination will take place 
which results in the promoter being operably linked to the endogenous polynucleotide 
sequence. This results in the expression of polynucleotide corresponding to the 
30 polynucleotide in the cell. Expression may be detected by immunological staining, or 
any other method known in the art. 
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Fibroblasts are obtained from a subject by skin biopsy. The resulting tissue is 
placed in DMEM + 10% fetal calf serum. Exponentially growing or early stationary 
phase fibroblasts are trypsinized and rinsed from the plastic surface with nutrient 
medium. An aliquot of the cell suspension is removed for counting, and the remaining 
5 cells are subjected to centrifugation. The supernatant is aspirated and the pellet is 

resuspended in 5 ml of electroporation buffer (20 mM HEPES pH 7.3, 137 mM NaCl, 
5 mM KC1, 0.7 mM Na 2 HP0 4 , 6 mM dextrose). The cells are recentrifuged, the 
supernatant aspirated, and the cells resuspended in electroporation buffer containing 1 
mg/ml acetylated bovine serum albumin. The final cell suspension contains 

1 0 approximately 3X 1 0 6 cells/ml . Electroporation should be performed immediately 
following resuspension. 

Plasmid DNA is prepared according to standard techniques. For example, to 
construct a plasmid for targeting to the locus corresponding to the polynucleotide of 
the invention, plasmid pUC18 (MBI Fermentas, Amherst, NY) is digested with 

1 5 Hindlll. The CMV promoter is amplified by PCR with an Xbal site on the 5' end and 
a BamHI site on the 3'end. Two non-coding sequences are amplified via PCR: one 
non-coding sequence (fragment 1) is amplified with a Hindlll site at the 5' end and an 
Xba site at the 3'end; the other non-coding sequence (fragment 2) is amplified with a 
BamHI site at the 5'end and a Hindlll site at the 3 f end. The CMV promoter and the 

20 fragments (1 and 2) are digested with the appropriate enzymes (CMV promoter - Xbal 
and BamHI; fragment 1 - Xbal; fragment 2 - BamHI) and ligated together. The 
resulting ligation product is digested with Hindlll, and ligated with the Hindlll- 
digested pUC18 plasmid. 

Plasmid DNA is added to a sterile cuvette with a 0.4 cm electrode gap 

25 (Bio-Rad). The final DNA concentration is generally at least 120 ^ig/ml. 0.5 ml of the 
cell suspension (containing approximately 1.5.X10 6 cells) is then added to the cuvette, 
and the cell suspension and DNA solutions are gently mixed. Electroporation is 
performed with a Gene-Pulser apparatus (Bio-Rad). Capacitance and voltage are set at 
960 nF and 250-300 V, respectively. As voltage increases, cell survival decreases, but 

30 the percentage of surviving cells that stably incorporate the introduced DNA into their 
genome increases dramatically. Given these parameters, a pulse time of 
approximately 14-20 mSec should be observed. 
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Electroporated cells are maintained at room temperature for approximately 5 
min, and the contents of the cuvette are then gently removed with a sterile transfer 
pipette. The cells are added directly to 10 ml of prewarmed nutrient media (DMEM 
with 15% calf serum) in a 10 cm dish and incubated at 37 degree C. The following 
5 day, the media is aspirated and replaced with 10 ml of fresh media and incubated for a 
further 16-24 hours. 

The engineered fibroblasts are then injected into the host, either alone or after 
having been grown to confluence on cytodex 3 microcarrier beads. The fibroblasts 
now produce the protein product. The fibroblasts can then be introduced into a 
1 0 patient as described above. 

Example 28: Method of Treatment Using Gene Therapy - In Vivo 

Another aspect of the present invention is using in vivo gene therapy methods 
to treat disorders, diseases and conditions. The gene therapy method relates to the 

15 introduction of naked nucleic acid (DNA, RNA, and antisense DNA or RNA) 
sequences into an animal to increase or decrease the expression of the polypeptide. 
The polynucleotide of the present invention may be operatively linked to a promoter 
or any other genetic elements necessary for the expression of the polypeptide by the 
target tissue. Such gene therapy and delivery techniques and methods are known in 

20 the art, see, for example, WO90/11092, W098/11779; U.S. Patent NO. 5693622, 
5705151, 5580859; Tabata et al., Cardiovasc. Res. 35(3):470-479 (1997); Chao et al., 
Pharmacol. Res. 35(6):517-522 (1997); Wolff, Neuromuscul. Disord. 7(5):314-318 
(1997); Schwartz et al., Gene Ther. 3(5):405-411 (1996); Tsurumi et al., Circulation 
94(12):3281-3290 (1996) (incorporated herein by reference). 

25 The polynucleotide constructs may be delivered by any method that delivers 

injectable materials to the cells of an animal, such as, injection into the interstitial 
space of tissues (heart, muscle, skin, lung, liver, intestine and the like). The 
polynucleotide constructs can be delivered in a pharmaceutical^ acceptable liquid or 
aqueous carrier. 

30 The term "naked" polynucleotide, DNA or RNA, refers to sequences that are 

free from any delivery vehicle that acts to assist, promote, or facilitate entry into the 
cell, including viral sequences, viral particles, liposome formulations, lipofectin or 
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precipitating agents and the like. However, the polynucleotides of the present 
invention may also be delivered in liposome formulations (such as those taught in 
Feigner P.L. et al. (1995) Ann. NY Acad. Sci. 772:126-139 and Abdallah B. et al. 
(1995) Biol. Cell 85(1): 1-7) which can be prepared by methods well known to those 

5 skilled in the art. 

The polynucleotide vector constructs used in the gene therapy method are 
preferably constructs that will not integrate into the host genome nor will they contain 
sequences that allow for replication. Any strong promoter known to those skilled in 
the art can be used for driving the expression of DNA. Unlike other gene therapies 

10 techniques, one major advantage of introducing naked nucleic acid sequences into 
target cells is the transitory nature of the polynucleotide synthesis in the cells. Studies 
have shown that non-replicating DNA sequences can be introduced into cells to 
provide production of the desired polypeptide for periods of up to six months. 

The polynucleotide construct can be delivered to the interstitial space of 

15 tissues within the an animal, including of muscle, skin, brain, lung, liver, spleen, bone 
marrow, thymus, heart, lymph, blood, bone, cartilage, pancreas, kidney, gall bladder, 
stomach, intestine, testis, ovary, uterus, rectum, nervous system, eye, gland, and 
connective tissue. Interstitial space of the tissues comprises the intercellular fluid, 
mucopolysaccharide matrix among the reticular fibers of organ tissues, elastic fibers 

20 in the walls of vessels or chambers, collagen fibers of fibrous tissues, or that same 
matrix within connective tissue ensheathing muscle cells or in the lacunae of bone. It 
is similarly the space occupied by the plasma of the circulation and the lymph fluid of 
the lymphatic channels. Delivery to the interstitial space of muscle tissue is preferred 
for the reasons discussed below. They may be conveniently delivered by injection 

25 into the tissues comprising these cells. They are preferably delivered to and 
expressed in persistent, non-dividing cells which are differentiated, although delivery 
and expression may be achieved in non-differentiated or less completely 
differentiated cells, such as, for example, stem cells of blood or skin fibroblasts. In 
vivo muscle cells are particularly competent in their ability to take up and express 

30 polynucleotides. 

For the naked polynucleotide injection, an effective dosage amount of DNA or 
RNA will be in the range of from about 0.05 g/kg body weight to about 50 mg/kg 
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body weight. Preferably the dosage will be from about 0.005 mg/kg to about 20 
mg/kg and more preferably from about 0.05 mg/kg to about 5 mg/kg. Of course, as 
the artisan of ordinary skill will appreciate, this dosage will vary according to the 
tissue site of injection. The appropriate and effective dosage of nucleic acid sequence 
5 can readily be determined by those of ordinary skill in the art and may depend on the 
condition being treated and the route of administration. The preferred route of 
administration is by the parenteral route of injection into the interstitial space of 
tissues. However, other parenteral routes may also be used, such as, inhalation of an 
aerosol formulation particularly for delivery to lungs or bronchial tissues, throat or 

10 mucous membranes of the nose. In addition, naked polynucleotide constructs can be 
delivered to arteries during angioplasty by the catheter used in the procedure. 

The dose response effects of injected polynucleotide in muscle in vivo is 
determined as follows. Suitable template DNA for production of mRNA coding for 
polypeptide of the present invention is prepared in accordance with a standard 

15 recombinant DNA methodology. The template DNA, which may be either circular or 
linear, is either used as naked DNA or complexed with liposomes. The quadriceps 
muscles of mice are then injected with various amounts of the template DNA. 

Five to six week old female and male Balb/C mice are anesthetized by 
intraperitoneal injection with 0.3 ml of 2.5% Avertin. A 1.5 cm incision is made on 

20 the anterior thigh, and the quadriceps muscle is directly visualized. The template 
DNA is injected in 0.1 ml of carrier in a 1 cc syringe through a 27 gauge needle over 
one minute, approximately 0.5 cm from the distal insertion site of the muscle into the 
knee and about 0.2 cm deep. A suture is placed over the injection site for future 
localization, and the skin is closed with stainless steel clips. 

25 After an appropriate incubation time (e.g., 7 days) muscle extracts are 

prepared by excising the entire quadriceps. Every fifth 15 um cross-section of the 
individual quadriceps muscles is histochemically stained for protein expression. A 
time course for protein expression may be done in a similar fashion except that 
quadriceps from different mice are harvested at different times. Persistence of DNA 

30 in muscle following injection may be determined by Southern blot analysis after 
preparing total cellular DNA and HIRT supernatants from injected and control mice. 
The results of the above experimentation in mice can be use to extrapolate proper 
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dosages and other treatment parameters in humans and other animals using naked 
DNA. 

Example 29: Transgenic Animals. 

5 The polypeptides of the invention can also be expressed in transgenic animals. 

Animals of any species, including, but not limited to, mice, rats, rabbits, hamsters, 
guinea pigs, pigs, micro-pigs, goats, sheep, cows and non-human primates, e.g., 
baboons, monkeys, and chimpanzees may be used to generate transgenic animals. In a 
specific embodiment, techniques described herein or otherwise known in the art, are 
10 used to express polypeptides of the invention in humans, as part of a gene therapy 
protocol. 

Any technique known in the art may be used to introduce the transgene (i.e., 
polynucleotides of the invention) into animals to produce the founder lines of 
transgenic animals. Such techniques include, but are not limited to, pronuclear 

15 microinjection (Paterson et al., Appl. Microbiol. Biotechnol. 40:691-698 (1994); 
Carver et al., Biotechnology (NY) 11:1263-1270 (1993); Wright et al, Biotechnology 
(NY) 9:830-834 (1991); and Hoppe et al., U.S. Pat. No. 4,873,191 (1989)); retrovirus 
mediated gene transfer into germ lines (Van der Putten et al., Proc. Natl. Acad. Sci., 
USA 82:6148-6152 (1985)), blastocysts or embryos; gene targeting in embryonic 

20 stem cells (Thompson et al., Cell 56:313-321 (1989)); electroporation of cells or 
embryos (Lo, 1983, Mol Cell. Biol. 3:1803-1814 (1983)); introduction of the 
polynucleotides of the invention using a gene gun (see, e.g., Ulmer et al., Science 
259:1745 (1993); introducing nucleic acid constructs into embryonic pleuripotent 
stem cells and transferring the stem cells back into the blastocyst; and sperm- 

25 mediated gene transfer (Lavitrano et al, Cell 57:717-723 (1989); etc. For a review of 
such techniques, see Gordon, "Transgenic Animals," Intl. Rev. Cytol. 115:171-229 
(1989), which is incorporated by reference herein in its entirety. 

Any technique known in the art may be used to produce transgenic clones 
containing polynucleotides of the invention, for example, nuclear transfer into 

30 enucleated oocytes of nuclei from cultured embryonic, fetal, or adult cells induced to 
quiescence (Campell et al., Nature 380:64-66 (1996); Wilmut et al., Nature 385:810- 
813(1997)). 
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The present invention provides for transgenic animals that carry the transgene 
in all their cells, as well as animals which carry the transgene in some, but not all their 
cells, Le., mosaic animals or chimeric. The transgene may be integrated as a single 
transgene or as multiple copies such as in concatamers, e.g., head-to-head tandems or 
5 head-to-tail tandems. The transgene may also be selectively introduced into and 
activated in a particular cell type by following, for example, the teaching of Lasko et 
al. (Lasko et al., Proc. Natl. Acad. Sci. USA 89:6232-6236 (1992)). The regulatory 
sequences required for such a cell-type specific activation will depend upon the 
particular cell type of interest, and will be apparent to those of skill in the art. When 

10 it is desired that the polynucleotide transgene be integrated into the chromosomal site 
of the endogenous gene, gene targeting is preferred. Briefly, when such a technique is 
to be utilized, vectors containing some nucleotide sequences homologous to the 
endogenous gene are designed for the purpose of integrating, via homologous 
recombination with chromosomal sequences, into and disrupting the function of the 

15 nucleotide sequence of the endogenous gene. The transgene may also be selectively 
introduced into a particular cell type, thus inactivating the endogenous gene in only 
that cell type, by following, for example, the teaching of Gu et al. (Gu et al., Science 
265:103-106 (1994)). The regulatory sequences required for such a cell-type specific 
inactivation will depend upon the particular cell type of interest, and will be apparent 

20 to those of skill in the art. 

Once transgenic animals have been generated, the expression of the 
recombinant gene may be assayed utilizing standard techniques. Initial screening 
may be accomplished by Southern blot analysis or PCR techniques to analyze animal 
tissues to verify that integration of the transgene has taken place. The level of mRNA 

25 expression of the transgene in the tissues of the transgenic animals may also be 
assessed using techniques which include, but are not limited to, Northern blot analysis 
of tissue samples obtained from the animal, in situ hybridization analysis, and reverse 
transcriptase-PCR (rt-PCR). Samples of transgenic gene-expressing tissue may also 
be evaluated immunocytochemically or immunohistochemically using antibodies 

30 specific for the transgene product. 

Once the founder animals are produced, they may be bred, inbred, outbred, or 
crossbred to produce colonies of the particular animal. Examples of such breeding 
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strategies include, but are not limited to: outbreeding of founder animals with more 
than one integration site in order to establish separate lines; inbreeding of separate 
lines in order to produce compound transgenics that express the transgene at higher 
levels because of the effects of additive expression of each transgene; crossing of 
5 heterozygous transgenic animals to produce animals homozygous for a given 
integration site in order to both augment expression and eliminate the need for 
screening of animals by DNA analysis; crossing of separate homozygous lines to 
produce compound heterozygous or homozygous lines; and breeding to place the 
transgene on a distinct background that is appropriate for an experimental model of 
10 interest. 

Transgenic animals of the invention have uses which include, but are not 
limited to, animal model systems useful in elaborating the biological function of 
polypeptides of the present invention, studying diseases, disorders, and/or conditions 
associated with aberrant expression, and in screening for compounds effective in 
1 5 ameliorating such diseases, disorders, and/or conditions. 

Example 30: Knock-Out Animals. 

Endogenous gene expression can also be reduced by inactivating or "knocking 
out" the gene and/or its promoter using targeted homologous recombination. (E.g., 

20 see Smithies et al., Nature 317:230-234 (1985); Thomas & Capecchi, Cell 51:503- 
512 (1987); Thompson et al., Cell 5:313-321 (1989); each of which is incorporated by 
reference herein in its entirety). For example, a mutant, non-functional 
polynucleotide of the invention (or a completely unrelated DNA sequence) flanked by 
DNA homologous to the endogenous polynucleotide sequence (either the coding 

25 regions or regulatory regions of the gene) can be used, with or without a selectable 
marker and/or a negative selectable marker, to transfect cells that express 
polypeptides of the invention in vivo. In another embodiment, techniques known in 
the art are used to generate knockouts in cells that contain, but do not express the gene 
of interest. Insertion of the DNA construct, via targeted homologous recombination, 

30 results in inactivation of the targeted gene. Such approaches are particularly suited in 
research and agricultural fields where modifications to embryonic stem cells can be 
used to generate animal offspring with an inactive targeted gene (e.g., see Thomas & 
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Capecchi 1987 and Thompson 1989, supra). However this approach can be routinely 
adapted for use in humans provided the recombinant DNA constructs are directly 
administered or targeted to the required site in vivo using appropriate viral vectors that 
will be apparent to those of skill in the art. 
5 In farther embodiments of the invention, cells that are genetically engineered 

to express the polypeptides of the invention, or alternatively, that are genetically 
engineered not to express the polypeptides of the invention (e.g., knockouts) are 
administered to a patient in vivo. Such cells may be obtained from the patient (i.e., 
animal, including human) or an MHC compatible donor and can include, but are not 

10 limited to fibroblasts, bone marrow cells, blood cells (e.g. , lymphocytes), adipocytes, 
muscle cells, endothelial cells etc. The cells are genetically engineered in vitro using 
recombinant DNA techniques to introduce the coding sequence of polypeptides of the 
invention into the cells, or alternatively, to disrupt the coding sequence and/or 
endogenous regulatory sequence associated with the polypeptides of the invention, 

15 ejj., by transduction (using viral vectors, and preferably vectors that integrate the 
transgene into the cell genome) or transfection procedures, including, but not limited 
to, the use of plasmids, cosmids, YACs, naked DNA, electroporation, liposomes, etc. 
The coding sequence of the polypeptides of the invention can be placed under the 
control of a strong constitutive or inducible promoter or promoter/enhancer to achieve 

20 expression, and preferably secretion, of the polypeptides of the invention. The 
engineered cells which express and preferably secrete the polypeptides of the 
invention can be introduced into the patient systemically, e.g., in the circulation, or 
intraperitoneally. 

Alternatively, the cells can be incorporated into a matrix and implanted in the 
25 body, ej*., genetically engineered fibroblasts can be implanted as part of a skin graft; 
genetically engineered endothelial cells can be implanted as part of a lymphatic or 
vascular graft. (See, for example, Anderson et al. U.S. Patent No. 5,399,349; and 
Mulligan & Wilson, U.S. Patent No. 5,460,959 each of which is incorporated by 
• reference herein in its entirety). 
30 When the cells to be administered are non-autologous or non-MHC 

compatible cells, they can be administered using well known techniques which 
prevent the development of a host immune response against the introduced cells. For 
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example, the cells may be introduced in an encapsulated form which, while allowing 
for an exchange of components with the immediate extracellular environment, does 
not allow the introduced cells to be recognized by the host immune system. 

Transgenic and "knock-out" animals of the invention have uses which include, 
5 but are not limited to, animal model systems useful in elaborating the biological 
function of polypeptides of the present invention, studying diseases, disorders, and/or 
conditions associated with aberrant expression, and in screening for compounds 
effective in ameliorating such diseases, disorders, and/or conditions. 

10 Example 31: Production of an Antibody 

a) Hybridoma Technology 

The antibodies of the present invention can be prepared by a variety of 
methods. (See, Current Protocols, Chapter 2.) As one example of such methods, 
cells expressing polypeptide(s) of the invention are administered to an animal to 

1 5 induce the production of sera containing polyclonal antibodies. In a preferred method, 
a preparation of polypeptide(s) of the invention is prepared and purified to render it 
substantially free of natural contaminants. Such a preparation is then introduced inta 
an animal in order to produce polyclonal antisera of greater specific activity. 
Monoclonal antibodies specific for polypeptide(s) of the invention are 

20 prepared using hybridoma technology. (Kohler et al., Nature 256:495 (1975); Kohler 
et al., Eur. J. Immunol. 6:51 1 (1976); Kohler et al., Eur. J. Immunol. 6:292 (1976); 
Hammerling et al., in: Monoclonal Antibodies and T-Cell Hybridomas, Elsevier, 
N.Y., pp. 563-681 (1981)). In general, an animal (preferably a mouse) is immunized 
with polypeptide(s) of the invention, or, more preferably, with a secreted polypeptide- 

25 expressing cell. Such polypeptide-expressing cells are cultured in any suitable tissue 
culture medium, preferably in Earle's modified Eagle's medium supplemented with 
10% fetal bovine serum (inactivated at about 56°C), and supplemented with about 10 
g/1 of nonessential amino acids, about 1,000 U/ml of penicillin, and about 100 \xg/ml 
of streptomycin. 

30 The splenocytes of such mice are extracted and fused with a suitable myeloma 

cell line. Any suitable myeloma cell line may be employed in accordance with the 
present invention; however, it is preferable to employ the parent myeloma cell line 
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(SP20), available from the ATCC. After fusion, the resulting hybridoma cells are 
selectively maintained in HAT medium, and then cloned by limiting dilution as 
described by Wands et al. (Gastroenterology 80:225-232 (1981)). The hybridoma 
cells obtained through such a selection are then assayed to identify clones which 
5 secrete antibodies capable of binding the polypeptide(s) of the invention. 

Alternatively, additional antibodies capable of binding polypeptide(s) of the 
invention can be produced in a two-step procedure using anti-idiotypic antibodies. 
Such a method makes use of the fact that antibodies are themselves antigens, and 
therefore, it is possible to obtain an antibody which binds to a second antibody. In 

10 accordance with this method, protein specific antibodies are used to immunize an 
animal, preferably a mouse. The splenocytes of such an animal are then used to 
produce hybridoma cells, and the hybridoma cells are screened to identify clones 
which produce an antibody whose ability to bind to the polypeptide(s) of the 
invention protein-specific antibody can be blocked by polypeptide(s) of the invention. 

15 Such antibodies comprise anti-idiotypic antibodies to the polypeptide(s) of the 
invention protein-specific antibody and are used to immunize an animal to induce 
formation of further polypeptide(s) of the invention protein-specific antibodies. 

For in vivo use of antibodies in humans, an antibody is "humanized". Such 
antibodies can be produced using genetic constructs derived from hybridoma cells 

20 producing the monoclonal antibodies described above. Methods for producing 
chimeric and humanized antibodies are known in the art and are discussed herein. 
(See, for review, Morrison, Science 229:1202 (1985); Oi et al., BioTechniques 4:214 
(1986); Cabilly et al., U.S. Patent No. 4,816,567; Taniguchi et al., EP 171496; 
Morrison et al., EP 173494; Neuberger et al., WO 8601533; Robinson et al., WO 

25 8702671 ; Boulianne et al., Nature 312:643 (1984); Neuberger et al., Nature 314:268 
(1985).) 

b) Isolation Of Antibody Fragments Directed 
polypeptide(s) of the invention From A Library Of scFvs 
30 Naturally occurring V-genes isolated from human PBLs are constructed into a 

library of antibody fragments which contain reactivities against polypeptide(s) of the 
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invention to which the donor may or may not have been exposed (see e.g., U.S. Patent 
5,885,793 incorporated herein by reference in its entirety). 

Rescue of the Library. A library of scFvs is constructed from the RNA of 
human PBLs as described in PCT publication WO 92/01047. To rescue phage 
5 displaying antibody fragments, approximately 109 E. coli harboring the phagemid are 
used to inoculate 50 ml of 2xTY containing 1% glucose and 100 ng/ml of ampicillin 
(2xTY-AMP-GLU) and grown to an O.D. of 0.8 with shaking. Five ml of this culture 
is used to innoculate 50 ml of 2xTY-AMP-GLU, 2 x 108 TU of delta gene 3 helper 
(M13 delta gene III, see PCT publication WO 92/01047) are added and the culture 
10 incubated at 37°C for 45 minutes without shaking and then at 37°C for 45 minutes 
with shaking. The culture is centrifiiged at 4000 r.p.m. for 10 min. and the pellet 
resuspended in 2 liters of 2xTY containing 100 ng/ml ampicillin and 50 ug/ml 
kanamycin and grown overnight. Phage are prepared as described in PCT publication 
WO 92/01047. 

15 Ml 3 delta gene III is prepared as follows: Ml 3 delta gene III helper phage 

does not encode gene III protein, hence the phage(mid) displaying antibody 
fragments have a greater avidity of binding to antigen. Infectious Ml 3 delta gene III 
particles are made by growing the helper phage in cells harboring a pUC19 derivative 
supplying the wild type gene III protein during phage morphogenesis. The culture is 

20 incubated for 1 hour at 37° C without shaking and then for a further hour at 37°C with 
shaking. Cells are spun down (IEC-Centra 8,400 r.p.m. for 10 min), resuspended in 
300 ml 2xTY broth containing 100 \xg ampicillin/ml and 25 ^g kanamycin/ml (2xTY- 
AMP-KAN) and grown overnight, shaking at 37°C. Phage particles are purified and 
concentrated from the culture medium by two PEG-precipitations (Sambrook et al., 

25 1990), resuspended in 2 ml PBS and passed through a 0.45 ^m filter (Minisart NML; 
Sartorius) to give a final concentration of approximately 1013 transducing units/ml 
(ampicillin-resistant clones). 

Panning of the Library. Immunotubes (Nunc) are coated overnight in PBS 
with 4 ml of either 100 jig/ml or 10 ug/ml of a polypeptide of the present invention. 

30 Tubes are blocked with 2% Marvel-PBS for 2 hours at 37°C and then washed 3 times 
in PBS. Approximately 1013 TU of phage is applied to the tube and incubated for 30 
minutes at room temperature tumbling on an over and under turntable and then left to 
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stand for another 1.5 hours. Tubes are washed 10 times with PBS 0.1% Tween-20 
and 10 times with PBS. Phage are eluted by adding 1 ml of 100 mM triethylamine and 
rotating 15 minutes on an under and over turntable after which the solution is 
immediately neutralized with 0.5 ml of 1.0M Tris-HCl, pH 7.4. Phage are then used 
5 to infect 10 ml of mid-log E. coli TGI by incubating eluted phage with bacteria for 30 
minutes at 37°C. The E. coli are then plated on TYE plates containing 1% glucose 
and 100 ^g/ml ampicillin. The resulting bacterial library is then rescued with delta 
gene 3 helper phage as described above to prepare phage for a subsequent round of 
selection. This process is then repeated for a total of 4 rounds of affinity purification 

10 with tube- washing increased to 20 times with PBS, 0.1% Tween-20 and 20 times with 
PBS for rounds 3 and 4. 

Characterization of Binders. Eluted phage from the 3rd and 4th rounds of 
selection are used to infect E. coli HB 2151 and soluble scFv is produced (Marks, et 
ah, 1991) from single colonies for assay. ELISAs are performed with micro titre 

15 plates coated with either 10 pg/ml of the polypeptide of the present invention in 50 
mM bicarbonate pH 9.6. Clones positive in ELISA are further characterized by PCR 
fingerprinting (see, e.g., PCT publication WO 92/01047) and then by sequencing. 
These ELISA positive clones may also be further characterized by techniques known 
in the art, such as, for example, epitope mapping, binding affinity, receptor signal 

20 transduction, ability to block or competitively inhibit antibody/antigen binding, and 
competitive agonistic or antagonistic activity. 

Example 32: Assays Detecting Stimulation or Inhibition of B cell Proliferation 
and Differentiation 

25 

Generation of functional humoral immune responses requires both soluble and 
cognate signaling between B-lineage cells and their microenvironment. Signals may 
impart a positive stimulus that allows a B-lineage cell to continue its programmed 
development, or a negative stimulus that instructs the cell to arrest its current 
30 developmental pathway. To date, numerous stimulatory and inhibitory signals have been 
found to influence B cell responsiveness including IL-2, IL-4, IL-5, IL-6, IL-7, IL10, IL- 
13, IL-14 and IL-15. Interestingly, these signals are by themselves weak effectors but can, 
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in combination with various co-stimulatory proteins, induce activation, proliferation, 
differentiation, homing, tolerance and death among B cell populations. 

One of the best studied classes of B-cell co-stimulatory proteins is the TNF- 
superfamily. Within this family CD40, CD27, and CD30 along with their respective 

5 ligands CD 154, CD70, and CD 153 have been found to regulate a variety of immune 
responses. Assays which allow for the detection and/or observation of the proliferation 
and differentiation of these B-cell populations and their precursors are valuable tools in 
determining the effects various proteins may have on these B-cell populations in terms of 
proliferation and differentiation. Listed below are two assays designed to allow for the 

10 detection of the differentiation, proliferation, or inhibition of B-cell populations and their 
precursors. 

In Vitro Assay- Purified polypeptides of the invention, or truncated forms 
thereof, is assessed for its ability to induce activation, proliferation, differentiation or 
inhibition and/or death in B-cell populations and their precursors. The activity of the 

15 polypeptides of the invention on purified human tonsillar B cells, measured 
qualitatively over the dose range from 0.1 to 10,000 ng/mL, is assessed in a standard 
B-lymphocyte co-stimulation assay in which purified tonsillar B cells are cultured in 
the presence of either formalin-fixed Staphylococcus aureus Cowan I (SAC) or 
immobilized anti-human IgM antibody as the priming agent. Second signals such as 

20 IL-2 and IL-1 5 synergize with SAC and IgM crosslinking to elicit B cell proliferation 
as measured by tritiated-thymidine incorporation. Novel synergizing agents can be 
readily identified using this assay. The assay involves isolating human tonsillar B 
cells by magnetic bead (MACS) depletion of CD3-positive cells. The resulting cell 
population is greater than 95% B cells as assessed by expression of CD45R(B220). 

25 Various dilutions of each sample are placed into individual wells of a 96-well plate 

to which are added 10 5 B-cells suspended in culture medium (RPMI 1640 containing 10% 
FBS, 5 X 10"^ 2ME, lOOU/ml penicillin, lOug/ml streptomycin, and 10" 5 dilution of 
SAC) in a total volume of 150ul. Proliferation or inhibition is quantitated by a 20h pulse 
(luCi/well) with 3H-thymidine (6.7 Ci/mM) beginning 72h post factor addition. The 

30 positive and negative controls are IL2 and medium respectively. 

In Vivo Assay- BALB/c mice are injected (i.p.) twice per day with buffer 
only, or 2 mg/Kg of a polypeptide of the invention, or truncated forms thereof. Mice 
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receive this treatment for 4 consecutive days, at which time they are sacrificed and 
various tissues and serum collected for analyses. Comparison of H&E sections from 
normal spleens and spleens treated with polypeptides of the invention identify the 
results of the activity of the polypeptides on spleen cells, such as the diffusion of peri- 

5 arterial lymphatic sheaths, and/or significant increases in the nucleated cellularity of 
the red pulp regions, which may indicate the activation of the differentiation and 
proliferation of B-cell populations. Immunohistochemical studies using a B cell 
marker, anti-CD45R(B220), are used to determine whether any physiological changes 
to splenic cells, such as splenic disorganization, are due to increased B-cell 

10 representation within loosely defined B-cell zones that infiltrate established T-cell 
regions. 

Flow cytometric analyses of the spleens from mice treated with polypeptide is used 
to indicate whether the polypeptide specifically increases the proportion of ThB+, 
CD45R(B220)dull B cells over that which is observed in control mice. 

15 Likewise, a predicted consequence of increased mature B-cell representation in 

vivo is a relative increase in serum Ig titers. Accordingly, serum IgM and IgA levels are 
compared between buffer and polypeptide-treated mice. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 

20 test the activity of polynucleotides of the invention (e.g., gene therapy), agonists, and/or 
antagonists of polynucleotides or polypeptides of the invention. 



Example 33: T Cell Proliferation Assay 
Proliferation assay for Resting PBLs. 

25 A CD3-induced proliferation assay is performed on PBMCs and is measured by the 

uptake of 3 H-thymidine. The assay is performed as follows. Ninety-six well plates are coated 
with 100 microliters per well of mAb to CD3 (HIT3a, Pharmingen) or isotype-matched control 
mAb (B33.1) overnight at 4 C (1 microgram/ml in .05M bicarbonate buffer, pH 9.5), then washed 
three times with PBS. PBMC are isolated by F/H gradient centrifugation from human peripheral 

30 blood and added to quadruplicate wells (5 x 10 4 /well) of mAb coated plates in RPMI containing 
10% FCS and P/S in the presence of varying concentrations of TNF Delta and/or TNF Epsilon 
protein (total volume 200 microliters). Relevant protein buffer and medium alone are controls. 
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After 48 hr. culture at 37 Q plates are spun for 2 min. at 1000 rpm and 100 microliters of 
supernatant is removed and stored -20 C for measurement of IL-2 (or other cytokines) if effect on 
proliferation is observed. Wells are supplemented with 100 microliters of medium containing 0.5 
microcuries of 3 H-thymidine and cultured at 37 C for 18-24 hr. Wells are harvested and 
5 incorporation of 3 H-thymidine used as a measure of proliferation. Anti-CD3 alone is the positive 
control for proliferation. IL-2 (100 U/ml) is also used as a control which enhances proliferation. 
Control antibody which does not induce proliferation of T cells is used as the negative controls 
for the effects of TNF Delta and/or TNF Epsilon proteins. 

Alternatively, a proliferation assay on resting PBL (peripheral blood 

10 lymphocytes) is measured by the up-take of 3 H-thymidine. The assay is performed as 
follows. PBMC are isolated by Ficoll (LSM, ICN Biotechnologies, Aurora, Ohio) 
gradient centrifugation from human peripheral blood, and are cultured overnight in 
10% (Fetal Calf Serum, Biofluids, Rockville, MD)/RPMI (Gibco BRL, Gaithersburg, 
MD). This overnight incubation period allows the adherent cells to attach to the 

15 plastic, which results in a lower background in the assay as there are fewer cells that 
can act as antigen presenting cells or that might be producing growth factors. The 
following day the non-adherent cells are collected, washed and used in the 
proliferation assay. The assay is performed in a 96 well plate using 2 xlO 4 cells/well 
in a final volume of 200 microliters. The supernatants (e.g., CHO or 293T 

20 supernatants) expressing the protein of interest are tested at a 30% final dilution, 
therefore 60ul are added to 140ul of 10% FCS/RPMI containing the cells. Control 
supernatants are used at the same final dilution and express the following proteins: 
vector (negative control), IL-2 (*), IFNy, TNFoc, IL-10 and TR2. In addition to the 
control supernatants, recombinant human IL-2 (R&D Systems, Minneapolis, MN) 

25 at a final concentration of lOOng/ml is also used. After 24 hours of culture, each well 
is pulsed with luCi of 3 H-thymidine (Nen, Boston, MA). Cells are then harvested 20 
hours following pulsing and incorporation of 3 H-thymidine is used as a measure of 
proliferation. Results are expressed as an average of triplicate samples plus or minus 
standard error. 

30 (*) The amount of the control cytokines IL-2, IFNy, TNFa and EL- 10 produced in each 
transfection varies between 300pg to 5ng/ml. 
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Costimulation assay. 

A costimulation assay on resting PBL (peripheral blood lymphocytes) is 
performed in the presence of immobilized antibodies to CD3 and CD28. The use of 
antibodies specific for the invariant regions of CD3 mimic the induction of T cell 
5 activation that would occur through stimulation of the T cell receptor by an antigen. 
Cross- linking of the TCR (first signal) in the absence of a costimulatory signal 
(second signal) causes very low induction of proliferation and will eventually result in 
a state of "anergy", which is characterized by the absence of growth and inability to 
produce cytokines. The addition of a costimulatory signal such as an antibody to 

10 CD28, which mimics the action of the costimulatory molecule. B7-1 expressed on 
activated APCs, results in enhancement of T cell responses including cell survival and 
production of IL-2. Therefore this type of assay allows to detect both positive and 
negative effects caused by addition of supernatants expressing the proteins of interest 
on T cell proliferation. 

15 The assay is performed as follows. Ninety-six well plates are coated with 

lOOng/ml anti-CD3 and 5ug/ml anti-CD28 (Pharmingen, San Diego, CA) in a final 
volume of lOOul and incubated overnight at 4C. Plates are washed twice with PBS 
before use. PBMC are isolated by Ficoll (LSM, ICN Biotechnologies, Aurora, Ohio) 
gradient centrifugation from human peripheral blood, and are cultured overnight in 

20 10% FCS(Fetal Calf Serum, Biofluids, Rockville, MD)/RPMI (Gibco BRL, 

, Gaithersburg, MD). This overnight incubation period allows the adherent cells to 
attach to the plastic, which results in a lower background in the assay as there are 
fewer cells that can act as antigen presenting cells or that might be producing growth 
factors. The following day the non adherent cells are collected, washed and used in 

25 the proliferation assay. The assay is performed in a 96 well plate using 2 xlO 4 
cells/well in a final volume of 200uL The supernatants (e.g., CHO or 293T 
supernatants) expressing the protein of interest are tested at a 30% final dilution, 
therefore 60ul are added to 140ul of 10% FCS/RPMI containing the cells. Control 
supernatants are used at the same final dilution and express the following proteins: 

30 vector only (negative control), IL-2, IFNy, TNFa, IL-1 0 and TR2. In addition to the 
control supernatants recombinant human IL-2 (R&D Systems, Minneapolis, MN) at 
a final concentration of lOng/ml is also used. After 24 hours of culture, each well is 
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pulsed with luCi of 3 H-thymidine (Nen, Boston, MA). Cells are then harvested 20 
hours following pulsing and incorporation of 3 H-thymidine is used as a measure of 
proliferation. Results are expressed as an average of triplicate samples plus or minus 
standard error. 
5 Costimulation assay: IFN y and IL-2 ELISA 

The assay is performed as follows. Twenty-four well plates are coated with either 
300ng/ml or 600ng/ml anti-CD3 and 5ug/ml anti-CD28 (Pharmingen, San Diego, CA) 
in a final volume of 500ul and incubated overnight at 4C. Plates are washed twice 
with PBS before use. PBMC are isolated by Ficoll (LSM, ICN Biotechnologies, 

10 Aurora, Ohio) gradient centrifugation from human peripheral blood, and are cultured 
overnight in 10% FCS(Fetal Calf Serum, Biofluids, Rockville, MD)/RPMI (Gibco 
BRL, Gaithersburg, MD). This overnight incubation period allows the adherent cells 
to attach to the plastic, which results in a lower background in the assay as there are 
fewer cells that can act as antigen presenting cells or that might be producing growth 

1 5 factors. The following day the non adherent cells are collected, washed and used in 
the costimulation assay. The assay is performed in the pre-coated twenty-four well 
plate using 1 x 10 5 cells/well in a final volume of 900ul. The supernatants (293T 
supematants) expressing the protein of interest are tested at a 30% final dilution, 
therefore 300ul are added to 600ul of 10% FCS/RPMI containing the cells. Control 

20 supernatants are used at the same final dilution and express the following proteins: 
vector only(negative control), IL-2, IFNy, IL-12 and IL-18. In addition to the control 
supernatants recombinant human IL-2 (all cytokines were purchased from R&D 
Systems, Minneapolis, MN) at a final concentration of lOng/ml, IL-12 at a final 
concentration of lng/ml and IL-18 at a final concentration of 50ng/ml are also used. 

25 Controls and unknown samples are tested in duplicate. Supernatant samples (250ul) 
are collected 2 days and 5 days after the beginning of the assay. ELISAs to test for 
IFNy and IL-2 secretion are performed using kits purchased from R&D Systems, 
(Minneapolis, MN). Results are expressed as an average of duplicate samples plus or 
minus standard error. 

30 

Proliferation assay for preactivated-resting T cells. 
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A proliferation assay on preactivated-resting T cells is performed on cells that 
are previously activated with the lectin phytohemagglutinin (PHA). Lectins are 
polymeric plant proteins that can bind to residues on T cell surface glycoproteins 
including the TCR and act as polyclonal activators. PBLs treated with PHA and then 
5 cultured in the presence of low doses of IL-2 resemble effector T cells. These cells 
are generally more sensitive to further activation induced by growth factors such as 
IL-2. This is due to the expression of high affinity IL-2 receptors that allows this 
population to respond to amounts of IL-2 that are 100 fold lower than what would 
have an effect on a naive T cell. Therefore the use of this type of cells might enable 

10 to detect the effect of very low doses of an unknown growth factor, that would not be 
sufficient to induce proliferation on resting (naiVe ) T cells. 

The assay is performed as follows. PBMC are isolated by F/H gradient 
centrifugation from human peripheral blood, and are cultured in 10% FCS(Fetal Calf 
Serum, Biofluids, Rockville, MD)/RPMI (Gibco BRL, Gaithersburg, MD) in the 

1 5 presence of 2ug/ml PHA (Sigma, Saint Louis, MO) for three days. The cells are then 
washed in PBS and cultured inl0% FCS/RPMI in the presence of 5ng/ml of human 
recombinant IL-2 (R&D Systems, Minneapolis, MN) for 3 days. The cells are 
washed and rested in starvation medium (1%FCS/RPMI) fori 6 hours prior to the 
beginning of the proliferation assay. An aliquot of the cells is analyzed by FACS to 

20 determine the percentage of T cells (CD3 positive cells) present; this usually ranges 
between 93t97% depending on the donor. The assay is performed in a 96 well plate 
using 2 xlO 4 cells/well in a final volume of 200ul. The supernatants (e.g., CHO or 
293T supernatants) expressing the protein of interest are tested at a 30% final dilution, 
therefore 60ul are added to 140ul of inl0% FCS/RPMI containing the cells. Control 

25 supernatants are used at the same final dilution and express the following proteins: 
vector (negative control), IL-2, IFNy, TNFa, IL-10 and TR2. In addition to the 
control supernatants recombinant human IL-2 at a final concentration of lOng/ml is 
also used. After 24 hours of culture, each well is pulsed with luCi of 3 H- 
thymidine(Nen, Boston, MA). Cells are then harvested 20 hours following pulsing 

30 and incorporation of 3 H-thymidine is used as a measure of proliferation. Results are 
expressed as an average of triplicate samples plus or minus standard error. 
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The studies described in this example test activity of polypeptides of the 
invention. However, one skilled in the art could easily modify the exemplified studies 
to test the activity of polynucleotides of the invention (e.g., gene therapy), agonists, 
and/or antagonists of polynucleotides or polypeptides of the invention. 

5 

Example 34: Effect of Polypeptides of the Invention on the Expression of MHC 
Class II, Costimulatory and Adhesion Molecules and Cell Differentiation of 
Monocytes and Monocyte-Derived Human Dendritic Cells 

10 Dendritic cells are generated by the expansion of proliferating precursors found in 

the peripheral blood: adherent PBMC or elutriated monocytic fractions are cultured for 7- 
10 days with GM-CSF (50 ng/ml) and IL-4 (20 ng/ml). These dendritic cells have the 
characteristic phenotype of immature cells (expression of CD1, CD80, CD86, CD40 and 
MHC class II antigens). Treatment with activating factors, such as TNF-a, causes a rapid 

15 change in surface phenotype (increased expression of MHC class I and II, costimulatory 
and adhesion molecules, downregulation of FCyRH, upregulation of CD83). These 
changes correlate with increased antigen-presenting capacity and with functional 
maturation of the dendritic cells. 

FACS analysis of surface antigens is performed as follows. Cells are treated 1-3 

20 days with increasing concentrations of polypeptides of the invention or LPS (positive 
control), washed with PBS containing 1% BSA and 0.02 mM sodium azide, and then 
incubated with 1:20 dilution of appropriate FITC- or PE-labeled monoclonal antibodies 
for 30 minutes at 4 degrees C. After an additional wash, the labeled cells are analyzed by 
flow cytometry on a FACScan (Becton Dickinson). 

25 

Effect on the production of cytokines . Cytokines generated by dendritic cells, 
in particular IL-12, are important in the initiation of T-cell dependent immune 
responses. IL-12 strongly influences the development of Thl helper T-cell immune 
response, and induces cytotoxic T and NK cell function. An ELISA is used to 
30 measure the IL-12 release as follows. Dendritic cells (10 6 /ml) are treated with 
increasing concentrations of polypeptides of the invention for 24 hours. LPS (100 
ng/ml) is added to the cell culture as positive control. Supernatants from the cell 
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cultures are then collected and analyzed for IL-12 content using commercial ELISA 
kit (e..g, R&D Systems (Minneapolis, MN)). The standard protocols provided with 
the kits are used. 

5 Effect on the expression of MHC Class II, costimulatory and adhesion 

molecules. Three major families of cell surface antigens can be identified on 
monocytes: adhesion molecules, molecules involved in antigen presentation, and Fc 
receptor. Modulation of the expression of MHC class II antigens and other 
costimulatory molecules, such as B7 and ICAM-1, may result in changes in the 

10 antigen presenting capacity of monocytes and ability to induce T cell activation. 
Increase expression of Fc receptors may correlate with improved monocyte cytotoxic 
activity, cytokine release and phagocytosis. 

FACS analysis is used to examine the surface antigens as follows. Monocytes 
are treated 1-5 days with increasing concentrations of polypeptides of the invention or 

15 LPS (positive control), washed with PBS containing 1% BSA and 0.02 mM sodium 
azide, and then incubated with 1:20 dilution of appropriate FITC- or PE-labeled 
monoclonal antibodies for 30 minutes at 4 degreesC. After an additional wash, the 
labeled cells are analyzed by flow cytometry on a FACScan (Becton Dickinson). 

20 Monocyte activation and/or increased survival. Assays for molecules that 

activate (or alternatively, inactivate) monocytes and/or increase monocyte survival (or 
alternatively, decrease monocyte survival) are known in the art and may routinely be 
applied to determine whether a molecule of the invention functions as an inhibitor or 
activator of monocytes. Polypeptides, agonists, or antagonists of the invention can be 

25 screened using the three assays described below. For each of these assays, Peripheral 
blood mononuclear cells (PBMC) are purified from single donor leukopacks 
(American Red Cross, Baltimore, MD) by centrifiigation through a Histopaque 
gradient (Sigma). Monocytes are isolated from PBMC by counterflow centrifugal 
elutriation. 

30 

Monocyte Survival Assay . Human peripheral blood monocytes progressively 
lose viability when cultured in absence of serum or other stimuli. Their death results 
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from internally regulated process (apoptosis). Addition to the culture of activating 
factors, such as TNIvalpha dramatically improves cell survival and prevents DNA 
fragmentation. Propidium iodide (PI) staining is used to measure apoptosis as 
follows. Monocytes are cultured for 48 hours in polypropylene tubes in serum-free 
5 medium (positive control), in the presence of 100 ng/ml TNF-alpha (negative 
control), and in the presence of varying concentrations of the compound to be tested. 
Cells are suspended at a concentration of 2 x 10 6 /ml in PBS containing PI at a final 
concentration of 5 (Lig/ml, and then incubaed at room temperature for 5 minutes before 
FACScan analysis. PI uptake has been demonstrated to correlate with DNA 
10 fragmentation in this experimental paradigm. 

Effect on cytokine release. An important function of monocytes/macrophages 
is their regulatory activity on other cellular populations of the immune system through 
the release of cytokines after stimulation. An ELISA to measure cytokine release is 

15 performed as follows. Human monocytes are incubated at a density of 5xl0 5 cells/ml 
with increasing concentrations of the a polypeptide of the invention and under the 
same conditions, but in the absence of the polypeptide. For IL-12 production, the 
cells are primed overnight with IFN (100 U/ml) in presence of a polypeptide of the 
invention. LPS (10 ng/ml) is then added. Conditioned media are collected after 24h 

20 and kept frozen until use. Measurement of TNF-alpha, IL-10, MCP-1 and IL-8 is then 
perfonned using a commercially available ELISA kit (e..g, R&D Systems 
(Minneapolis, MN)) and applying the standard protocols provided with the kit. 

Oxidative burst. Purified monocytes are plated in 96-w plate at 2-1 xlO 5 
25 cell/well. Increasing concentrations of polypeptides of the invention are added to the 
wells in a total volume of 0.2 ml culture medium (RPMI 1640 + 10% FCS, glutamine 
and antibiotics). After 3 days incubation, the plates are centrifuged and the medium is 
removed from the wells. To the macrophage monolayers, 0.2 ml per well of phenol 
red solution (140 mM NaCl, 10 mM potassium phosphate buffer pH 7.0, 5.5 mM 
30 dextrose, 0.56 mM phenol red and 19 U/ml of HRPO) is added, together with the 
stimulant (200 nM PMA). The plates are incubated at 37°C for 2 hours and the 
reaction is stopped by adding 20 jaI IN NaOH per well. The absorbance is read at 610 
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nm. To calculate the amount of H2O2 produced by the macrophages, a standard curve 
of a H2O2 solution of known molarity is performed for each experiment. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies 
5 to test the activity of polypeptides, polynucleotides (e.g., gene therapy), agonists, 
and/or antagonists of the invention. 

Example 35: Biological Effects of Polypeptides of the Invention 

Astrocyte and Neuronal Assays - 

10 Recombinant polypeptides of the invention, expressed in Escherichia coli and 

purified as described above, can be tested for activity in promoting the survival, neurite 
outgrowth, or phenotypic differentiation of cortical neuronal cells and for inducing the 
proliferation of glial fibrillary acidic protein immunopositive cells, astrocytes. The 
selection of cortical cells for the bioassay is based on the prevalent expression of FGF-1 

25 and FGF-2 in cortical structures and on the previously reported enhancement of cortical 
neuronal survival resulting from FGF-2 treatment. A thymidine incorporation assay, for 
example, can be used to elucidate a polypeptide of the invention's activity on these cells. 

Moreover, previous reports describing the biological effects of FGF-2 (basic FGF) 
on cortical or hippocampal neurons in vitro have demonstrated increases in both neuron 

20 survival and neurite outgrowth (Walicke et al., "Fibroblast growth factor promotes 
survival of dissociated hippocampal neurons and enhances neurite extension " Proc. Natl. 
Acad. Set USA 55:3012-3016. (1986), assay herein incorporated by reference in its 
entirety). However, reports from experiments done on PC-12 cells suggest that these two 
responses are not necessarily synonymous and may depend on not only which FGF is 

25 being tested but also on which receptor(s) are expressed on the target cells. Using the 
primary cortical neuronal culture paradigm, the ability of a polypeptide of the invention to 
induce neurite outgrowth can be compared to the response achieved with FGF-2 using, for 
example, a thymidine incorporation assay. 

30 Fibroblast and endothelial cell assays - 
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Human lung fibroblasts are obtained from Clonetics (San Diego, CA) and 
maintained in growth media from Clonetics. Dermal microvascular endothelial cells are 
obtained from Cell Applications (San Diego, CA). For proliferation assays, the human 
lung fibroblasts and dermal microvascular endothelial cells can be cultured at 5,000 
5 cells/well in a 96-well plate for one day in growth medium. The cells are then incubated 
for one day in 0.1% BSA basal medium. After replacing the medium with fresh 0.1% BSA 
medium, the cells are incubated with the test proteins for 3 days. Alamar Blue (Alamar 
Biosciences, Sacramento, CA) is added to each well to a final concentration of 10%. The 
cells are incubated for 4 hr. Cell viability is measured by reading in a CytoFluor 

20 fluorescence reader. For the PGE2 assays, the human lung fibroblasts are cultured at 
5,000 cells/well in a 96-well plate for one day. After a medium change to 0.1% BSA 
basal medium, the cells are incubated with FGF-2 or polypeptides of the invention with or 
without IL-la for 24 hours. The supernatants are collected and assayed for PGE2 by ELA 
kit (Cayman, Ann Arbor, MI). For the IL-6 assays, the human lung fibroblasts are 

15 cultured at 5,000 cells/well in a 96-well plate for one day. After a medium change to 
0.1% BSA basal medium, the cells are incubated with FGF-2 or with or without 
polypeptides of the invention IL-la for 24 hours. The supernatants are collected and 
assayed for IL-6 by ELISA kit (Endogen, Cambridge, MA). 

Human lung fibroblasts are cultured with FGF-2 or polypeptides of the invention 

20 for 3 days in basal medium before the addition of Alamar Blue to assess effects on growth 
of the fibroblasts. FGF-2 should show a stimulation at 10 - 2500 ng/ml which can be used 
to compare stimulation with polypeptides of the invention. 

Parkinson Models . 

25 The loss of motor function in Parkinson's disease is attributed to a deficiency of 

striatal dopamine resulting from the degeneration of the nigrostriatal dopaminergic 
projection neurons. An animal model for Parkinson's that has been extensively 
characterized involves the systemic administration of l-methyl-4 phenyl 1,2,3,6- 
tetrahydropyridine (MPTP). In the CNS, MPTP is taken-up by astrocytes and catabolized 

30 by monoamine oxidase B to l-methyl-4-phenyl pyridine (MPP + ) and released. 
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Subsequently, MPP + is actively accumulated in dopaminergic neurons by the high-affinity 
reuptake transporter for dopamine. MPP + is then concentrated in mitochondria by the 
electrochemical gradient and selectively inhibits nicotidamide adenine disphosphate: 
ubiquinone oxidoreductionase (complex I), thereby interfering with electron transport and 
5 eventually generating oxygen radicals. 

It has been demonstrated in tissue culture paradigms that FGF-2 (basic FGF) has 
trophic activity towards nigral dopaminergic neurons (Ferrari et al., Dev. Biol. 1989). 
Recently, Dr. Unsicker's group has demonstrated that administering FGF-2 in gel foam 
implants in the striatum results in the near complete protection of nigral dopaminergic 

10 neurons from the toxicity associated with MPTP exposure (Otto and Unsicker, J. 
Neuroscience, 1990). 

Based on the data with FGF-2, polypeptides of the invention can be evaluated to 
determine whether it has an action similar to that of FGF-2 in enhancing dopaminergic 
neuronal survival in vitro and it can also be tested in vivo for protection of dopaminergic 

15 neurons in the striatum from the damage associated with MPTP treatment. The potential 
effect of a polypeptide of the invention is first examined in vitro in a dopaminergic 
neuronal cell culture paradigm. The cultures are prepared by dissecting the midbrain floor 
plate from gestation day 14 Wistar rat embryos. The tissue is dissociated with trypsin and 
seeded at a density of 200,000 cells/cm 2 on polyorthinine-laminin coated glass coverslips. 

20 The cells are maintained in Dulbecco's Modified Eagle's medium and F12 medium 
containing hormonal supplements (Nl). The cultures are fixed with paraformaldehyde 
after 8 days in vitro and are processed for tyrosine hydroxylase, a specific marker for 
dopminergic neurons, immunohistochemical staining. Dissociated cell cultures are 
prepared from embryonic rats. The culture medium is changed every third day and the 

25 factors are also added at that time. 

Since the dopaminergic neurons are isolated from animals at gestation day 14, a 
developmental time which is past the stage when the dopaminergic precursor cells are 
proliferating, an increase in the number of tyrosine hydroxylase immunopositive neurons 
would represent an increase in the number of dopaminergic neurons surviving in vitro. 

30 Therefore, if a polypeptide of the invention acts to prolong the survival of dopaminergic 
neurons, it would suggest that the polypeptide may be involved in Parkinson's Disease. 
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The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

5 

Example 36: The Effect of Polypeptides of the Invention on the Growth of 
Vascular Endothelial Cells 

On day 1, human umbilical vein endothelial cells (HUVEC) are seeded at 2-5x1 0 4 
10 cells/35 mm dish density in Ml 99 medium containing 4% fetal bovine serum (FBS), 16 
units/ml heparin, and 50 units/ml endothelial cell growth supplements (ECGS, 
Biotechnique, Inc.). On day 2, the medium is replaced with Ml 99 containing 10% FBS, 8 
units/ml heparin. A polypeptide having the amino acid sequence of SEQ ID NO:Y, and 
positive controls, such as VEGF and basic FGF (bFGF) are added, at varying 
15 concentrations. On days 4 and 6, the medium is replaced. On day 8, cell number is 
determined with a Coulter Counter. 

An increase in the number of HUVEC cells indicates that the polypeptide of the 
invention may proliferate vascular endothelial cells. 

The studies described in this example tested activity of a polypeptide of the 
20 invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

Example 37: Stimulatory Effect of Polypeptides of the Invention on the 
25 Proliferation of Vascular Endothelial Cells 

For evaluation of mitogenic activity of growth factors, the colorimetric MTS 
(3-(4,5-dimethylthiazol-2-yl)-5-(3-carboxymethoxyphenyl)-2"-(4-sulfophenyl)2H- 
tetrazolium) assay with the electron coupling reagent PMS (phenazine methosulfate) was 
30 performed (CellTiter 96 AQ, Promega). Cells are seeded in a 96-well plate (5,000 
cells/well) in 0.1 mL serum-supplemented medium and are allowed to attach overnight. 
After serum-starvation for 12 hours in 0.5% FBS, conditions (bFGF, VEGF] 6 5 or a 
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polypeptide of the invention in 0.5% FBS) with or without Heparin (8 U/ml) are added to 
wells for 48 hours. 20 mg of MTS/PMS mixture (1:0.05) are added per well and allowed 
to incubate for 1 hour at 37°C before measuring the absorbance at 490 nm in an ELISA 
plate reader. Background absorbance from control wells (some media, no cells) is 

5 subtracted, and seven wells are performed in parallel for each condition. See, Leak et al 
In Vitro Cell Dev. Biol 304:512-518 (1994). 

The studies described in this example tested activity of a polypeptide of the . 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 

10 invention. 

Example 38: Inhibition of PDGF-induced Vascular Smooth Muscle Cell 
Proliferation Stimulatory Effect 

15 HAoSMC proliferation can be measured, for example, by BrdUrd incorporation. 

Briefly, subconfluent, quiescent cells grown on the 4-chamber slides are transfected with 
CRP or FITC-labeled AT2-3LP. Then, the cells are pulsed with 10% calf serum and 6 
mg/ml BrdUrd. After 24 h, immunocytochemistry is performed by using BrdUrd Staining 
Kit (Zymed Laboratories). In brief, the cells are incubated with the biotinylated mouse 

20 anti-BrdUrd antibody at 4 degrees C for 2 h after being exposed to denaturing solution and 
then incubated with the streptavidin-peroxidase and diaminobenzidine. After 
counterstaining with hematoxylin, the cells are mounted for microscopic examination, and 
the BrdUrd-positive cells are counted. The BrdUrd index is calculated as a percent of the 
BrdUrd-positive cells to the total cell number. In addition, the simultaneous detection of 

25 the BrdUrd staining (nucleus) and the FITC uptake (cytoplasm) is performed for 
individual cells by the concomitant use of bright field illumination and dark field-UV 
fluorescent illumination. See, Hayashida et al., J. Biol. Chem. 6:271(36):21985-21992 
(1996). 

The studies described in this example tested activity of a polypeptide of the 
30 invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 
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Example 39: Stimulation of Endothelial Migration 

This example will be used to explore the possibility that a polypeptide of the 
5 invention may stimulate lymphatic endothelial cell migration. 

Endothelial cell migration assays are performed using a 48 well microchemotaxis 
chamber (Neuroprobe Inc., Cabin John, MD; Falk, W., et al., J. Immunological Methods 
1980;33:239-247). Polyvinylpyrrolidone-free polycarbonate filters with a pore size of 8 
um (Nucleopore Corp. Cambridge, MA) are coated with 0.1% gelatin for at least 6 hours 

10 at room temperature and dried under sterile air. Test substances are diluted to appropriate 
concentrations in Ml 99 supplemented with 0.25% bovine serum albumin (BSA), and 25 
ul of the final dilution is placed in the lower chamber of the modified Boyden apparatus. 
Subconfluent, early passage (2-6) HUVEC or BMEC cultures are washed and trypsinized 
for the minimum time required to achieve cell detachment. After placing the filter 

15 between lower and upper chamber, 2.5 x 10 5 cells suspended in 50 ul M199 containing 1% 
FBS are seeded in the upper compartment. The apparatus is then incubated for 5 hours at 
37°C in a humidified chamber with 5% C02 to allow cell migration. After the incubation 
period, the filter is removed and the upper side of the filter with the non-migrated cells is 
scraped with a rubber policeman. The filters are fixed with methanol and stained with a 

20 Giemsa solution (Diff-Quick, Baxter, McGraw Park, IL). Migration is quantified by 
counting cells of three random high-power fields (40x) in each well, and all groups are 
performed in quadruplicate. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 

25 test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention; 

Example 40: Stimulation of Nitric Oxide Production by Endothelial Cells 

30 Nitric oxide released by the vascular endothelium is believed to be a mediator of 

vascular endothelium relaxation. Thus, activity of a polypeptide of the invention can be 
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assayed by determining nitric oxide production by endothelial cells in response to the 
polypeptide. 

Nitric oxide is measured in 96-well plates of confluent microvascular endothelial 
cells after 24 hours starvation and a subsequent 4 hr exposure to various levels of a 
5 positive control (such as VEGF-1) and the polypeptide of the invention. Nitric oxide in 
the medium is determined by use of the Griess reagent to measure total nitrite after 
reduction of nitric oxide-derived nitrate by nitrate reductase. The effect of the polypeptide 
of the invention on nitric oxide release is examined on HUVEC. 

Briefly, NO release from cultured HUVEC monolayer is measured with a NO- 
10 specific polarographic electrode connected to a NO meter (Iso-NO, World Precision 
Instruments Inc.) (1049). Calibration of the NO elements is performed according to the 
following equation: 

2KNO2 + 2KI + 2H2SO462NO + I2 + 2H2O + 2K2SO4 
The standard calibration curve is obtained by adding graded concentrations of 
15 KN0 2 (0, 5, 10, 25, 50, 100, 250, and 500 nmol/L) into the calibration solution containing 
KI and H2SO4. The specificity of the Iso-NO electrode to NO is previously determined by 
measurement of NO from authentic NO gas (1050). The culture medium is removed and 
HUVECs are washed twice with Dulbecco's phosphate buffered saline. The cells are then 
bathed in 5 ml of filtered Krebs-Henseleit solution in 6-well plates, and the cell plates are 
20 kept on a slide wanner (Lab Line Instruments Inc.) To maintain the temperature at 37°C. 
The NO sensor probe is inserted vertically into the wells, keeping the tip of the electrode 2 
mm under the surface of the solution, before addition of the different conditions, 
S-nitroso acetyl penicillamin (SNAP) is used as a positive control. The amount of 
released NO is expressed as picomoles per IxlO 6 endothelial cells. All values reported are 
25 means of four to six measurements in each group (number of cell culture wells). See, 
Leak etal Biochem. andBiophys. Res. Comm. 277:96-105 (1995). 

The studies described in this example tested activity of polypeptides of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
30 invention. 
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Example 41: Effect of Polypepides of the Invention on Cord Formation in 
Angiogenesis 

Another step in angiogenesis is cord formation, marked by differentiation of 
5 endothelial cells. This bioassay measures the ability of microvascular endothelial cells to 
form capillary-like structures (hollow structures) when cultured in vitro. 

CADMEC (microvascular endothelial cells) are purchased from Cell Applications, 
Inc. as proliferating (passage 2) cells and are cultured in Cell Applications 1 CADMEC 
Growth Medium and used at passage 5. For the in vitro angiogenesis assay, the wells of a 
10 48-well cell culture plate are coated with Cell Applications' Attachment Factor Medium 
(200 ml/well) for 30 min. at 37°C. CADMEC are seeded onto the coated wells at 7,500 
cells/well and cultured overnight in Growth Medium. The Growth Medium is then 
replaced with 300 mg Cell Applications* Chord Formation Medium containing control 
buffer or a polypeptide of the invention (0.1 to 100 ng/ml) and the cells are cultured for an 
15 additional 48 hr. The numbers and lengths of the capillary-like chords are quantitated 
through use of the Boeckeler VIA-170 video image analyzer. All assays are done in 
triplicate. 

Commercial (R&D) VEGF (50 ng/ml) is used as a positive control b-esteradiol (1 
ng/ml) is used as a negative control. The appropriate buffer (without protein) is also 
20 utilized as a control. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

25 

Example 42: Angiogenic Effect on Chick Chorioallantoic Membrane 

Chick chorioallantoic membrane (CAM) is a well-established system to examine 
angiogenesis. Blood vessel formation on CAM is easily visible and quantifiable. The 
30 ability of polypeptides of the invention to stimulate angiogenesis in CAM can be 
examined. 
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Fertilized eggs of the White Leghorn chick (Gallus gallus) and the Japanese qual 
(Coturnix coturnix) are incubated at 37.8°C and 80% humidity. Differentiated CAM of 
16-day-old chick and 13-day-old qual embryos is studied with the following methods. 

On Day 4 of development, a window is made into the egg shell of chick eggs. The 
5 embryos are checked for normal development and the eggs sealed with cellotape. They 
are further incubated until Day 13. Thermanox coverslips (Nunc, Naperville, IL) are cut 
into disks of about 5 mm in diameter. Sterile and salt-free growth factors are dissolved in 
distilled water and about 3.3 mg/ 5 ml are pipetted on the disks. After air-drying, the 
inverted disks are applied on CAM. After 3 days, the specimens are fixed in 3% 
10 glutaraldehyde and 2% formaldehyde and rinsed in 0.12 M sodium cacodylate buffer. 
They are photographed with a stereo microscope [Wild M8] and embedded for semi- and 
ultrathin sectioning as described above. Controls are performed with carrier disks alone. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
15 test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

Example 43: Angiogenesis Assay Using a Matrigel Implant in Mouse 

20 In vivo angiogenesis assay of a polypeptide of the invention measures the ability of 

an existing capillary network to form new vessels in an implanted capsule of murine 
extracellular matrix material (Matrigel). The protein is mixed with the liquid Matrigel at 4 
degree C and the mixture is then injected subcutaneously in mice where it solidifies. After 
7 days, the solid "plug" of Matrigel is removed and examined for the presence of new 

25 blood vessels. Matrigel is purchased from Becton Dickinson Labware/Collaborative 
Biomedical Products. 

When thawed at 4 degree C the Matrigel material is a liquid. The Matrigel is 
mixed with a polypeptide of the invention at 150 ng/ml at 4 degrees C and drawn into cold 
3 ml syringes. Female C57B1/6 mice approximately 8 weeks old are injected with the 

30 mixture of Matrigel and experimental protein at 2 sites at the midventral aspect of the 
abdomen (0.5 ml/site). After 7 days, the mice are sacrificed by cervical dislocation, the 
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Matrigel plugs are removed and cleaned (i.e., all clinging membranes and fibrous tissue is 
removed). Replicate whole plugs are fixed in neutral buffered 10% formaldehyde, 
embedded in paraffin and used to produce sections for histological examination after 
staining with Masson's Trichrome. Cross sections from 3 different regions of each plug 
5 are processed. Selected sections are stained for the presence of vWF. The positive control 
for this assay is bovine basic FGF (1 50 ng/ml). Matrigel alone is used to determine basal 
levels of angiogenesis. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
10 test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

Example 44: Rescue of Ischemia in Rabbit Lower Limb Model 

15 To study the in vivo effects of polynucleotides and polypeptides of the invention 

on ischemia, a rabbit hindlimb ischemia model is created by surgical removal of one 
femoral arteries as described previously (Takeshita et al, Am J. Pathol 747:1649-1660 
(1995)). The excision of the femoral artery results in retrograde propagation of thrombus 
and occlusion of the external iliac artery. Consequently, blood flow to the ischemic limb 

20 is dependent upon collateral vessels originating from the internal iliac artery (Takeshita^/ 
al Am J. Pathol 747:1649-1660 (1995)). An interval of 10 days is allowed for post- 
operative recovery of rabbits and development of endogenous collateral vessels. At 10 
day post-operatively (day 0), after performing a baseline angiogram, the internal iliac 
artery of the ischemic limb is transfected with 500 mg naked expression plasmid 

25 containing a polynucleotide of the invention by arterial gene transfer technology using a 
hydrogel-coated balloon catheter as described (Riessen et al Hum Gene Ther. 4:749-758 
(1993); Leclerc et al J, Clin. Invest. 90: 936-944 (1992)). When a polypeptide of the 
invention is used in the treatment, a single bolus of 500 mg polypeptide of the invention or 
control is delivered into the internal iliac artery of the ischemic limb over a period of 1 

30 min. through an infusion catheter. On day 30, various parameters are measured in these 
rabbits: (a) BP ratio - The blood pressure ratio of systolic pressure of the ischemic limb to 
that of normal limb; (b) Blood Flow and Flow Reserve - Resting FL: the blood flow 
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during undilated condition and Max FL: the blood flow during fully dilated condition (also 
an indirect measure of the blood vessel amount) and Flow Reserve is reflected by the ratio 
of max FL: resting FL; (c) Angiographic Score - This is measured by the angiogram of 
collateral vessels. A score is determined by the percentage of circles in an overlaying grid 
5 that with crossing opacified arteries divided by the total number m the rabbit thigh; (d) 
Capillary density - The number of collateral capillaries determined in light microscopic 
sections taken from hindlimbs. 

The studies described in this example tested activity of polynucleotides and 
polypeptides of the invention. However, one skilled in the art could easily modify the 
10 exemplified studies to test the agonists, and/or antagonists of the invention. 

Example 45: Effect of Polypeptides of the Invention on Vasodilation 

Since dilation of vascular endothelium is important in reducing blood pressure, the 
15 ability of polypeptides of the invention to affect the blood pressure in spontaneously 
hypertensive rats (SHR) is examined. Increasing doses (0, 10, 30, 100, 300, and 900 
mg/kg) of the polypeptides of the invention are administered to 13-14 week old 
spontaneously hypertensive rats (SHR). Data are expressed as the mean +/- SEM. 
Statistical analysis are performed with a paired t-test and statistical significance is defined 
20 as p<0.05 vs. the response to buffer alone. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

25 

Example 46: Rat Ischemic Skin Flap Model 

The evaluation parameters include skin blood flow, skin temperature, and factor 
VIII immunohistochemistry or endothelial alkaline phosphatase reaction. Expression of 
30 polypeptides of the invention, during the skin ischemia, is studied using in situ 
hybridization. 

The study in this model is divided into three parts as follows: 
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a) Ischemic skin 

b) Ischemic skin wounds 

c) Normal wounds 

The experimental protocol includes: 
5 a) Raising a 3x4 cm, single pedicle full-thickness random skin flap (myocutaneous 

flap over the lower back of the animal). 

b) An excisional wounding (4-6 mm in diameter) in the ischemic skin (skin-flap). 

c) Topical treatment with a polypeptide of the invention of the excisional wounds 
(day 0, 1, 2, 3, 4 post-wounding) at the following various dosage ranges: Img to 100 mg. 

10 d) Harvesting the wound tissues at day 3, 5, 7, 10, 14 and 21 post-wounding for 

histological, immunohistochemical, and in situ studies. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 

15 invention. 

Example 47: Peripheral Arterial Disease Model 

Angiogenic therapy using a polypeptide of the invention is a novel therapeutic 
20 strategy to obtain restoration of blood flow around the ischemia in case of peripheral 
arterial diseases. The experimental protocol includes: 

a) One side of the femoral artery is ligated to create ischemic muscle of 
the hindlimb, the other side of hindlimb serves as a control. 

b) a polypeptide of the invention, in a dosage range of 20 mg - 500 mg, is 
25 delivered intravenously and/or intramuscularly 3 times (perhaps more) per week for 2-3 

weeks. 

c) The ischemic muscle tissue is collected after ligation of the femoral 

artery at 1, 2, and 3 weeks for the analysis of expression of a polypeptide of the invention 
and histology. Biopsy is also performed on the other side of normal muscle of the 
30 contralateral hindlimb. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
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test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

Example 48: Ischemic Myocardial Disease Model 

5 

A polypeptide of the invention is evaluated as a potent mitogen capable of 
stimulating the development of collateral vessels, and restructuring new vessels after 
coronary artery occlusion. Alteration of expression of the polypeptide is investigated in 
situ. The experimental protocol includes: 
10 a) The heart is exposed through a left-side thoracotomy in the rat. Immediately, 

the left coronary artery is occluded with a thin suture (6-0) and the thorax is closed. 

b) a polypeptide of the invention, in a dosage range of 20 mg - 500 mg, is 
delivered intravenously and/or intramuscularly 3 times (perhaps more) per week for 2-4 
weeks. 

15 c) Thirty days after the surgery, the heart is removed and cross-sectioned 

for morphometric and in situ analyzes. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 

20 invention. 

Example 49: Rat Corneal Wound Healing Model 

This animal model shows the effect of a polypeptide of the invention on 
25 neovascularization. The experimental protocol includes: 

a) Making a 1-1 .5 mm long incision from the center of cornea into the stromal 

layer. 

b) Inserting a spatula below the lip of the incision facing the outer corner of 
the eye. 

30 c) Making a pocket (its base is 1-1.5 mm form the edge of the eye). 

d) Positioning a pellet, containing 50ng- 5ug of a polypeptide of the invention, 
within the pocket. 
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e) Treatment with a polypeptide of the invention can also be applied topically 
to the corneal wounds in a dosage range of 20mg - 500mg (daily treatment for five days). 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
5 test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

Example 50: Diabetic Mouse and Glucocorticoid-Impaired Wound Healing 
Models 

10 

A. Diabetic db+/db+ Mouse Model 

To demonstrate that a polypeptide of the invention accelerates the healing process, 
the genetically diabetic mouse model of wound healing is used. The full thickness wound 
healing model in the db+/db+ mouse is a well characterized, clinically relevant and 

15 reproducible model of impaired wound healing. Healing of the diabetic wound is 
dependent on formation of granulation tissue and re-epithelialization rather than 
contraction (Gartner, M.H. et al., J. Surg. Res. 52:389 (1992); Greenhalgh, D.G~ et al, 
Am. 1 Pathol. 736:1235 (1990)). 

The diabetic animals have many of the characteristic features observed in Type II 

20 diabetes mellitus. Homozygous (db+/db+) mice are obese in comparison to their normal 
heterozygous (db+/+m) littermates. Mutant diabetic (db+/db+) mice have a single 
autosomal recessive mutation on chromosome 4 (db+) (Coleman et al. Proc. Natl. Acad. 
ScL USA 77:283-293 (1982)). Animals show polyphagia, polydipsia and polyuria. 
Mutant diabetic mice (db+/db+) have elevated blood glucose, increased or normal insulin 

25 levels, and suppressed cell-mediated immunity (Mandel et aL> J. Immunol. 120:1375 
(1978); Debray-Sachs, M. et al., Clin. Exp. Immunol. 51(1);\-1 (1983); Leiter et al, Am. 
J. of Pathol 774:46-55 (1985)). Peripheral neuropathy, myocardial complications, and 
microvascular lesions, basement membrane thickening and glomerular filtration 
abnormalities have been described in these animals (Norido, F. et al, Exp. Neurol 

30 83(2):22 1-232 (1984); Robertson et al. 9 Diabetes 29(l):60-67 (1980); Giacomelli et al, 
Lab Invest. 40^:460-473 (1979); Coleman, D.L., Diabetes 31 (Suppl):\-6 (1982)). These 
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homozygous diabetic mice develop hyperglycemia that is resistant to insulin analogous to 
human type II diabetes (Mandel et al 9 J. Immunol 720:1375-1377 (1 978)). 

The characteristics observed in these animals suggests that healing in this model 
may be similar to the healing observed in human diabetes (Greenhalgh, et al $ Am. J. of 
5 Pathol 736:1235-1246 (1990)). 

Genetically diabetic female C57BL/KsJ (db+/db+) mice and their non-diabetic 
(db+/+m) heterozygous littermates are used in this study (Jackson Laboratories). The 
animals are purchased at 6 weeks of age and are 8 weeks old at the beginning of the study. 
Animals are individually housed and received food and water ad libitum. All 
10 manipulations are performed using aseptic techniques. The experiments are conducted 
according to the rules and guidelines of Human Genome Sciences, Inc. Institutional 
Animal Care and Use Committee and the Guidelines for the Care and Use of Laboratory 
Animals. 

Wounding protocol is performed according to previously reported methods 

15 (Tsuboi, R. and Rifkin, D.B., J. Exp. Med. 772:245-251 (1990)). Briefly, on the day of 
wounding, animals are anesthetized with an intraperitoneal injection of Avertin (0.01 
mg/mL), 2,2,2-tribromoethanol and 2-methyl-2-butanol dissolved in deionized water. The 
dorsal region of the animal is shaved and the skin washed with 70% ethanol solution and 
iodine. The surgical area is dried with sterile gauze prior to wounding. An 8 mm full- 

20 thickness wound is then created using a Keyes tissue punch. Immediately following 
wounding, the surrounding skin is gently stretched to eliminate wound expansion. The 
wounds are left open for the duration of the experiment. Application of the treatment is 
given topically for 5 consecutive days commencing on the day of wounding. Prior to 
treatment, wounds are gently cleansed with sterile saline and gauze sponges. 

25 Wounds are visually examined and photographed at a fixed distance at the day of 

surgery and at two day intervals thereafter. Wound closure is determined by daily 
measurement on days 1-5 and on day 8. Wounds are measured horizontally and vertically 
using a calibrated Jameson caliper. Wounds are considered healed if granulation tissue is 
no longer visible and the wound is covered by a continuous epithelium. 

30 A polypeptide of the invention is administered using at a range different doses, 

from 4mg to 500mg per wound per day for 8 days in vehicle. Vehicle control groups 
received 50mL of vehicle solution. 
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Animals are euthanized on day 8 with an intraperitoneal injection of sodium 
pentobarbital (300mg/kg). The wounds and surrounding skin are then harvested for 
histology and immunohistochemistry. Tissue specimens are placed in 10% neutral 
buffered formalin in tissue cassettes between biopsy sponges for further processing. 
5 Three groups of 10 animals each (5 diabetic and 5 non-diabetic controls) are 

evaluated: 1) Vehicle placebo control, 2) untreated group, and 3) treated group. 

Wound closure is analyzed by measuring the area in the vertical and horizontal 
axis and obtaining the total square area of the wound. Contraction is then estimated by 
establishing the differences between the initial wound area (day 0) and that of post 
10 treatment (day 8). The wound area on day 1 is 64mm 2 , the corresponding size of the 
dermal punch. Calculations are made using the following formula: 

[Open area on day 8] - [Open area on day 1] / [Open area on day 1] 

15 Specimens are fixed in 10% buffered formalin and paraffin embedded blocks are 

sectioned perpendicular to the wound surface (5mm) and cut using a Reichert-Jung 
microtome. Routine hematoxylin-eosin (H&E) staining is performed on cross-sections of 
bisected wounds. Histologic examination of the wounds are used to assess whether the 
healing process and the morphologic appearance of the repaired skin is altered by 

20 treatment with a polypeptide of the invention. This assessment included verification of 
the presence of cell accumulation, inflammatory cells, capillaries, fibroblasts, re- 
epithelialization and epidermal maturity (Greenhalgh, D.G. et ai, Am, J. Pathol. 136:1235 
(1990)). A calibrated lens micrometer is used by a blinded observer. 

Tissue sections are also stained immunohistochemically with a polyclonal rabbit 

25 anti-human keratin antibody using ABC Elite detection system. Human skin is used as a 
positive tissue control while non-immune IgG is used as a negative control. Keratinocyte 
growth is determined by evaluating the extent of reepithelialization of the wound using a 
calibrated lens micrometer. 

Proliferating cell nuclear antigen/cyclin (PCNA) in skin specimens is demonstrated 

30 by using anti-PCNA antibody (1:50) with an ABC Elite detection system. Human colon 
cancer can serve as a positive tissue control and human brain tissue can be used as a 
negative tissue control. Each specimen includes a section with omission of the primary 
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antibody and substitution with non-immune mouse IgG. Ranking of these sections is 
based on the extent of proliferation on a scale of 0-8, the lower side of the scale reflecting 
slight proliferation to the higher side reflecting intense proliferation. 

Experimental data are analyzed using an unpaired t test. A p value of < 0.05 is 
5 considered significant. 

B. Steroid Impaired Rat Model 

The inhibition of wound healing by steroids has been well documented in various 
in vitro and in vivo systems (Wahl, Glucocorticoids and Wound healing. In: Anti- 

10 Inflammatory Steroid Action:. Basic and Clinical Aspects. 280-302 (1989); Wahle* al t J. 
Immunol. 115: 476-481 (1975); Werb et al. 9 J. Exp. Med. 747:1684-1694 (1978)). 
Glucocorticoids retard wound healing by inhibiting angiogenesis, decreasing vascular 
permeability (Ebert et al., An. Intern. Med. 37:701-705 (1952)), fibroblast proliferation, 
and collagen synthesis (Beck et al. y Growth Factors. 5: 295-304(1991); Haynes et al. 9 

15 J. Clin. Invest. 61: 703-797 (1978)) and producing a transient reduction of circulating 
monocytes (Haynes et al., J. Clin. Invest. 61: 703-797 (1978); Wahl, "Glucocorticoids and 
wound healing", In: Antiinflammatory Steroid Action: Basic and Clinical Aspects, 
Academic Press, New York, pp. 280-302 (1989)). The systemic administration of steroids 
to impaired wound healing is a well establish phenomenon in rats (Beck et al., Growth 

20 Factors. 5: 295-304 (1991); Haynes et al., J. Clin. Invest. 61: 703-797 (1978); Wahl, 
"Glucocorticoids and wound healing", In: Antiinflammatory Steroid Action: Basic and 
Clinical Aspects, Academic Press, New York, pp. 280-302 (1989); Pierce et al., Proc. 
Natl. Acad. Sci. USA 86: 2229-2233 (1989)). 

To demonstrate that a polypeptide of the invention can accelerate the healing 

25 process, the effects of multiple topical applications of the polypeptide on full thickness 
excisional skin wounds in rats in which healing has been impaired by the systemic 
administration of methylprednisolone is assessed. 

Young adult male Sprague Dawley rats weighing 250-300 g (Charles River 
Laboratories) are used in this example. The animals are purchased at 8 weeks of age and 

30 are 9 weeks old at the beginning of the study. The healing response of rats is impaired by 
the systemic administration of methylprednisolone (17mg/kg/rat intramuscularly) at the 
time of wounding. Animals are individually housed and received food and water ad 
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libitum. All manipulations are performed using aseptic techniques. This study is 
conducted according to the rules and guidelines of Human Genome Sciences, Inc. 
Institutional Animal Care and Use Committee and the Guidelines for the Care and Use of 
Laboratory Animals. 

5 The wounding protocol is followed according to section A, above. On the day of 

wounding, animals are anesthetized with an intramuscular injection of ketamine (50 
mg/kg) and xylazine (5 mg/kg). The dorsal region of the animal is shaved and the skin 
washed with 70% ethanol and iodine solutions. The surgical area is dried with sterile 
gauze prior to wounding. An 8 mm full-thickness wound is created using a Keyes tissue 
10 punch. The wounds are left open for the duration of the experiment. Applications of the 
testing materials are given topically once a day for 7 consecutive days commencing on the 
day of wounding and subsequent to methylprednisolone administration. Prior to 
treatment, wounds are gently cleansed with sterile saline and gauze sponges. 

Wounds are visually examined and photographed at a fixed distance at the day of 
15 wounding and at the end of treatment. Wound closure is determined by daily measurement 
on days 1-5 and on day 8. Wounds are measured horizontally and vertically using a 
calibrated Jameson caliper. Wounds are considered healed if granulation tissue is no 
longer visible and the wound is covered by a continuous epithelium. 

The polypeptide of the invention is administered using at a range different doses, 
20 from 4mg to 500mg per wound per day for 8 days in vehicle. Vehicle control groups 
received 50mL of vehicle solution. 

Animals are euthanized on day 8 with an intraperitoneal injection of sodium 
pentobarbital (300mg/kg). The wounds and surrounding skin are then harvested for 
histology. Tissue specimens are placed in 10% neutral buffered formalin in tissue 
25 cassettes between biopsy sponges for further processing. 

Four groups of 10 animals each (5 with methylprednisolone and 5 without 
glucocorticoid) are evaluated: 1) Untreated group 2) Vehicle placebo control 3) treated 
groups. 

Wound closure is analyzed by measuring the area in the vertical and horizontal 
30 axis and obtaining the total area of the wound. Closure is then estimated by establishing 
the differences between the initial wound area (day 0) and that of post treatment (day 8). 
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The wound area on day 1 is 64mm 2 , the corresponding size of the dermal punch. 
Calculations are made using the following formula: 

[Open area on day 8] - [Open area on day 1] / [Open area on day 1] 

5 

Specimens are fixed in 10% buffered formalin and paraffin embedded blocks are 
sectioned perpendicular to the wound surface (5mm) and cut using an Olympus 
microtome. Routine hematoxylin-eosin (H&E) staining is performed on cross-sections of 
bisected wounds. Histologic examination of the wounds allows assessment of whether the 
10 healing process and the morphologic appearance of the repaired skin is improved by 
treatment with a polypeptide of the invention. A calibrated lens micrometer is used by a 
blinded observer to determine the distance of the wound gap. 

Experimental data are analyzed using an unpaired t test. A p value of < 0.05 is 
considered significant. 

15 The studies described in this example tested activity of a polypeptide of the 

invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

20 Example 51: Lymphadema Animal Model 

or The purpose of this experimental approach is to create an appropriate and 
consistent lymphedema model for testing the therapeutic effects of a polypeptide of the 
invention in lymphangiogenesis and re-establishment of the lymphatic circulatory system 

25 •> in the rat hind limb. Effectiveness is measured by swelling volume of the affected limb, 
quantification of the amount of lymphatic vasculature, total blood plasma protein, and 
histopathology. Acute lymphedema is observed for 7-10 days. Perhaps more importantly, 
the chronic progress of the edema is followed for up to 3-4 weeks. 

Prior to beginning surgery, blood sample is drawn for protein concentration 

30 analysis. Male rats weighing approximately ~350g are dosed with Pentobarbital. 
Subsequently, the right legs are shaved from knee to hip. The shaved area is swabbed 
with gauze soaked in 70% EtOH. Blood is drawn for serum total protein testing. 
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Circumference and volumetric measurements are made prior to injecting dye into paws 
after marking 2 measurement levels (0.5 cm above heel, at mid-pt of dorsal paw). The 
intradermal dorsum of both right and left paws are injected with 0.05 ml of 1% Evan's 
Blue. Circumference and volumetric measurements' are then made following injection of 
5 dye into paws. 

Using the knee joint as a landmark, a mid-leg inguinal incision is made 
circumferentially allowing the femoral vessels to be located. Forceps and hemostats are 
used to dissect and separate the skin flaps. After locating the femoral vessels, the 
lymphatic vessel that runs along side and underneath the vessel(s) is located. The main 

10 lymphatic vessels in this area are then electrically coagulated suture li gated. 

Using a microscope, muscles in back of the leg (near the semitendinosis and 
adductors) are bluntly dissected. The popliteal lymph node is then located. The 2 
proximal and 2 distal lymphatic vessels and distal blood supply of the popliteal node are 
then and ligated by suturing. The popliteal lymph node, and any accompanying adipose 

1 5 tissue, is then removed by cutting connective tissues. 

Care is taken to control any mild bleeding resulting from this procedure. After 
lymphatics are occluded, the skin flaps are sealed by using liquid skin (Vetbond) (AJ 
Buck). The separated skin edges are sealed to the underlying muscle tissue while leaving 
a gap of -0.5 cm around the leg. Skin also may be anchored by suturing to underlying 

20 muscle when necessary. 

To avoid infection, animals are housed individually with mesh (no bedding). 
Recovering animals are checked daily through the optimal edematous peak, which 
typically occurred by day 5-7. The plateau edematous peak are then observed. To 
evaluate the intensity of the lymphedema, the circumference and volumes of 2 designated 

25 places on each paw before operation and daily for 7 days are measured. The effect plasma 
proteins on lymphedema is determined and whether protein analysis is a useful testing 
perimeter is also investigated. The weights of both control and edematous limbs are 
evaluated at 2 places. Analysis is performed in a blind manner. 

Circumference Measurements: Under brief gas anesthetic to prevent limb 

30 movement, a cloth tape is used to measure limb circumference. Measurements are done at 
the ankle bone and dorsal paw by 2 different people then those 2 readings are averaged. 
Readings are taken from both control and edematous limbs. 
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Volumetric Measurements: On the day of surgery, animals are anesthetized with 
Pentobarbital and are tested prior to surgery. For daily volumetrics animals are under 
brief halothane anesthetic (rapid immobilization and quick recovery), both legs are shaved 
and equally marked using waterproof marker on legs. Legs are first dipped in water, then 
5 dipped into instrument to each marked level then measured by Buxco edema 
software(Chen/Victor). Data is recorded by one person, while the other is dipping the 
limb to marked area. 

Blood-plasma protein measurements: Blood is drawn, spun, and serum separated 
prior to surgery and then at conclusion for total protein and Ca2+ comparison. 
10 Limb Weight Comparison: After drawing blood, the animal is prepared for tissue 

collection. The limbs are amputated using a quillitine, then both experimental and control 
legs are cut at the ligature and weighed. A second weighing is done as the tibio-cacaneal 
joint is disarticulated and the foot is weighed. 

Histological Preparations: The transverse muscle located behind the knee 
15 (popliteal) area is dissected and arranged in a metal mold, filled with freezeGel, dipped 
into cold methylbutane, placed into labeled sample bags at - 80EC until sectioning. Upon 
sectioning, the muscle is observed under fluorescent microscopy for lymphatics.. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
20 test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 
invention. 

Example 52: Suppression of TNF alpha-induced adhesion molecule expression 
bv a Polypeptide of the Invention 

25 The recruitment of lymphocytes to areas of inflammation and angiogenesis 

involves specific receptor-ligand interactions between cell surface adhesion molecules 
(CAMs) on lymphocytes and the vascular endothelium. The adhesion process, in both 
normal and pathological settings, follows a multi-step cascade that involves intercellular 
adhesion molecule-1 (ICAM-1), vascular cell adhesion molecule-1 (VCAM-1), and 

30 endothelial leukocyte adhesion molecule-1 (E-selectin) expression on endothelial cells 
(EC). The expression of these molecules and others on the vascular endothelium 
determines the efficiency with which leukocytes may adhere to the local vasculature and 
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extravasate into the local tissue during the development of an inflammatory response. The 
local concentration of cytokines and growth factor participate in the modulation of the 
expression of these CAMs. 

Tumor necrosis factor alpha (TNF-a), a potent proinflammatory cytokine, is a 
5 stimulator of all three CAMs on endothelial cells and may be involved in a wide variety of 
inflammatory responses, often resulting in a pathological outcome. 

The potential of a polypeptide of the invention to mediate a suppression of TNF-a 
induced CAM expression can be examined. A modified ELISA assay which uses ECs as a 
solid phase absorbent is employed to measure the amount of CAM expression on TNF-a 

10 treated ECs when co-stimulated with a member of the FGF family of proteins. 

To perform the experiment, human umbilical vein endothelial cell (HUVEC) 
cultures are obtained from pooled cord harvests and maintained in growth medium (EGM- 
2; Clonetics, San Diego, CA) supplemented with 10% FCS and 1% 
penicillin/streptomycin in a 37 degree C humidified incubator containing 5% CO2. 

1 5 HUVECs are seeded in 96- well plates at concentrations of 1 x 1 0 4 cells/well in EGM 

medium at 37 degree C for 18-24 hrs or until confluent. The monolayers are subsequently 
washed 3 times with a serum-free solution of RPMI-1640 supplemented with 100 U/ml 
penicillin and 100 mg/ml streptomycin, and treated with a given cytokine and/or growth 
factor(s) for 24 h at 37 degree C. Following incubation, the cells are then evaluated for 

20 CAM expression. 

Human Umbilical Vein Endothelial cells (HUVECs) are grown in a standard 96 
well plate to confluence. Growth medium is removed from the cells and replaced with 90 
ul of 199 Medium (10% FBS). Samples for testing and positive or negative controls are 
added to the plate in triplicate (in 10 ul volumes). Plates are incubated at 37 degree C for 

25 either 5 h (selectin and integrin expression) or 24 h (integrin expression only). Plates are 
aspirated to remove medium and 100 \il of 0.1% paraformaldehyde-PBS(with Ca++ and 
Mg++) is added to each well. Plates are held at 4°C for 30 min. 

Fixative is then removed from the wells and wells are washed IX with 
PBS(+Ca,Mg)+0.5% BSA and drained. Do not allow the wells to dry. Add 10 ul of 

30 diluted primary antibody to the test and control wells. Anti-ICAM-l-Biotin, Anti-VCAM- 
1-Biotin and Anti-E-selectin-Biotin are used at a concentration of 10 fig/ml (1:10 dilution 
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of 0.1 mg/ml stock antibody). Cells are incubated at 37°C for 30 min. in a humidified 
environment. Wells are washed X3 with PBS(+Ca,Mg)+0.5% BSA. 

Then add 20 \i\ of diluted ExtrAvidin-Alkaline Phosphotase (1:5,000 dilution) to 
each well and incubated at 37°C for 30 min. Wells are washed X3 with 
5 PBS(+Ca,Mg)+0.5% BSA. 1 tablet of p-Nitrophenol Phosphate pNPP is dissolved in 5 ml 
of glycine buffer (pH 10.4). 100 nl of pNPP substrate in glycine buffer is added to each 
test well. Standard wells in triplicate are prepared from the working dilution of the 
ExtrAvidin-Alkaline Phosphotase in glycine buffer: 1 :5,000 (10°) > 10'° 5 > 10" 1 > 10* L5 . 5 
Hi of each dilution is added to triplicate wells and the resulting AP content in each well is 

1 0 5.50 ng, 1 .74 ng, 0.55 ng, 0.1 8 ng. 100 \il of pNNP reagent must then be added to each of 
the standard wells. The plate must be incubated at 37°C for 4h. A volume of 50 \i\ of 3M 
NaOH is added to all wells. The results are quantified on a plate reader at 405 nm. The 
background subtraction option is used on blank wells filled with glycine buffer only. The 
template is set up to indicate the concentration of AP-conjugate in each standard well [ 

15 5.50 ng; 1.74 ng; 0.55 ng; 0.18 ng]. Results are indicated as amount of bound AP- 
conjugate in each sample. 

The studies described in this example tested activity of a polypeptide of the 
invention. However, one skilled in the art could easily modify the exemplified studies to 
test the activity of polynucleotides (e.g., gene therapy), agonists, and/or antagonists of the 

20 invention. 

Example S3: Assay for the Stimulation of Bone Marrow CD34+ Cell 
Proliferation 

This assay is based on the ability of human CD34+ to proliferate in the 
25 presence of hematopoietic growth factors and evaluates the ability of isolated 

polypeptides expressed in mammalian cells to stimulate proliferation of CD34+ cells. 

It has been previously shown that most mature precursors will respond to only 
a single signal. More immature precursors require at least two signals to respond. 
Therefore, to test the effect of polypeptides on hematopoietic activity of a wide range 
30 of progenitor cells, the assay contains a given polypeptide in the presence or absence 
of other hematopoietic growth factors. Isolated cells are cultured for 5 days in the 
presence of Stem Cell Factor (SCF) in combination with tested sample. SCF alone 
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has a very limited effect on the proliferation of bone marrow (BM) cells, acting in 
such conditions only as a "survival" factor. However, combined with any factor 
exhibiting stimulatory effect on these cells (e.g., IL-3), SCF will cause a synergistic 
effect. Therefore, if the tested polypeptide has a stimulatory effect on a hematopoietic 
5 progenitors, such activity can be easily detected. Since normal BM cells have a low 
level of cycling cells, it is likely that any inhibitory effect of a given polypeptide, or 
agonists or antagonists thereof, might not be detected. Accordingly, assays for an 
inhibitory effect on progenitors is preferably tested in cells that are first subjected to 
in vitro stimulation with SCF+IL+3, and then contacted with the compound that is 

1 0 being evaluated for inhibition of such induced proliferation. 

Briefly, CD34+ cells are isolated using methods known in the art. The cells 
are thawed and resuspended in medium (QBSF 60 serum-free medium with 1% L- 
glutamine (500ml) Quality Biological, Inc., Gaithersburg, MD Cat# 160-204-101). 
After several gentle centrifugation steps at 200 x g, cells are allowed to rest for one 

15 hour. The cell count is adjusted to 2.5 x 10 5 cells/ml. During this time, 100 |il of 
sterile water is added to the peripheral wells of a 96-well plate. The cytokines that 
can be tested with a given polypeptide in this assay is rhSCF (R&D Systems, 
Minneapolis, MN, Cat# 255-SC) at 50 ng/ml alone and in combination with rhSCF 
and rhIL-3 (R&D Systems, Minneapolis, MN, Cat# 203-ML) at 30 ng/ml. After one 

20 hour, 10 |^1 of prepared cytokines, 50 |il SID (supernatants at 1 :2 dilution = 50 jxl) and 
20 ^il of diluted cells are added to the media which is already present in the wells to 
allow for a final total volume of 100 \xl. The plates are then placed in a 37°C/5% CO2 
incubator for five days. 

Eighteen hours before the assay is harvested, 0.5 ^iCi/well of [3H] Thymidine 

25 is added in a 10 jil volume to each well to determine the proliferation rate. The 

experiment is terminated by harvesting the cells from each 96-well plate to a filtermat 
using the Tomtec Harvester 96. After harvesting, the filtermats are dried, trimmed 
and placed into OmniFilter assemblies consisting of one OmniFilter plate and one 
OmniFilter Tray. 60 jal Microscint is added to each well and the plate sealed with 

30 TopSeal-A press-on sealing film A bar code 15 sticker is affixed to the first plate for 
counting. The sealed plates is then loaded and the level of radioactivity determined 
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via the Packard Top Count and the printed data collected for analysis. The level of 
radioactivity reflects the amount of cell proliferation. 

The studies described in this example test the activity of a given polypeptide 
to stimulate bone marrow CD34+ cell proliferation. One skilled in the art could 
5 easily modify the exemplified studies to test the activity of polynucleotides (e.g., gene 
therapy), antibodies, agonists, and/or antagonists and fragments and variants thereof. 
As a nonlimiting example, potential antagonists tested in this assay would be expected 
to inhibit cell proliferation in the presence of cytokines and/or to increase the 
inhibition of cell proliferation in the presence of cytokines and a given polypeptide. 
10 In contrast, potential agonists tested in this assay would be expected to enhance cell 
proliferation and/or to decrease the inhibition of cell proliferation in the presence of 

cytokines and a given polypeptide. j 

The ability of a gene to stimulate the proliferation of bone marrow CD34+ 
cells indicates that polynucleotides and polypeptides corresponding to the gene are 
15 useful for the diagnosis and treatment of disorders affecting the immune system and 
hematopoiesis. Representative uses are described in the "Immune Activity" and 
"Infectious Disease" sections above, and elsewhere herein. 

Example 54; Assay for Extracellular Matrix Enhanced Cell Response (EMECR) 

20 The objective of the Extracellular Matrix Enhanced Cell Response (EMECR) 

assay is to identify gene products (e.g., isolated polypeptides) that act on the 
hematopoietic stem cells in the context of the extracellular matrix (ECM) induced 
signal. 

Cells respond to the regulatory factors in the context of signal(s) received 
25 from the surrounding ifticroenvironment. For example, fibroblasts, and endothelial 
and epithelial stem cells fail to replicate in the absence of signals from the ECM. 
Hematopoietic stem cells can undergo self-renewal in the bone marrow, but not in in 
vitro suspension culture. The ability of stem cells to undergo self-renewal in vitro is 
dependent upon their interaction with the stromal cells and the ECM protein 
30 fibronectin (fh). Adhesion of cells to fh is mediated by the a5.p1 and a4.p1 integrin 
receptors, which are expressed by human and mouse hematopoietic stem cells. The 
factor(s) which integrate with the ECM environment and responsible for stimulating 
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stem cell self-renewal has not yet been identified. Discovery of such factors should 
be of great interest in gene therapy and bone marrow transplant applications 

Briefly, polystyrene, non tissue culture treated, 96-well plates are coated with 
fh fragment at a coating concentration of 0.2 |ig/ cm 2 . Mouse bone marrow cells are 

5 plated (1 ,000 cells/well ) in 0.2 ml of serum-free medium. Cells cultured in the 
presence of IL-3 ( 5 ng/ml ) + SCF ( 50 ng/ml ) would serve as the positive control, 
conditions under which little self-renewal but pronounced differentiation of the stem 
cells is to be expected. Gene products are tested with appropriate negative controls in 
the presence and absence of SCF(5.0 ng/ml), where test factor supernates represent 

10 10% of the total assay volume. The plated cells are then allowed to grow by 
incubating in a low oxygen environment ( 5% CO2, 7% 0 2 , and 88% N 2 ) tissue 
culture incubator for 7 days. The number of proliferating cells within the wells is 
then quantitated by measuring thymidine incorporation into cellular DNA. 
Verification of the positive hits in the assay will require phenotypic characterization 

1 5 of the cells, which can be accomplished by scaling up of the culture system and using 
appropriate antibody reagents against cell surface antigens and FACScan. 

One skilled in the art could easily modify the exemplified studies to test the 
activity of polynucleotides (e.g., gene therapy), antibodies, agonists, and/or 
antagonists and fragments and variants thereof. 

20 If a particular gene product is found to be a stimulator of hematopoietic 

progenitors, polynucleotides and polypeptides corresponding to the gene may be 
useful for the diagnosis and treatment of disorders affecting the immune system and 
hematopoiesis. Representative uses are described in the "Immune Activity" and 
"Infectious Disease" sections above, and elsewhere herein. The gene product may 

25 also be useful in the expansion of stem cells and committed progenitors of various 
blood lineages, and in the differentiation and/or proliferation of various cell types. 

Additionally, the polynucleotides and/or polypeptides of the gene of interest 
and/or agonists and/or antagonists thereof, may also be employed to inhibit the 
proliferation and differentiation of hematopoietic cells and therefore may be 

30 employed to protect bone marrow stem cells from chemotherapeutic agents during 
chemotherapy. This antiproliferative effect may allow administration of higher doses 
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of chemotherapeutic agents and, therefore, more effective chemotherapeutic 
treatment. 

Moreover, polynucleotides and polypeptides corresponding to the gene of 
interest may also be useful for the treatment and diagnosis of hematopoietic related 
5 disorders such as, for example, anemia, pancytopenia, leukopenia, thrombocytopenia 
or leukemia since stromal cells are important in the production of cells of 
hematopoietic lineages. The uses include bone marrow cell ex-vivo culture, bone 
marrow transplantation, bone marrow reconstitution, radiotherapy or chemotherapy of 
neoplasia. 

10 

Example 55: Human Dermal Fibroblast and Aortic Smooth Muscle Cell 
Proliferation 

The polypeptide of interest is added to cultures of normal human dermal 

15 fibroblasts (NHDF) and human aortic smooth muscle cells (AoSMC) and two co- 
assays are performed with each sample. The first assay examines the effect of the 
polypeptide of interest on the proliferation of normal human dermal fibroblasts 
(NHDF) or aortic smooth muscle cells (AoSMC). Aberrant growth of fibroblasts or 
smooth muscle cells is a part of several pathological processes, including fibrosis, and 

20 restenosis. The second assay examines IL6 production by both NHDF and SMC. IL6 
production is an indication of functional activation. Activated cells will have 
increased production of a number of cytokines and other factors, which can result in a 
proinflammatory or immunomodulatory outcome. Assays are run with and without 
co-TNFa stimulation, in order to check for costimulatory or inhibitory activity. 

25 Briefly, on day 1 , 96-well black plates are set up with 1 000 cells/well (NHDF) 

or 2000 cells/well (AoSMC) in 100 ^1 culture media. NHDF culture media contains: 
Clonetics FB basal media, lmg/ml hFGF, 5mg/ml insulin, 50mg/ml gentamycin, 
2%FBS, while AoSMC culture media contains Clonetics SM basal media, 0.5 |ig/ml 
hEGF, 5mg/ml insulin, l|ig/ml hFGF, 50mg/ml gentamycin, 50 jig/ml Amphotericin 

30 B, 5%FBS. After incubation @ 37°C for at least 4-5 hours culture media is aspirated 
and replaced with growth arrest media. Growth arrest media for NHDF contains 
fibroblast basal media, 50mg/ml gentamycin, 2% FBS, while growth arrest media for 
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AoSMC contains SM basal media, 50mg/ml gentamycin, 50^g/ml Amphotericin B, 
0.4% FBS. Incubate at 37C until day 2. 

On day 2, serial dilutions and templates of the polypeptide of interest are 
designed which should always include media controls and known-protein controls. 

5 For both stimulation and inhibition experiments, proteins are diluted in growth arrest 
media. For inhibition experiments, TNFa is added to a final concentration of 2ng/ml 
(NHDF) or 5ng/ml (AoSMC). Then add 1/3 vol media containing controls or 
supernatants and incubate at 37C/5% CO2 until day 5. 

Transfer 60|il from each well to another labeled 96-well plate, cover with a 

10 plate-sealer, and store at 4C until Day 6 (for IL6 ELISA). To the remaining 100 ^1 in 
the cell culture plate, aseptically add Alamar Blue in an amount equal to 10% of the 
culture volume (10|il). Return plates to incubator for 3 to 4 hours. Then measure 
fluorescence with excitation at 530nm and emission at 590nm using the CytoFluor. 
This yields the growth stimulation/inhibition data. 

15 On day 5, the IL6 ELISA is performed by coating a 96 well plate with 50- 1 00 

ul/well of Anti-Human IL6 Monoclonal antibody diluted in PBS, pH 7.4, incubate ON 
at room temperature. 

On day 6, empty the plates into the sink and blot on paper towels. Prepare 
Assay Buffer containing PBS with 4% BSA. Block the plates with 200 |il/well of 

20 Pierce Super Block blocking buffer in PBS for 1-2 hr and then wash plates with wash 
buffer (PBS, 0.05% Tween-20). Blot plates on paper towels. Then add 50 |ul/well of 
diluted Anti-Human IL-6 Monoclonal, Biotin-labeled antibody at 0.50 mg/ml. Make 
dilutions of IL-6 stock in media (30, 10, 3, 1, 0.3, 0 ng/ml). Add duplicate samples to 
top row of plate. Cover the plates and incubate for 2 hours at RT on shaker. 

25 Wash plates with wash buffer and blot on paper towels. Dilute EU-labeled 

Streptavidin 1 :1000 in Assay buffer, and add 100 nl/well. Cover the plate and 
incubate 1 h at RT. Wash plates with wash buffer. Blot on paper towels. 

Add 100 ul/well of Enhancement Solution. Shake for 5 minutes. Read the 
plate on the Wallac DELFIA Fluorometer. Readings from triplicate samples in each 

30 assay were tabulated and averaged. 

A positive result in this assay suggests AoSMC cell proliferation and that the 
gene product of interest may be involved in dermal fibroblast proliferation and/or 
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smooth muscle cell proliferation. A positive result also suggests many potential uses 
of polypeptides, polynucleotides, agonists and/or antagonists of the gene/gene product 
of interest. For example, inflammation and immune responses, wound healing, and 
angiogenesis, as detailed throughout this specification. Particularly, polypeptides of 
5 the gene product and polynucleotides of the gene may be used in wound healing and 
dermal regeneration, as well as the promotion of vasculargenesis, both of the blood 
vessels and lymphatics. The growth of vessels can be used in the treatment of, for 
example, cardiovascular diseases. Additionally, antagonists of polypeptides of the 
gene product and polynucleotides of the gene may be useful in treating diseases, 

10 disorders, and/or conditions which involve angiogenesis by acting as an anti -vascular 
(e.g., anti-angiogenesis). These diseases, disorders, and/or conditions are known in 
the art and/or are described herein, such as, for example, malignancies, solid tumors, 
benign tumors, for example hemangiomas, acoustic neuromas, neurofibromas, 
trachomas, and pyogenic granulomas; artheroscleric plaques; ocular angiogenic 

15 diseases, for example, diabetic retinopathy, retinopathy of prematurity, macular 
degeneration, corneal graft rejection, neovascular glaucoma, retrolental fibroplasia, 
rubeosis, retinoblastoma, uvietis and Pterygia (abnormal blood vessel growth) of the 
eye; rheumatoid arthritis; psoriasis; delayed wound healing; endometriosis; 
vasculogenesis; granulations; hypertrophic scars (keloids); nonunion fractures; 

20 scleroderma; trachoma; vascular adhesions; myocardial angiogenesis; coronary 
collaterals; cerebral collaterals; arteriovenous malformations; ischemic limb 
angiogenesis; Osier- Webber Syndrome; plaque neovascularization; telangiectasia; 
hemophiliac joints; angiofibroma; fibromuscular dysplasia; wound granulation; 
Crohn's disease; and atherosclerosis. Moreover, antagonists of polypeptides of the 

25 gene product and polynucleotides of the gene may be useful in treating anti- 
hyperproliferative diseases and/or anti-inflammatory known in the art and/or 
described herein. 

One skilled in the art could easily modify the exemplified studies to test the 
activity of polynucleotides (e.g., gene therapy), antibodies, agonists, and/or 
30 antagonists and fragments and variants thereof. 
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Example 56: Cellular Adhesion Molecule (CA1VD Expression on Endothelial 
Cells 

The recruitment of lymphocytes to areas of inflammation and angiogenesis 
involves specific receptor-ligand interactions between cell surface adhesion molecules 
5 (CAMs) on lymphocytes and the vascular endothelium. The adhesion process, in 
both normal and pathological settings, follows a multi-step cascade that involves 
intercellular adhesion molecule- 1 (ICAM-1), vascular cell adhesion molecule- 1 
(VCAM-1), and endothelial leukocyte adhesion molecule- 1 (E-selectin) expression on 
endothelial cells (EC). The expression of these molecules and others on the vascular 

1 0 endothelium determines the efficiency with which leukocytes may adhere to the local 
vasculature and extravasate into the local tissue during the development of an 
inflammatory response. The local concentration of cytokines and growth factor 
participate in the modulation of the expression of these CAMs. 

Briefly, endothelial cells (e.g., Human Umbilical Vein Endothelial cells 

15 (HUVECs)) are grown in a standard 96 well plate to "confluence, growth medium is 
removed from the cells and replaced with 100 jtl of 199 Medium (10% fetal bovine 
serum (FBS)). Samples for testing and positive or negative controls are added to the 
plate in triplicate (in 10 ^il volumes). Plates are then incubated at 37°C for either 5 h 
(selectin and integrin expression) or 24 h (integrin expression only). Plates are 

20 aspirated to remove medium and 1 00 nl of 0. 1 % paraformaldehyde-PBS(with Ca++ 
and Mg++) is added to each well. Plates are held at 4°C for 30 min. Fixative is 
removed from the wells and wells are washed IX with PBS(+Ca,Mg) + 0.5% BSA 
and drained. 10 \il of diluted primary antibody is added to the test and control wells. 
Anti-ICAM-l-Biotin, Anti-VCAM-l-Biotin and Anti-E-selectin-Biotin are used at a 

25 concentration of 10 ^g/ml (1:10 dilution of 0.1 mg/ml stock antibody). Cells are 
incubated at 37°C for 30 min. in a humidified environment. Wells are washed three 
times with PBS(+Ca,Mg) + 0.5% BSA. 20 \il of diluted ExtrAvidin-Alkaline 
Phosphotase (1 :5,000 dilution, refered to herein as the working dilution) are added to 
each well and incubated at 37°C for 30 min. Wells are washed three times with 

30 PBS(+Ca,Mg)+0.5% BSA. Dissolve 1 tablet of p-Nitrophenol Phosphate pNPP per 5 
ml of glycine buffer (pH 10.4). 100 nl of pNPP substrate in glycine buffer is added to 
each test well. Standard wells in triplicate are prepared from the working dilution of 
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the ExtrAvidin-Alkaline Phosphotase in glycine buffer: 1 :5,000 (10°) > 10" 0 5 > 10' 1 > 
10" 1 5 . 5 \xl of each dilution is added to triplicate wells and the resulting AP content in 
each well is 5.50 ng, 1.74 ng, 0.55 ng, 0.18 ng. 100 ^1 of pNNP reagent is then 
added to each of the standard wells. The plate is incubated at 37°C for 4h. A volume 
5 of 50 pi of 3M NaOH is added to all wells. The plate is read on a plate reader at 405 
nm using the background subtraction option on blank wells filled with glycine buffer 
only. Additionally, the template is set up to indicate the concentration of AP- 
conjugate in each standard well [ 5.50 ng; 1.74 ng; 0.55 ng; 0.18 ng]. Results are 
indicated as amount of bound AP-conjugate in each sample. 

10 

Example 57: Alamar Blue Endothelial Cells Proliferation Assay 

This assay may be used to quantitatively determine protein mediated 
inhibition of bFGF-induced proliferation of Bovine Lymphatic Endothelial Cells 
(LECs), Bovine Aortic Endothelial Cells (BAECs) or Human Microvascular Uterine 

15 Myometrial Cells (UTMECs). This assay incorporates a fluorometric growth 
indicator based on detection of metabolic activity. A standard Alamar Blue 
Proliferation Assay is prepared in EGM-2MV with 10 ng /ml of bFGF added as a 
source of endothelial cell stimulation. This assay may be used with a variety of 
endothelial cells with slight changes in growth medium and cell concentration. 

20 Dilutions of the protein batches to be tested are diluted as appropriate. Serum-free 
medium (GIBCO SFM) without bFGF is used as a non-stimulated control and 
Angiostatin or TSP-1 are included as a known inhibitory controls. 

Briefly, LEC, BAECs or UTMECs are seeded in growth media at a density of 
5000 to 2000 cells/well in a 96 well plate and placed at 37-C overnight. After the 

25 overnight incubation of the cells, the growth media is removed and replaced with 

GIBCO EC-SFM. The cells are treated with the appropriate dilutions of the protein of 
interest or control protein sample(s) (prepared in SFM ) in triplicate wells with 
additional bFGF to a concentration of 10 ng/ ml. Once the cells have been treated 
with the samples, the plate(s) is/are placed back in the 37° C incubator for three days. 

30 After three days 10 ml of stock alamar blue (Biosource Cat# DAL1 100) is added to 
each well and the plate(s) is/are placed back in the 37°C incubator for four hours. The 
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plate(s) are then read at 530nm excitation and 590nm emission using the CytoFluor 
fluorescence reader. Direct output is recorded in relative fluorescence units. 

Alamar blue is an oxidation-reduction indicator that both fluoresces and 
changes color in response to chemical reduction of growth medium resulting from cell 

5 growth. As cells grow in culture, innate metabolic activity results in a chemical 
reduction of the immediate surrounding environment. Reduction related to growth 
causes the indicator to change from oxidized (non-fluorescent blue) form to reduced 
(fluorescent red) form. i.e. stimulated proliferation will produce a stronger signal and 
inhibited proliferation will produce a weaker signal and the total signal is proportional 

10 to the total number of cells as well as their metabolic activity. The background level 
of activity is observed with the starvation medium alone. This is compared to the 
output observed from the positive control samples (bFGF in growth medium) and 
protein dilutions. 



15 Example 58: Detection of Inhibition of a Mixed Lymphocyte Reaction 

This assay can be used to detect and evaluate inhibition of a Mixed 
Lymphocyte Reaction (MLR) by gene products (e.g., isolated polypeptides). 
Inhibition of a MLR may be due to a direct effect on cell proliferation and viability, 
modulation of costimulatory molecules on interacting cells, modulation of 

20 adhesiveness between lymphocytes and accessory cells, or modulation of cytokine 
production by accessory cells. Multiple cells may be targeted by these polypeptides 
since the peripheral blood mononuclear fraction used in this assay includes T, B and 
natural killer lymphocytes, as well as monocytes and dendritic cells. 

Polypeptides of interest found to inhibit the MLR may find application in 

25 diseases associated with lymphocyte and monocyte activation or proliferation. These 
include, but are not limited to, diseases such as asthma, arthritis, diabetes, 
inflammatory skin conditions, psoriasis, eczema, systemic lupus erythematosus, 
multiple sclerosis, glomerulonephritis, inflammatory bowel disease, Crohn's disease, 
ulcerative colitis, arteriosclerosis, cirrhosis, graft vs. host disease, host vs. graft 

30 disease, hepatitis, leukemia and lymphoma. 

Briefly, PBMCs from human donors are purified by density gradient 
centrifugation using Lymphocyte Separation Medium (LSM®, density 1.0770 g/ml, 
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Organon Teknika Corporation, West Chester, PA). PBMCs from two donors are 
adjusted to 2 x 10 6 cells/ml in RPMI-1640 (Life Technologies, Grand Island, NY) 
supplemented with 10% FCS and 2 mM glutamine. PBMCs from a third donor is 
adjusted to 2 x 10 5 cells/ml. Fifty microliters of PBMCs from each donor is added to 
5 wells of a 96-well round bottom microtiter plate. Dilutions of test materials (50 is 
added in triplicate to microtiter wells. Test samples (of the protein of interest) are 
added for final dilution of 1:4; rhuIL-2 (R&D Systems, Minneapolis, MN, catalog 
number 202-IL) is added to a final concentration of 1 |ag/ml; anti-CD4 mAb (R&D 
Systems, clone 34930.1 1, catalog number MAB379) is added to a final concentration 

10 of 10 ng/ml. Cells are cultured for 7-8 days at 37°C in 5% C0 2 , and 1 juC of [ 3 H] 
thymidine is added to wells for the last 16 hrs of culture. Cells are harvested and 
thymidine incorporation determined using a Packard TopCount. Data is expressed as 
the mean and standard deviation of triplicate determinations. 

Samples of the protein of interest are screened in separate experiments and 

15 compared to the negative control treatment, anti-CD4 mAb, which inhibits 
proliferation of lymphocytes and the positive control treatment, IL-2 (either as 
recombinant material or supernatant), which enhances proliferation of lymphocytes. 

One skilled in the art could easily modify the exemplified studies to test the 
activity of polynucleotides (e.g., gene therapy), antibodies, agonists, and/or 

20 antagonists and fragments and variants thereof. 

It will be clear that the invention may be practiced otherwise than as 
particularly described in the foregoing description and examples. Numerous 
modifications and variations of the present invention are possible in light of the above 
teachings and, therefore, are within the scope of the appended claims. 

25 The entire disclosure of each document cited (including patents, patent 

applications, journal articles, abstracts, laboratory manuals, books, or other 
disclosures) in the Background of the Invention, Detailed Description, and Examples 
is hereby incorporated herein by reference. Further, the hard copy of the sequence 
listing submitted herewith and the corresponding computer readable form are both 

30 incorporated herein by reference in their entireties. Additionally, the contents of U.S. 
Provisional Applications Serial No. 60/164,744 and 60/215,140 are all hereby 
incorporated by reference in their entirety. 
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ATCC Deposit No. PTA-868 
Page No. 2 

CANADA 

The applicant requests that, until either a Canadian patent has been issued on the basis of an 
application or the application has been refused, or is abandoned and no longer subject to 
reinstatement, or is withdrawn, the Commissioner of Patents only authorizes the furnishing of 
a sample of the deposited biological material referred to in the application to an independent 
expert nominated by the Commissioner, the applicant must, by a written statement, inform 
the International Bureau accordingly before completion of technical preparations for 
publication of the international application. 

NORWAY 

The applicant hereby requests that the application has been laid open to public inspection (by 
the Norwegian Patent Office), or has been finally decided upon by the Norwegian Patent 
Office without having been laid open inspection, the furnishing of a sample shall only be 
effected to an expert in the art. The request to this effect shall be filed by the applicant with 
the Norwegian Patent Office not later than at the time when the application is made available 
to the public under Sections 22 and 33(3) of the Norwegian Patents Act. If such a request has 
been filed by the applicant, any request made by a third party for the furnishing of a sample 
shall indicate the expert to be used. That expert may be any person entered on the list of 
recognized experts drawn up by the Norwegian Patent Office or any person approved by the 
applicant in the individual case. 

AUSTRALIA 

The applicant hereby gives notice that the furnishing of a sample of a microorganism shall 
only be effected prior to the grant of a patent, or prior to the lapsing, refusal or withdrawal of 
the application, to a person who is a skilled addressee without an interest in the invention 
(Regulation 3.25(3) of the Australian Patents Regulations). 

FINLAND 

The applicant hereby requests that, until the application has been laid open to public 
inspection (by the National Board of Patents and Regulations), or has been finally decided 
upon by the National Board of Patents and Registration without having been laid open to 
public inspection, the furnishing of a sample shall only be effected to an expert in the art. 

UNITED KINGDOM 

The applicant hereby requests that the furnishing of a sample of a microorganism shall only 
be made available to an expert. The request to this effect must be filed by the applicant with 
the International Bureau before the completion of the technical preparations for the 
international publication of the application. 
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DENMARK 

The applicant hereby requests that, until the application has been laid open to public 
inspection (by the Danish Patent Office), or has been finally decided upon by the Danish 
Patent office without having been laid open to public inspection, the furnishing of a sample 
shall only be effected to an expert in the art. The request to this effect shall be filed by the 
applicant with the Danish Patent Office not later that at the time when the application is made 
available to the public under Sections 22 and 33(3) of the Danish Patents Act. If such a 
request has been filed by the applicant, any request made by a third party for the furnishing of 
a sample shall indicate the expert to be used. That expert may be any person entered on a list 
of recognized experts drawn up by the Danish Patent Office or any person by the applicant in 
the individual case. 

SWEDEN 

The applicant hereby requests that, until the application has been laid open to public 
inspection (by the Swedish Patent Office), or has been finally decided upon by the Swedish 
Patent Office without having been laid open to public inspection, the furnishing of a sample 
shall only be effected to an expert in the art. The request to this effect shall be filed by the 
applicant with the International Bureau before the expiration of 16 months from the priority 
date (preferably on the Form PCT/RO/134 reproduced in annex Z of Volume I of the PCT 
Applicant's Guide). If such a request has been filed by the applicant any request made by a 
third party for the furnishing of a sample shall indicate the expert to be used. That expert 
may be any person entered on a list of recognized experts drawn up by the Swedish Patent 
Office or any person approved by a applicant in the individual case. 

NETHERLANDS 

The applicant hereby requests that until the date of a grant of a Netherlands patent or until the 
date on which the application is refused or withdrawn or lapsed, the microorganism shall be 
made available as provided in the 31F(1) of the Patent Rules only by the issue of a sample to 
an expert. The request to this effect must be furnished by the applicant with the Netherlands 
Industrial Property Office before the date on which the application is made available to the 
public under Section 22C or Section 25 of the Patents Act of the Kingdom of the Netherlands, 
whichever of the two dates occurs earlier. 
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What Is Claimed Is: 

1 . An isolated nucleic acid molecule comprising a polynucleotide having 
a nucleotide sequence at least 95% identical to a sequence selected from the group 
5 consisting of: 

(a) a polynucleotide fragment of SEQ ID NO:X or a polynucleotide fragment 
of the cDNA sequence included in ATCC Deposit No:Z, which is hybridizable to 
SEQ ID NO:X; 

(b) a polynucleotide encoding a polypeptide fragment of SEQ ID NO:Y or a 
10 polypeptide fragment encoded by the cDNA sequence included in ATCC Deposit 

No:Z, which is hybridizable to SEQ ID NO:X; 

(c) a polynucleotide encoding a polypeptide domain of SEQ ID NO: Y or a 
polypeptide domain encoded by the cDNA sequence included in ATCC Deposit 
No:Z, which is hybridizable to SEQ ID NO:X; 

15 (d) a polynucleotide encoding a polypeptide epitope of SEQ ID NO:Y or a 

polypeptide epitope encoded by the cDNA sequence included in ATCC Deposit 
No:Z, which is hybridizable to SEQ ID NO:X; 

(e) a polynucleotide encoding a polypeptide of SEQ ID NO:Y or the cDNA 
sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ ID NO:X, 

20 having biological activity; 

(f) a polynucleotide which is a variant of SEQ ID NO:X; 

(g) a polynucleotide which is an allelic variant of SEQ ID NO:X; 

(h) a polynucleotide which encodes a species homologue of the SEQ ID 

NO:Y; 

25 (i) a polynucleotide capable of hybridizing under stringent conditions to any 

one of the polynucleotides specified in (a)-(h), wherein said polynucleotide does not 
hybridize under stringent conditions to a nucleic acid molecule having a nucleotide 
sequence of only A residues or of only T residues. 
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2. The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding a secreted 
protein. 

3. The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding the sequence 
identified as SEQ ID NO:Y or the polypeptide encoded by the cDNA sequence 
included in ATCC Deposit No:Z, which is hybridizable to SEQ ID NO:X. 

4. The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises the entire nucleotide sequence of SEQ ID NO:X 
or the cDNA sequence included in ATCC Deposit No:Z, which is hybridizable to 
SEQIDNO:X. 

5. The isolated nucleic acid molecule of claim 2, wherein the nucleotide 
sequence comprises sequential nucleotide deletions from either the C-terminus or the 
N-terminus. 

6. The isolated nucleic acid molecule of claim 3, wherein the nucleotide? 
sequence comprises sequential nucleotide deletions from either the C-terminus or the 
N-terminus. 

7. A recombinant vector comprising the isolated nucleic acid molecule of 
claim 1. 

8. A method of making a recombinant host cell comprising the isolated 
nucleic acid molecule of claim 1. 

9. A recombinant host cell produced by the method of claim 8. 

10. The recombinant host cell of claim 9 comprising vector sequences. 
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11. An isolated polypeptide comprising an amino acid sequence at least 
95% identical to a sequence selected from the group consisting of: 

(a) a polypeptide fragment of SEQ ID NO:Y or the encoded sequence 
included in ATCC Deposit No:Z; 
5 (b) a polypeptide fragment of SEQ ID NO: Y or the encoded sequence 

included in ATCC Deposit No:Z, having biological activity; 

(c) a polypeptide domain of SEQ ID NO: Y or the encoded sequence included 
in ATCC Deposit No:Z; 

(d) a polypeptide epitope of SEQ ID NO:Y or the encoded sequence included 
10 in ATCC Deposit No:Z; 

(e) a secreted form of SEQ ID NO:Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(f) a full length protein of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

15 (g) a variant of SEQ ID NO: Y; 

(h) an allelic variant of SEQ ID NO:Y; or 

(i) a species homologue of the SEQ ID NO:Y. 

12. The isolated polypeptide of claim 11, wherein the secreted form or the 
full length protein comprises sequential amino acid deletions from either the C- 

20 terminus or the N-terminus. 

13. An isolated antibody that binds specifically to the isolated polypeptide 
of claim 11. 

25 14. A recombinant host cell that expresses the isolated polypeptide of 

claim 11. 

15. A method of making an isolated polypeptide comprising: 

(a) culturing the recombinant host cell of claim 14 under conditions such that 
30 said polypeptide is expressed; and 

(b) recovering said polypeptide. 
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1 6. The polypeptide produced by claim 1 5. 

17. A method for preventing, treating, or ameliorating a medical condition, 
comprising administering to a mammalian subject a therapeutically effective amount 

5 of the polypeptide of claim 1 1 or the polynucleotide of claim 1 . 

18. A method of diagnosing a pathological condition or a susceptibility to 
a pathological condition in a subject comprising: 

(a) determining the presence or absence of a mutation in the polynucleotide of 
10 claim 1; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or absence of said mutation. 

19. A method of diagnosing a pathological condition or a susceptibility to 
15 a pathological condition in a subject comprising: 

(a) determining the presence or amount of expression of the polypeptide of 
claim 1 1 in a biological sample; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or amount of expression of the polypeptide. 

20 

20. A method for identifying a binding partner to the polypeptide of claim 
1 1 comprising: 

(a) contacting the polypeptide of claim 1 1 with a binding partner; and 

(b) determining whether the binding partner effects an activity of the 
25 polypeptide. 

21 . The gene corresponding to the cDNA sequence of SEQ ID NO: Y. 

22. A method of identifying an activity in a biological assay, wherein the 
30 method comprises: 

(a) expressing SEQ ID NO:X in a cell; 

(b) isolating the supernatant; 
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(c) detecting an activity in a biological assay; and 

(d) identifying the protein in the supernatant having the activity. 



23. 



The product produced by the method of claim 20. 
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<110> Human Genome Sciences, Inc. 

<120> 28 Human Secreted Proteins 

<130> PS712PCT 

<14 0> Unas signed 
<141> 2000-11-08 

<150> 60/164,744 
<151> 1999-11-12 

<150> 60/215,140 
<151> 2000-06-30 

<160> 190 

<170> Patent In Ver. 2.0 



<210> 1 
<211> 733 
<212> DNA 

<213> Homo sapiens 
<400> 1 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 
aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 
tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 
tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 
aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 
ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 
agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 
catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 
atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 
ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 
acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 
acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 
gactctagag gat 



<210> 2 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> Site 
<222> (3) 

<223> Xaa equals any of the twenty naturally ocurring L-amino acids 
<400> 2 

Trp Ser Xaa Trp Ser 
1 5 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
733 



<210> 3 
<211> 86 
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<212> DNA 

<213> Homo sapiens 

<400> 3 

gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 



<210> 4 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gcggcaagct ttttgcaaag cctaggc 27 



<210> 5 

<211> 271 

<212> DNA 

<213> Homo sapiens 

<400> 5 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 
aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 
gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 
ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 
ttttggaggc ctaggctttt gcaaaaagct t 



60 
120 
180 
240 
271 



<210> 6 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 6 

gcgctcgagg gatgacagcg atagaacccc gg 32 



<210> 7 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gcgaagcttc gcgactcccc ggatccgcct c 31 



<210> 8 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 8 

ggggactttc cc 12 



<210> 9 
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<211> 73 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag 73 



<210> 10 

<211> 256 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 

caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 120 

cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 180 

ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 24 0 

cttttgcaaa aagctt 256 



<210> 11 

<211> 2670 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (2664) 

<223> n equals a,t,g, or c 



<400> 11 

aattcccggg tcgacccacg cgtccggcag catgctgtgt gccctgctcc tcctgcccag 60 

cctcctgggg gccaccaggg ccagccccac ctcaggcccc caggagtgtg caaagggctc 120 

cacggtgtgg tgtcaggatc tgcagacagc tgccaggtgc ggggctgtgg ggtactgcca 180 

aggggccgta tggaacaaac ccaccgcgaa gtctctgccc tgcgacgtat gccaggacat 240 

agcagccgcc gctggcaatg ggctgaaccc tgacgccacg gagtctgaca tcctggcttt 300 

ggtgatgaag acctgtgagt ggctccccag ccaggagtct tcagccggat gcaagtggat 360 

ggtggatgcc cacagttcgg ccatcctgag catgctccgt ggggccccgg acagtgcccc 420 

ggcacaggtg tgcacagcgc tcagcctctg tgagccgctg cagaggcacc tggccaccct 480 

gaggccactc tccaaagagg acacctttga ggctgtggct ccgttcatgg ccaatgggcc 540 

ccttaccttc cacccccgcc aggcgcctga aggagctctg tgccaagact gtgtacggca 600 

ggtctcccga ctccaggagg ctgtccggtc caacttgacc ttggccgact tgaacatoca 660 

ggagcagtgt gagtccttgg ggcctggcct ggccgtcctc tgcaagaact acctcttcca 720 

gttttttgtc cctgctgacc aagcactgag gcttctcccc ccgcaggagc tctgcaggaa 780 

ggggggattc tgtgaggagc taggggcacc tgcccgtttg actcaagtag tggccatgga 840 

cggggtcccc tccctggagc tggggttgcc aaggaaacag agcgagatgc agatgaaggc 900 

cggtgtgacc tgtgaggtgt gcatgaacgt ggtgcagaag ctggaccact ggctcatgtc 960 

caacagctct gagctcatga tcacccatgc cctggagcgc gtgtgctcgg taatgcctgc 1020 

ctctatcacg aaggagtgca tcatcttggt ggacacctac agcccctcct tggtgcagct 1080 

tgtggccaaa atcaccccag agaaggtgtg caagttcatc cgtctgtgtg gcaaccggag 1140 

gcgggcccgg gcagtccatg atgcctatgc catcgtgccg tccccagagt gggatgcgga 1200 

gaaccagggc agcttctgca atgggtgcaa gaggctgctc acggtgtcct cccacaacct 1260 

ggagagcaag agcaccaagc gagacatcct ggtggccttc aagggtggct gcagcatcct 1320 

gccgctgccc tatatgatcc agtgcaagca cttcgtcacc cagtacgagc ccgtgctcat 13 80 

tgagagtctc aaggacatga tggaccccgt ggctgtgtgc aagaaggtgg gggcctgcca 144 0 

cggccccagg accccactgc tgggcaccga ccagtgtgcc ctgggcccaa gcttctggtg 1500 
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caggagccag gaggccgcaa gctgtgcaac gctgtgcaac actgccagaa gcatgtatgg 1560 

aaagagatgc acctccacgc tggggaacac gcgtgaccgt ggctgccaga gacccagagc 1620 

ctgttagcga ggcccatgag gtgggtgctt tccccatccc catttcacaa atgaaaaact 1680 

gaagctctga ggagggaggc tgggaaggag cagagctgaa gttcaaaacc aagtattcct 174 0 

gatcccgaaa gcctctctct taacaacggt gccgcacagc tttgcccttg aaagcatctc 1800 

tactggaccg gaacacactc atgtgccccg ctccctgacc cagccaaggc tgccctttca 1860 

tctccaaggc tgagatgttg ccggtggtcc catgagagcc tgcccatggg ctcaggtgcc 1920 

cctttacctt ctgctggatg gacatctggc tgtgagccag gctggggtca tggccggggt 198 0 

gagcggaggc aggggtggac ggaggcttcg agggcccatc actagtaggg tcattacctc 2040 

ttgccaacag ccgggggtgg gagtctgggt ctcgctcagg ccagagcttc tcaacctgga 2100 

gtccctgggg gtggctgcca aaggtgtgta tgacaagcac gtatccctgg acatttccgg 2160 

ggagaggtct ggggctttgg tcacattctc caagggctgc tgggcttcgg agcagtcccc 2220 

ccccatgtct cagccactac agggtccctc tctctccttg caccccagac cctccgctgc 2280 

cctggtaatg agcagaagga aagtcttggg gtgtgctcaa agtcaggaga gcaaaatatg 234 0 

ccaggcaaaa gctcccggga aaagcctgag gagtctgggg tggccaccgg gatgtggagc 24 00 

agcgagggca aagacggtga acacagccct ccagctgtct gagcctcagt tttctaatct 24 60 

gtagaatggg gatgatcata cctgcctcac aagaatgttg agacaattca cagagacgtt *252 0 

ctggagcccc tttcccccga gaccggcatt catgagtctg ctgggaccag aaaacccatc 2580 

tcaggggccc agcggggcac ccaggagagt ctggcggtgc aagcgctgta taaaccacaa 264 0 

gcgttctcca aaaaaaaaaa aaanaaaaaa 2670 



<210> 12 
<211> 2187 
<212> DNA 

<213> Homo sapiens 
<400> 12 

gcgtccgaca acatggctga cgtgtcagcc aaggacagca gccaggagac gctggtgaac 60 

ctggcggggc tcttggtcag cctcctgatg ctccctctgg tgtcaggttg ccctggcttc 12 0 

agccttggat gtttcttctt cctcactgcc ctccacatct acgccaacta ccgcgcggtc 180 

cgagccctgg tcatggagac cttgaacgaa ggccggctcc ggctggtcct gaagcactac 24 0 

cttcagaggg gagaggtact cgacccaact gcagccaatc gcatggagcc gctgtggaca 300 

ggtttctggc cagctccgtc tctatccctg ggggtcccct tacaccgctt ggtctccagt 360 

gtctttgagc tgcagcagct ggttgagggg caccaagaat cctacctcct ctgctgggac 420 

cagtcacaaa accaggtaca ggtagttctg aaccagaagg caggccccaa gaccatccta 480 

agggccgcca cacatgggct gatgcttggg gccctgcagg gagatggacc ccttccagca 54 0 

gagctggagg agctgaggaa ccgggtgcgg gcaggtccta gaaagagagc tgggtcgtcg 600 

tcaaggagac acacgaagtg ttggacatgc tgttcccaaa gttcttgaaa ggactgcagg 660 

atgccggctg gaagaccgag aagcaccagc tagaggtgga tgagtggagg gccacatggc 720 

ttctgtctcc cgaaaagaag gtcttgtgag cagcccagac ggaggcccaa gcccagggca 7 80 

ggaacctgga gcaaggacac tttggccaca gcaggacagg ggaaaggcag ctttattttt 840 

ccttagggca actgcagcgg gtgggccagg ccctcatggg aagtgactgc caatcagatg 900 

cagtgggccc caggcagagg aaggccggga gaaggggagc caggaccttc tcaccccact 960 

gccccttccc cttttctggg gagcaccgca ggctcctcac ccccacttcc tgtgaggctg 1020 

tggcttatgg tgtccaacgc agttggtctt aggcatagaa gccccagagg aacacggcca 1080 

ctgccatcat gagcagggca ttgaggttga ccacacgggc ccagctcggg tcctcgctga 114 0 

tgtcctccag ccgcctggct gctgccgctg cctcctcctg ggtaaggggc ggaggactgc 12 00 

ccaccccacc tctgctcatt ccacaaaacc agagcaggca ctggcggaag aggcttggtg 1260 

ccggggcctg gggctctgag ggaaattgag gccctgcagt tagtttgcgg gaactcagct 1320 

cctccagccc cacctcccag catggtgccc taccattcat ctccatggca ctctctgggc 13 80 

acccattctg tacagggagt gaggagcctt gctgctcatc agcatccagg tcctcccgtt 1440 

cctccttgct atgccggaga ctgaagacca ggcggtggag ctggggaggg tgggagcacg 1500 

aacgaggtgg gagttctgtc cccccatgcc tggccctaaa gtctcttgca caccagctcg 1560 

tcactgcctg ccctacccac ctctgtccag tctacacacc cagcccaggc ttaactcatg 1620 

ccaactccac cctacatggc tgccctgtgc cctcgggata aaccccaagc ccctgagctt 1680 

gtgtttaaag ccgttggcct tgctccccca gctttgtcag ctcaggtctg tctacaccca 1740 

gatggtagcg cttgtgacac tggcctggca gtcctgctca cagtgttctg tgcctgtgtg 1800 
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ctcccaccct ttcctcctgc tgctgcagaa acccggccat ccttccacac ccagatctct 1860 

tgtcctgtcc tcaccccacc ctgccaccat cagccctgcc tggagccacc tgccctttgg 1920 

caacaaaacc aaaccttttt gtgggcgttc aagatggtat tgtgcccacc agtcagatcc 1980 

tgtgttttga gtcccaaagg ccatgccaag gattggcttt tgggaggctt taatcaccaa 204 0 

cccatcaaca tcaagcctcc cccaggccgg ttcaaataaa tgtatttaaa taaaaaaaaa 2100 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2160 

aaaaaaaaaa aaaaaaaaaa aaaaaaa 2187 



<210> 13 
<211> 2664 
<212> DNA 

<213> Homo sapiens 
<400> 13 

ccacgcgtcc gctctgtcac tggtgccttc tggaagatgg cttccccttg gggagcattt 60 

cctgcaaaga ctcacaagtt taaaataatt taggatattt ctctgtactt gagagccagg 120 

ataggatgag agttggtcct gccctgatgc tgtaaggcca ctcctgtctc agaccctgag 180 

gtcctcagga gtggtttccc aagtactgtt gtagttgtat ggcaagatca ctcttgatta 240 

ttttaggagc tgattttact tttcctacct cttttaactg cttccaaaag atgaatctgg 300 

ccaagaagag caggggctca ttcactcatt tactcactca ttcctggtgc ttgagtttat 360 

tcctgaagga agctgaccaa gggttgagag aaaacaactt tgatttttct catgtctgcc 420 

ccagcaaacc tcctttgtgg actgattctc cttctgtgcc tggaagaaac tgggataatc 480 

ccaggacttt tctggtccct tctaggtaat tcagtgtctt ccactaatgt ggccccacac 54 0 

aggctgggct tgttgattag tataggtcca gcaaaacagt taaaactcta catgtcttcc 600 

gcatgtgaac ctcttcccaa cctcacctgg tgctgtggca ggtgggaggc tgggtgtcag 660 

gctggctgct gccccctggg ttctgcccag ctggtagcta tggcttccaa ccctccagtg 720 

ggaggaacaa gagggataag aggtaaggac aggagaggtt ctgtatggct ggcatggcag 780 

agagctggca catgaggctg gcaggaaatc cagagggctc tgggggcatt ctcatggtct 84 0 

cctaagtgac cacactaccc tggggtgtct ctgccacaac tggccaactc aggaggtgta 900 

tcctctccag ctggtccctt acactcactt ccttagccct aggtggccgt ggtacctcta 96 0 

gcctcttgcc aaggtctgcc ctcacatctc caggaaccct tctgggcagg atttaagaca 102 0 

tcccaggcca gtgttcaggc actatgaccc cacctggtcc acaggaaatg tgcacctttg 1080 

atccactggg ttagggttat ttccacatgc agcctagttg cctactggga gctccaggag 1140 

tcaacttttg ccctttagat ttcttgagtg taagagggat accaggtctc tgcccaccac 1200 

cagcctcaga aggcacacag taggcacttg caggcctcgt gaaacccctc ttggaatgaa 1260 

gtaaggagaa agctgcccat ccctctcatg gtacaggttg ggtggggaca gactgagagc 1320 

actgcccccc tctcccaagg aagccctcct gtcaaacttg agcttctctc atcttcaaca 1380 

cctcctctac ctagatcacc cagaatttca catgggaaca attggcactt cttgtcttgg 1440 

ggcctcagct aaaattcaga ctggaaaagc tccatattaa catcctgttc taatgcaagt 1500 

aaaaaaagag ctgctatggt ctttgcttct tggtatttag agtctagtgg gagaatattg 1560 

gctacttaat gcagtctctt ccattttcaa tatgtaactg aggcatcctt ctactgataa 1620 

cagccaaaac ttcaagaaaa aatattttaa gcctttaaaa atacatttgt gggctggtag 16 80 

gaaattaagg aataatcaga gaccaaaaac taagtgaagc tgagaaccca gagataactt 1740 

tattaaagga gaatattaaa catatacttc acgcagaagg aagagaattc caggtggaag 1800 

atttgagatg caagggggaa tgaaaaacaa gaaggtggtg actatatggg taaatcaaat 1860 

caaatcaaac accttgtgta aaataataat ggtgatataa gaattttaaa aagagaaata 1920 

agtatatagt cataatatga tacaaatttg aagagggtga tgagttaaaa agttctaaga 1980 

ttcttgtgtt aactttggag gatggttatc taatttgtaa taaaattttc aggataatca 2 040 

tcaaccgtag aaatggggtt gaaatttcaa actaatggaa agaaaaaaga atgagaaaat 2100 

ataatcaatc aaaaggaaaa gactagaaag ggaaaggaaa aaagaaacac aaaagaggtg 2160 

gaacaaaagt ccaaatatat cagtaactac aataaacata aatggaataa acataacaac 2220 

taaaagataa agattattaa agtggattac tatatgctgt ttacagaaaa cacatctaca 22 80 

ctctaagggt acagaaagga tgaaagtaaa aggatgggaa agggtatact ggggaaatat 2340 

aactgaagga aatatgatga atctatatta atgtaaaaaa attgattttg gggtaaaaag 2400 

catcactgga gatagagaga atcactatgt aatgattaaa ctattcattt catcaagcag 2460 

ataatataat tttgaatttt attctttcca taacataatt tcaaaatctg taaagcaaat 2520 

attgacagaa ctataaggaa gaatatataa attcatcatc agagagaaat attttaaata 2580 
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ctgtaactca gtattttata gaagaagtaa ataaaagcca gtaaaggtta tagaacattt 2 640 

gaacaatgca aaaaaaaaaa aaaa 2664 



<210> 14 

<211> 3393 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (3348) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (3371) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (3386) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (3390) 

<223> n equals a,t,g, or c 
<400> 14 

aatcccttcc tatatttggt acgcctgccg gtaccggtcc ggaattcccg ggtcgaccca 60 
cgcgtccggg gaaaagggca tggttgggag gttgagcagt aagagaccat taatactaag 120 
tattttgcct gaaatgcttc tttataatta tttcagggaa ggaataagat aatctcagac 180 
ttactggggt ggggcttggg gaatgtttgg atgttgctct ttttcttctt ccttcttttt 240 
tttttttttt ttttttggtt ggtgttgttt ggcatttttt tcttttcctt tttaaagaaa 300 
atgttttcag gaaacatgaa caaacatact gccaattata gtggggctgg gaaggcacag 360 
gagctggcga cctctcagct gcatagttgg gacggcaaac cctgctgtga gcttctcaga 420 
cttttcacct acttcaccta ttaagaagcc atgaggagtt gtaaactctt gttcagggaa 480 
gaaaagaggg caggaggaak taacccaatg cctttaaata caaaacagat gaaaaacaaa 54 0 

atactcattt ttccttttct attgtgggtt tggggagcca aaccaagtgt gactgtgagc 600 
acgttcactg agaggcatga caacattatt gaagaggtct ttccattatg tctggttctc 660 
ttattttctt aagtcaagcc ttaactatgw acatacttta agatgatacg ggtctgtcac 720 
cataaacctg taaaagggca tcgacagctt ttcagataat ccaggaatgt tgagacatgg 780 
ctaagtttct agctgatact tagtcattcc ctcttgatat tgttgggatg ggtagccaaa 840 
aggcaggctt gtgggagtta agagccaatg atacctggaa acatgggagg tagctggggg 900 
tacaagtgga tgttgagact gaaggaagag gtggaaagaa gacacagaag gcacccagat 960 
gccaaaaggc ctggcatgaa tgagagttgg catctgtcct gttgtggtgt tcccattctt 1020 
gccataccca tttgcccaga ttgttctgat tctcatgttc aattgactat cccacatgag 1080 
actacagttt ataggcagtg aggaattgtt tcttcctggg aaatgtcctt ccagcaactt 1140 
cagaggaatg ggaaagtgtt aatcttacgt gaagcaaagg agcctggact aggggcagag 1200 
agaaagaagc agcagcccac cttctttgtg tttgcacatg tgcctatgtc gtgtacattg 1260 
gtacctgact gtggctcaga tctgcgtcgc agcagcgaga gaagaaatca ctccatatcc 1320 
gatgagagga agggtggcac araratggtg tctacaatta gagacatttc tgactycacc 13 80 

ttagcctaag caaactttat atactgagta acatttgaag gttgtctttt aatggtgggg 144 0 

ggtgtttttt cctttttaaa ctacagtgct tgcacaagag agggagggac tywkaawwkk 1500 
ttagggcagg tgagggagac agkrgatggs ctgrgatgac ttgagtccat catactattg 1560 
cttggcaggt gtcctccccc atgtttgatt caaattccat gagtgaccta cctttcccca 1620 
ggaatgggac tgagagggta gtctccagca actcagtctg cacagggctc cccgttcagg 1680 
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ctgcctttgg tggttgtgct tttgtaagtt tctttctctg cacttcgact tacctctgaa 174 0 

tcagaaagca agcccagcag gtgaatgagg gatgtctgct tggcattgcc caatctaacc 1800 

agggaggctg gctggccacc cactgtccge tagaggggag agctagcagg tgttggtatg 1860 

aactcaggaa tagaaacacg aggccttttt aaatacgagg gagaagaatc catgatgcat 1920 

acctgtaacc ccctagaacc caagtgccag aattcctaga tgctgcttct gtttgaacaa 1980 

aatgtcactg cttttacact tgaaaaaaac acactcgaaa aatgttcaac tccatgaaaa 2040 

atattttttg gctttaagaa attgtttggt gtttaactgt ttcctttgat tgccattcca 2100 

ccagtaaatt gttggttgat ttgcactgca ctctggggtt ggggttggga ggggagggtc 2160 

cttatacaga gccgaacctg gggttgctca ggaagtgggc cagggaatgt ggaagtcgtt 2220 

gacattgcct gggccaaaag agtgggagat agtttttctc ccctcagccc actcctggta 2280 

gcacctgtcg ccagcctggt acaaagccag gcctttttct tctgtgagca tctcatcact 2340 

gtccagcagc aggtggaaaa agggggacaa caaccagacc tattttttct cccccatttt 2400 

ttccaaattt tgctgtgcca aatgtttaaa attttataaa tatgaatcta ttgaaatttc 2460 

cttaatcaag agcttcttcg tgtaaagttt gcttttttag ctatagaaaa agaaaacagt 2520 

aaatatctct taatggcatc cagccttgct gagctcacct tttttcctga agaatgggta 2580 

ggagtgaaat atttaatgta aacatttcac caagtccctt taccctaatt ttgaagctgc 2640 

attaaaccca actcactaac acagggaatg attgcaccct agtcctctgt gggccaagaa 2700 

actttcagaa gcattaaaaa aatagttgaa gtatatcact tctcaccaag tgggtagagt 2760 

cagttggctg tttgtccctt gttttttatt tattccataa ttatgtttgt gctttttgtt 2 820 

ttgtaaacag taatggaacg tacattttta ttttgtttag aagacaactt tgattcaatc 2880 

tttcaagaac tgttccattc ttggtttctt cttaggggga taaaaagtta ccagttaatt 2940 

tgttttgaga tatttaagca ttctttgagt tatagaattg tgatgcaggg atttgtgaat 3000 

gagacattta catgtgaaag gtgacttcac tagttacctg cttgagcaga gtaaagtgtg 3060 

tatatgtaca taaaatgtaa gtaatcttaa ctccattgtg cagtgccttt tagatgttcc 3120 

gctttctata aagtcttcaa atttttgcat atatattata tatatatgat gtaatgttat 3180 

agaaatatat gtataatata catatttttt ccaggggtat ctgatagctc tgtattttgt 3240 

tatggaagtt gaaagaaaaa agtattttac ctcagaaatt aaataaaaaa atacttttaa 3300 

gtaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaanaa aaaaaaaaaa 3360 

aaaaaaaaaa naaaaaaaaa aaaaanaaan caa 3393 



<210> 15 
<211> 1604 
<212> DNA 

<213> Homo sapiens 



<400> 15 

ccacgcgtcc 

ttccttattg 

atcagatatg 

attatgggag 

atggcaagga 

ctatttcctt 

ataacctgtg 

actttttcaa 

aagcaattac 

gctatatttt 

gtataacaaa 

gggtgtgagt 

gtgcacacac 

gataacatgg 

aaaatcagag 

aagcaggata 

gagatggagt 

caacctccgc 

taccgtcacc 

accatattgg 

cccaaagtgc 



ggcagacaca 
cctctccata 
caaagaagct 
caaaatcttc 
ggaaatgagg 
tggactttgt 
tctttaaagt 
aatatgactc 
tatgtaaaag 
ccccagaaat 
ggagtgtgtg 
gtgtgtgggt 
atgttgtagt 
gcacagatga 
ctttgccacg 
cataggatac 
ctcgctctgt 
ctcccggatt 
tgccaccacg 
tcacgctgat 
tgggattaca 



ggcacttatt 
atagaaaaac 
cataacaatt 
agcttctggg 
aggcaaactt 
ataaacaagg 
aaatgtatct 
cccagcttat 
acacttagtg 
cccatttctg 
tgtgtgtggg 
gtgagagtgt 
attgttcata 
caaattatat 
tgactaggat 
atggaattga 
cactcaggct 
caagcaattc 
ccccagctaa 
ctcaaaatcc 
gtcgtgagcc 



cattcatctc 
tctttaatga 
ttttttaaaa 
ttcctgtctc 
tcatgtctat 
aaaggacagt 
taaataagta 
aacaagaata 
cttagcacac 
aaagcctatt 
tgtgagtgtg 
gtgtgtgagt 
gtggcaaaaa 
ctccaaatta 
gaagttacaa 
gtataatatg 
ggagtgcagt 
tcctccctca 
tttttgtatt 
tgacctcagg 
actgcacctg 



attgaaaagc 
gctctctttt 
atgcaaaaca 
actgaggaaa 
tttagttttc 
tgttagttca 
ggactcccat 
atagcaaaca 
actggaaata 
acaaagaaat 
tgtgggtgtg 
gtgagtgtgt 
ctagaaacaa 
tgaaacagaa 
aaagtattgt 
atttcttttt 
ggcacaatct 
gcctcctgag 
tttagtagag 
tgatccacct 
gccgatttct 



tacgagttgg 
tgtttttcaa 
agaatctcca 
tggatttgaa 
caatgcagtc 
gttattacag 
aaatgactac 
tcactttatt 
ttgttgactg 
aaaatcatca 
agtgtgtggg 
gtgtgtgtaa 
agtgaatatt 
tccagccatt 
tgagtgagaa 
tttttttttt 
cagctcactg 
tagctgggac 
atgggctttc 
gcctcagcct 
tttttaaaat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
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gatcaaaaaa ccatttatat gtgggaatat agctatatac ttttattatt gaattaccat 1320 

ggaaaaaaac atggaagagg gaggccaagg caggagaatc acttgaggcc caggagtttg 1380 

agaccagcct gggcaacaaa gcgagaccct catctctact aaaaatacaa aaattacctg 144 0 

ggcctggtga cacatgcctg taatcccagc tactcagaag actaaggcaa gtgaatcgct 1500 

tgaacccgag acgtggaggt tgcagtgaag tgagccaaga tcgcgccgtt gcactccagc 1560 

ctggtgacag agtgagagtc tttctcaaaa aaaaaaaaaa aaaa 1604 



<210> 16 

<211> 3541 

<212> DNA 

<213> Homo sapiens 

<400> 16 

gcgtccgcta acctgtagat aactatagat gaaactcaca ttttccttcc cctggttcac 60 

cttgacagca ttgcagctct ggtcagccac agaatgccag gcagtggtgg acaccatgat 120 

agccgtgtgg tcagaaggga agggcacggg agtgagctgg gaaccttggc tgttggggaa 180 

gttgcaaagc tccagtttcc tctaagtgtg cctttatgat ccgcactggc gacagcaggc 240 

tttgtctttc cttagaaaga ctttgtgcct gttctcactt gaccagatat cgtgtacgga 300 

gcacttgctg gcagtaggcc aagctctgca cattcatgaa ttgctttgtc tcacaacacc 3 60 

ctgagccgta ggtatcttta ttgaccatat tttccagatg aagagacgaa agcccaagag 420 

aaccctgtta atgctcggcc agatcagagg agacaaaaca agcacccctg ccttcatggg 4 80 

ttgtgtggat gaatgagggt cggcctaggg ctgtcccctc gcggtctgtc cggtctgtcg 54 0 

gtacaggcag cagatgggcc acttgttcct ggaattgcag aagcagataa ccaagtgtag 600 
aaaatgtatg tatccctctt ctaccccaac agaagcaccg tctttttgct ttttcttttt ■ 660 

ttttttagtt acagatatga taggtaggtt tttttctatg gtgtaagcat ttctgctgtt 720 

ggattttgtt tgctgtttga agacctgcct aactcgtctc agtaggctgt ataaatcgtt 780 

taatgaagat tggccctttt ctgaagtgag aaaaaggatg gttgctgaag aacctatctc 840 

gagaatacac tattgacaga ctcacggtgt ctgtgtgtct cacatcctgg aattacttgc 900 

acaccattgt ggctatgtgt tatatcccag aatatggaat tgattttgat gtttagaagg 960 

ccaaagctta cttagtaaat gccacactga ttttagctta ccattttgta gtttttttct 1020 

gtgggaaata acaaaaaaat tattgattga ggatctatat tgattttaca gagctatttt 1080 

agaggaagta tttctcattt aatgaacact ttacattgga ctttccatct taacaagaca 1140 

ctgccccagg tggaactctg tcttcacaac acctgagctg cccagtggtg tcagattgac 1200 

tggtgtcagt ttaaccccgt taagtttaaa ggatctgtgc accctcatct ggaagcaaag 1260 

ctccgccttc ggctgctgtg gcccgcctgc ccgcagagag gcttgctggg aggtccaggc 1320 

cgcagttccc gtccagctcc tggagtcaga gctgcaggat ggctgttggg ggtccttgaa 1380 

gcctgtccag- atgcacttgg gatgggtttt tttgttttgt ccagactgtt tctgtagatt 1440 

cctaatataa tgagccatta taattttgaa caatttgtaa agagtacttc cagaggaacc 1500 

tgttaaccat tcaaccatta ggtctttgct gtaagtgtct gtttttaatt ttctggcagt 1560 

gcttctgaga attctgcaaa gcctcaagaa aaaatagagt aagctgtctt agccaggccc 1620 

ctgtagcttt ggtcacagca cttcctggtg tgacaaggac tcagaccccc cgggagcccc 1680 

ttggctatcc tcagcactgt ttattcctcc tcaggctctg cctggcaccc taccctccct 1740 

ggcactcttt ctttgtcagg ccactcgttg ccaccctgag actccagctc atgtctgatt 1800 

tgtgcatcct acttaactga tgtgtttttc ctcctctctg tgtgtgagga tgttgtcacc 1860 

acctcacatt ggctcttgag tgtgaagtgt cttgctgcac ggcagaaaca gacctagaga 1920 

agtcccttgg tttggccagt attgtgttgc tgacaggcgg tggatcaaga gttaaaatgt 1980 

aggaagtcca tgttctgtcc cctttgacaa gccattttct taatctgtac aaagggaaca 204 0 

atgtctgcac cacgaggttg gggagatttt cagtgagagt ggatgtgaag agtgtttcgt 2100 

aaaccataaa gcagtttatt gtcattgatg attctcagct ttgcatgaac ctgagggaca 2160 

ccagaccact tgctctagga gcccatattc tgggttcttt gtcctaaact actttttggg 2220 

ccttttccta aaaatacaca ttctaagagt caaggtaaga gtgttcctaa tttggtgcat 2280 

ggatgagagt tcatgttagt tttcattgag gctggaagtt aaacctgagc cattttcctg 2340 

tccagctgca ctttgccaca ggctgggcac actggctcat acctgtaatc ctagcacttt 2400 

gggagactga ggaggattac ttaagaccac gtgttcaaga ccagcctagg agtatagtga 2460 

ggtgccatct cttttaattt ttaaaaaata gtcctagtga ctcttaccag gccagtcacc 2520 

atctccagga gcccccctgt gggagtatgt tcagtgtctg ccctttgtga agtggggcct 2580 

tttgtcccgc cacctacccc cagggcactt aaggcctggg tgtgtttctg ccggcaggga 2640 
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cttgaaggtg tctggcagtg aaggaaggag aggatgaagg gaggctggag agggagtggc 2700 

gagcggccag aggcaggcgg ggccgtggga agggaaagca gcacaggcaa gctgagtgca 2760 

cattggtgat gagatacaga gatccatgat tgaacttcta gtgtatctta gcccactggg 2820 

gctgccatga caaaacacca tagagtgtgg ctcatcaaca gcaggagtct gttgctcaca 2880 

gctctggagg ctggaggtcc agggtcaagg cactggcaga ttgcatgtct ggtggggccc 294 0 

cgcttcctgg tccatagcca gcaccttctc actgcatcct tatgtggtgg aagaggcagg 3000 

ggagctctct ggggtctctt ttgtaacccc attcttgagg cttgtccact ctcatgacct 3060 

aatcacctcc cagaggccct gcctcctaac accattaccg tagagtgaga gcttcagcct 3120 

atgaattttg gggggacatg aacattcaag actaatattc tttcagtatt ccagttactg 3180 

aatggtgtgt agtattcagt ggagaaggta gctgaaatta aggggttaaa attgtaataa 3240 

tggccggttg cggtggctca cgcctgtaat cccggcactt tgggaggctg aggccagtgg 3300 

atcacaaggt caggagttcg agatcagcct gaccaacatg gtgaaacccc gtctctacta 3360 

aaaatacaaa aaattagctg ggcgtggtgg cacacgcctg taatcccagc tactcaagag 3420 

gctgaggcag gagaatcgct tgaacctggg aggcagaggc tgcactgctg agctaagatc 3480 

qtgccactgc actccagcct gggcgacaga gcgagactcc atctcaaaaa aaaaaaaaaa 3540 

I ~ 3541 



<210> 17 

<211> 1687 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (1568) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1652) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (1654) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (1660) 

<223> n equals a,t f g, or c 
<220> 

<221> SITE 
<222> (1661) 

<223> n equals a,t,g, or c 



<400> 17 

ccacgcgtcc gggcagtggg gtgagggcac acaagcagtt cagggtccca gcaggaagtg 60 

gggctgcagg gccggggtgg gtcctgggcc tggccatcag gcagcctagc aggttgttct 120 

gggcatggag ggggcctggt gtggctgagg gcatgcccag ggctccctgg aggatcccgc 180 

tctgtgccct gcccaccctg tgcctgggga gccctctgcc ctcacagccc acccacccca 24 0 

ttttctatga ccacagagct ccgacctgga agatggctca cccaggaggt cccaggagct 300 

ctcactcccc caggggacct ggaggacacc cagctctcag acaaaggctg ccttgccggc 360 

ggggggagcc cgaaacagcc ctttgcagct ctgcaccagg agcaggtttt gcggaacccc 420 

catgtaaggc ttccccgggg tggggtcctc ccagccgtgg gcctcagggt gaccgatcac 4 80 

agggagagtg gctccctgcc ctgggcaccc cctgcggtgg ccccgacgac agctgaggag 540 
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tgaccacaag gtctctgccc acagtgctcg gggtgcggtg tctgggctgc gaagtggatc 600 

cccctccttt cttgggcact gcagcagctt ggggggcttt ttggacgtgg atgtgcctgg 660 

tcctggtttc ccgagggcct ttacagtgga tgaggaggtg aacacaggga gtcctgagag 720 

caagcaccac ctcgggcttt ggtgtagaaa caatggcccg gaccccaggc cggagccgtg 780 

gcttggcctc ctgggtgtgt cttggcatct gaaatgcagg ctacccacac cggctcacct 840 

ccaggggtac aggcaggtcc cacagggaga gcttggcgct gagctgaggc tgtctgggct 900 

cctcgcctcc caaccagtct gcagttacag gggccagtgg atgggcgggt gagaaggacg 960 

ggttccctca ggggagccgg ccggagcccg agccttcccc cttctccagg acgcaggcct 1020 

gagcagcggg gagccgcccg agaaggagcg gcggcgcctc aaagagagtt ttgagaacta 1080 

ccgcaggaag cgcgccctca ggaagatgca gaaaggatgg cggcagggtg gaggaggacc 1140 

gggagaacac cacgggcagc gacaacaccg acactgaggg ctcctagccg cagcagccgc 1200 

aggccccgac cagggcacac ccaccggccc ggcctcctgc cacccggggg tgccgacgcc 12 60 

ctggggcgca gacttccccg agccgtcgct gacttggcct ggaacgagga atctggtgcc 1320 

ctgaaaggcc cagccggact gccgggcatt ggggccgttt gttaagcggc actcattttg 1380 

cggaggccat gcgggtgctc accaccccca tgcacacgcc atctgtgtaa cttcaggatc 144 0 

tgttctgttt caccatgtaa cacacaatac atgcatgcat tgtattagtg ttagaaaaca 1500 

cagctgcgta aataaacagc acgggtgacc cgcaaaaaaa aaaaaaaaaa aaaaaaaaaa 1560 

aaaaaaanaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 162 0 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa ananaaaaan naaaaaaaaa aaaaaaaaaa 1680 

aaaaaaa 16 87 



<210> 18 
<211> 2075 
<212> DNA 

<213> Homo sapiens 



<400> 18 

ccacgcgtcc gtactgccct ttttcaacct cagatgtgac tttcattata ggaagttctc 60 

aggcattttc tcttggaata atacctcttc tctcttctct ttatgtcctt gtgccgcatt 120 

ctgggttatt cctttagctc taggttaagt tcactaattc ttcctttagc tgtatttcat 180 

tattgtttaa gctgtccatt gcattttaaa ctttctttca aatatcttcc cttcccttcc 240 

tttcccttct cttccctgcc ctgccctgcc ctgccctgcc ctgccctccc gtcccctccc 300 

ctcccctgcc ctcccctccc ctcccctccc cttcccttgc cttccctctc tttttttaga 360 

taaagcctgg gcaacatagc gagaccccat ctctacaaaa aaatttttaa ttagttgggc 420 

atggtgttaa gtgcctgtag tcccagttat tcaggagtct gatgtgggag gttggcttga 4 80 

gcttcagagg caatggttgc aatgagccaa ggtcacacca ctgcactcca tcctgggcaa 54 0 

cagagccaga ccctgtctca aaaacaaaac aaaacaaaag aacataccaa aagcactacc 600 

cataaagaac caattgataa attggacttt atcaaaattt aaaacttctg ctgttcaaaa 660 

acattattaa aagaatgaaa agacaagcca ttaactagga gaatatactt tcaaatcaca 720 

catttaataa aagacttata tccagaacat atgaagaact ttctaaagtt aataagaaaa 780 

aaaaaaccca ataaaaatag gggaaatatt ttactagaaa cttcaaaaaa gacatacagt 840 

aggcaaatga aaagatcatt agtcattagg gaaatgcaaa ttaaaaccac aatgagatag 900 

caatacatac ctactagaaa gcctaaaatt aaaagaactt tttatattat gtgttgacga 960 

gaatgtagag caactagaac tgcaaatggg agtataaatg atacaacaac tttggaacat 102 0 

atttcgatag tttctttaga aaacatacat taacctgcca catgattcag ttatcccatg 1080 

cctaggtatt tactcaaaag aaatgagggt atattctatg caaaggttgt aaaataatgt 1140 

tcataacagt tttacatgtc aaagccaaaa acttgtaatt acccaaatag ccatcaacaa 1200 

gtgaatagat aagtaaactg tgatatatcc atacaatgga atactattca acaataaaaa 1260 

gaatgcagct acatgaatga atctcaatta tgctagtgaa agaagacatt taaaatcaat 1320 

acacactata tgattctgtt tatttaaaat tctataaatg caagataaga tacagtaaat 1380 

aaaagattcg tggttgcctg gggattgggg gagggagcaa agagaataga aatgtgatta 1440 

caaaggtgtg atataataag aaatatatac agatgcttct caatttatga tagcagggtt 1500 

acctcctaat aaacctatca taaatttaaa ataccatgtc aaaaatgtat ttaagacacc 1560 

taatctgctg aacatctcat tgcttagtgt agcctacctt aaatgtgctc agaacacatt 1620 

agcctacagt tggacaaaat catctaacac aatccctatt ttataataaa gtgttgaata 1680 

tctcatgtaa tttattgaat actaaagtga aaaacagtat aagtattgaa gtagtttgtg 1740 

gaaataagta attcaaaatc taagctgggc tgggtgtggt agctcacgcc tgtaatccca 1800 
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acactttggg aggctgaagc gggtggattg cttgaggtca ggagttcaag accagcctgg 1860 

ccaacatggt gaaaccctgt ctctactaaa attacaaaaa ttagccaggc atggtggcac 1920 

atgcctgtaa acccagctat gtcaggaggt tgaggcacaa gaattgcttg aaccaaggag 1980 

acagaggttg caatgagccg agattgcgcc actgcactcc agcctgggtg acacagagag 2040 

gctctgactc aaaaaaaaaa aaaaaaaaaa aaaaa 2075 



<210> 19 

<211> 4699 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ccacgcgtcc gttctgtcca tgtcagcatc cctgccttaa gagaactcct cctggccaat 60 

ggcattgcca cccagcagtg ggaccaagac tctccaagac ctccaggact ggatcccatt 120 

gcctggagaa actccagcaa gggtctctca tggcttggac atggcacagt aaggggcagc 18 0 

caacccagtc catgatgact tttgctccaa cttcttcatg tttctaaaag cccagtggct 240 

ttattcactc ctcctaaatt gcctgctacc agaaggaact tcatcctgaa gaaatgcatt 3 00 

ccattaccag ttccagggaa agtgtcccct tccccaaagc ctcaggcccg tgggcctctg 360 

aggttccact ggatgcggct cccccaggag tgggcctgga gatccgctca gccgccctgc 420 

ctcccacctt ctatcttggg accgtggtca gccctgaagg gtggttccag ccccgcgtat 480 

gctgcacttt gctgctgcag gctccggtcc ctccagggct tttcaatgag agttcccacc 54 0 

ccaacttgga gcatttcatt tttgcctacc taaagcaaga atctcaaagt ttgtttgaat 600 

aagaggccca ttcacaagtc gtgcccttgt gagcacccct ttgctgagtg cctcgtgggt 660 

gccaaacact gtacttggcg ctttgcattc atgctttgac cctcacaacc tccctttata 72 0 

gatgaggaaa ttcacgctcc atgtgcccaa ggacacacca gccaggagga agagggaaga 780 

ggatttgagt ccaggcctgc ctgacttcag tgcctgtgcc ctcccctctg taaaagacaa 840 

accaggcagg gaagagatag aagctggcta agtggtggcc aagtggcttc attgtgaggg 900 

gggtgagggg gcattcgtgg ctgctcccac acccaccatc cctccagccc acagcagcct 960 

ataccaaagg ctgccccgga ctcaacagct gcgtctccat gacaggagaa tgccagggtc 1020 

ctggtggttg gcacagagcc ctgttccctg cttctaagct gttgccccct ggggaataga 1080 

gcttatggag caacgggagc tgaggtggcc tcgagggcca gcctggaggg ctctgagcat 1140 

agcatgcagc ggtcccatag ggaggcaggt aaccaagggc caggcagagc tgcttcctgt 1200 

gcctctccgg catttgtaat ggttttttct tttttcacgc actgccaaat ctgttttctc 1260 

ccttgaagaa acccagggca gatgtggtcg tctgtcaaac tgaggtctgg agaggcatga 1320 

ctaaatcact gcagaagcaa aatcaggacc cagcatttct agctcccagc ccagagtaag 1380 

agagcagagc agaacccctt cccattctac ccgaccgagg cagccctgcc ctgccctgcc 1440 

ccgcccctcc ccaccctgcc ctgccccaga gatctccagt tcacagtgtt catcaggcga 1500 

gatacttttg gacccacaaa gccagttttt tggggggatg ctcagtgtct acctgcagtg 1560 

ccaaagtttt gcttgaacag ccctcttctg ccgcgcctcc cagctccacc ccctatcaac 1620 

gtgggtgctg gctgcttctg cgtgaggagc ttcctctgat cacctgtagc atctttagtg 1680 

ccttcgtcca gtcggcctgc aaatcccatt tcccagagag gcttgggcag ggcccacttg 1740 

ccacttggcc ctgtgcccag agcgttgggg gcagatggca gccaggggaa gaagggaggt 1800 

ggggaagggc cgccaccgct tgagggtccc ctcccttgag aggaggcccc atggcagttt 1860 

tcctgagttc ttgatccact ttggtttaaa caacttttgt gaagctatgt gagatttgac 1920 

tgcatttcaa aagacaaaac acatgttttt ttctgatttg ctctttgcct ttcagcgacg 1980 

ctttcagata ctttgtgagt gtctactctg tgctaggtgc tgagtagact gggatgtgtg 2040 

tggctccatc cctggctgga agagctttga gtcctgtctg ctgacttcac tgaaggagtt 2100 

tctctcttgc ttcattcctt cctcccgggg gtcagctggg taggagcaga cttgccctgc 2160 

cttcctctag gcagaaagtt ttcctgcaaa tgaaagaatc tgccattctc ttttgctatg 2220 

atgatgatga ttattctgac atgacccgcg ggtactgaag ccacagtcct ctctgttcac 2280 

tgttctctcc ttgagtcata tctatggcct gaggacgtct gtatccagct ccttttccta 2340 

caatggtaga cacttcccca ggcagtgggt gggtcggggt ggccagtcac tctcctagct 2400 

gtccttgcct ggggacttag atttacccca tccaggactg tggtcgctat tctgtgagcg 2460 

attgatggcg catatgcaga actcccctgg agtcatggct ctagaaagtg tccaggccca 2520 

tcgtgacaat ggtgccaagc accgggctgg tgaccagtgc ctaaacacac acgctccctt 2580 

aatccttacg gcaagcctgt gaggcggata ggaccagccc tgatctatag tgagaaaatt 2640 

aaggttcaga gggagaaggt ccaaatagtg gccaagctgg gactgagatc tcgagtttgg 2700 
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gtttgtttgg gttttgttgt tgttgttctt tccctcgtgt ccatgacttt tctctgccat 2760 

tagcagggaa gtgtgcggag ggcttccagg gaatcaagtg accctccctc tgaatttcgg 2820 

tgcctcttcc ccccgcccct tgctcacaca tttcagtagg tcacaggcca aatggcagcc 2880 

caaaaggtgg gcagagattt tttttttctt cccctcaccc ctgcttatta acacaattgt 2940 

gacaactact ttaccttaca tcccagggca aacggacagc ttgcggtacc tccaaaaatt 3000 

tggaaaaccc tgagtctaag accacctctt gataaaagag gcctttgctc acattttctg 3 060 

ctcggaatct ttctttgcca ttggtgggtg tatgtcgtcc cagctgagac tgcgggagag 3120 

ctgagctcca gcttaaaccg cttttaatgg cccttcccta ctgggggatc gctggagccc 3180 

atgccaggtt acggtagtca ttttaaacct ctgccacaag gccacgccat agaatcaatt 3240 

tccaagtcaa tgttcttggc cctaaaatgt ttgcgcccac tgaggatttc attaccaggt 3300 

ggaagatggg ggaacatatg ccacgttaaa gagcaagtgc tgagtgtgcc aggacttgag 3360 

aaggacctta ggctgaggag tggacagtct ggtatttatt tcgcctctcc caagtaccca 3420 

gcacagagtg ggaaaaagaa gaaactgctc ctgccttcca gtagctggca acttgacatc 34 80 

aagaacaaaa acattcgtag ctggaccccc gtcctttcat cgtgcccaag tcttacatgt 3540 

tggcttaagc tgcccccttg gaggccgtac ctttctcttt ggactgtgac agtggacacc 3600 

taacagcctg agccatgtgt ggctgtctta tcccccaagg gttgtccagg cccgttctgc 3660 

agggctgttg tgtagactgc agacatccat acctcaccac agaccaaaga tgacctcgtg 3720 

tcagactgtg ggctgatgag aggtagagca gcatgcatcg aggcctgagg gtgcagggcg 3780 

ccctctcttg gcctggagga attgctccta actagagtaa gtttccacga gggtcccagg 3840 

cagagctgca gagctggaac cggaggctcc acagtccttg cctgctcatg gacctccttc 3900 

agagcacctt tctacagact ggactgccca gctccgtggg gtggcatctg gtttctggtg 3960 

ctattctgcc aagttatcga gctcctcctc atgtttcaac attccatctt cccgtttcta 4020 

tcctcgactc caaagtaagc cttcttagct ccaatcaggg atgaggggct caacctcttc 4080 

tgtcctcaaa gaggccaaac gcagtgccac agtcggtagc cttcactttt agatgtccta 4140 

ttcatgtaaa aaagaaggtg cccccaccag gcttacatca gcaataagca attctaatgc 4200 

aacgatggtg tccacatttt accccagtgt gtgcccatgt atgcctttgt gcccgtgtaa 4260 

ttattgttag cgcccctttc acttagaggg gtgatgataa actgtggcca ccttgattac 4320 

aacccacatt tcctgctttg gggagcttcc aagtaacagg ccatttctta cctccctcca 4380 

ggaacagtgg gcactgccca ccacctcgtg tctgctcata ggatgacgct ggagatcccc 4440 

acacttactc taccctcttg gcaaattggc attccggtgg tggtttttgt ttcctttaac 4500 

acattaaata aatgagtata taggatgtga ggggaggggt gagaacaact agctgtagca 4 560 

tgtgtaggct atatacttta ccattcgact tctttccttt ttttttttaa aataaaaaaa 4620 

gtgcttgact ggtttcaagc ttcatcatga aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 4 680 

aaaaaaaaaa aaaaaaaaa 4 699 



<210> 20 
<211> 2762 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (2711) 

<223> n equals a # t,g, or c 
<220> 

<221> SITE 
<222> (2730) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2752) 

<223> n equals a,t,g, or c 



<400> 20 

ccacgcgtcc gcggagtcgg tgggtgcaga tggcggcggc agttgtggtg gcggaggggg 



60 
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acagcgactc ccggcccgga caggagttgt tagtggcctg gaacaccgtg agcaccggcc 120 

tggtgccgcc ggctgcgctg gggctggtgt cttcccggac cagcggtgca gtcccgccaa 180 

aggaagagga gctccgggcg gcggtggagg ttctgagggg ccacgggcta cactcggtcc 240 

tggaggagtg gttcgtggag gtgctgcaga acgatctgca ggccaacatc tcccctgagt 300 

tctggaatgc catctcccaa tgcgagaact ctgcggatga gccccagtgc cttttgctac 360 

tccttgacgc ttttggcctg ctggagagcc gcctggatcc ctacctgcgt agcctagagc 420 

tgctggagaa atggactcgc ctgggcttgc tgatgggcac tggtgctcag gggctgcgag 4 80 

aagaagtcca cactatgttg cgcggagtct tgttctttag cacccccaga accttccaag 540 

agatgatcca gcgtctgtat gggtgcttct tgagagtcta tatgcagagt aagaggaagg 600 

gggaaggggg cacagacccg gaactggaag gggagctgga cagccggtat gcccgtcgcc 660 

ggtactaccg gctcctgcag agcccgctgt gtgcagggtg cagcagtgac aagcaacagt 720 

gctggtgtcg ccaggctctg gagcagttcc atcagctcag ccaggtctta cacaggctca 780 

gtctgctgga gcgggtcagt gccgaggctg tgaccaccac cctgcaccag gtgacccggg 840 

agaggatgga ggaccgttgc cggggcgagt acgagcgctc cttcctgcgt gagttccaca 900 

agtggatcga gcgggtggtt ggctggctcg gcaaggtgtt cctgcaggac ggccccgcca 960 

ggcccgcatc tcccgaggcc ggcaacaccc tgcgccgctg gcgctgccac gtgcaaaggt 1020 

tcttctaccg catctacgcc agcctgcgca tcgaggagct cttcagcatc gtccgagact 1080 

tcccagactc ccggccagcc atcgaggacc tcaagtactg cctggagagg acggaccaga 114 0 

ggcagcagct gctcgtgtcc ctcaaggctg ccctggagac tcggctcctg catccaggcg 1200 

tcaacacgtg tgacatcatc accctctata tctctgccat caaggcgctg cgcgtgctgg 1260 

acccttccat ggtcatcctg gaggtggcct gtgagcctat ccgccgctac ctgaggacgc 132 0 

gggaggacac agtgcggcag attgtggctg ggctgacggg ggactcggac gggacagggg 1380 

acctggctgt tgagctgtcc aagaccgacc cggcgagcct ggagacaggc caggacagtg 144 0 

aggatgactc aggcgagcca gaggactggg tcccggaccc tgtggatgcc gatccaggga 1500 

agtcgagctc caagcggcgt tcatcggaca tcatcagcct gctggtcagc atctacggca 1560 

gcaaggacct cttcatcaat gagtaccgct cgctgctggc cgaccgcctg ctgcaccagt 1620 

tcagcttcag ccccgagcgg gagatccgca acgtggagct gctgaagctg cgctttggcg 1680 

aggccccaat gcacttctgt gaagtcatgc tgaaggacat ggcggactcc cgccgcatca 174 0 

atgccaacat ccgggaggag gatgagaagc ggccagcaga ggagcagcca ccgttcgggg 1800 

tctacgctgt catcctgtcc agtgagttct ggccgccctt caaggacgag aagctggagg 1860 

tccccgagga tatcagggca gccctggagg cttactgcaa gaagtatgag cagctcaagg 1920 

ccatgcggac cctcagttgg aagcacaccc tgggcctggt gaccatggac gtggagctgg 1980 

ccgaccgcac gctgtctgtg gcggtcaccc cagtacaggc ggtgatcttg ctgtattttc 2040 

aggaccaagc cagctggacc ctggaggaac tgagcaaggc ggtgaagatg cccgtggcgc 2100 

tgctgcggcg gcggatgtcc gtgtggctgc agcagggtgt gctgcgtgag gagccccccg 2160 

gcaccttctc tgtcattgag gaggagcggc ctcaggaccg ggacaacatg gtgctcattg 2220 

acagtgacga cgagagcgac tccggcatgg cctcccaggc cgaccagaag gaggaggagc 22 80 

tgctgctctt ctggacgtac atccaggcca tgctgaccaa cctggagagc ctctcactgg 2340 

atcgtatcta caacatgctc cgcatgtttg tggtgactgg gcctgcactg gccgagattg 24 00 

acctgcagga gctgcagggc tacctgcaga agaaggtgcg ggaccagcag ctcgtctact 24 60 

cggccggcgt ctaccgcctg cccaagaact gcagctgaca catcgcccgc ccgcccgccc 2520 

gcccgccagg cgctgccctg caggtgctct cgtcctcccg tgccagcccc cgcccgcccg 2580 

tgtcccagaa tgcactgctg aggagcatgc ccacccccac ccccgcagtg tgcagattaa 2640 

agcaagtcag atcatcaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2700 

aaaaaaaaaa naaaaaaaaa aaaaaaaaan aaaaaaaaaa aaaaaaaaaa anaaaaaaaa 2760 

at 2762 



<210> 21 

<211> 1133 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (1061) 

<223> n equals a,t,g, or c 
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<220> 

<221> SITE 
<222> (1078) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1102) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1107) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1111) 

<223> n equals a,t,g, or c 



<400> 21 

ggggcggcgc gctccctgcc tgctgctggg cggagggaag gcggcaagag ctgcggagcc 60 

cctggaagag cttccaggaa ccctgcgctg tgggataaag gaatgaggtt cagaaagggg 120 

cagggagttg cccgcagccg caccgcacgt cttcagcccg accgttgtcc tgacctctct 180 

gtcccgtccc ctgcccagtc tcaccatggc cttctggaca cagctgatgc tgctgctctg 240 

gaagaatttc atgtatcgcc ggagacagcc ggtccagctc ctggtcgaat tgctgtggcc 300 

tctcttcctc ttcttcatcc tggtggctgt tcgccactcc cacccgcccc tggagcacca 360 

tgaatgccac ttcccaaaca agccactgcc atcggcgggc accgtgccct ggctccaggg 420 

tctcatctgt aatgtgaaca acacctgctt tccgcagctg acaccgggcg aggagcccgg 480 

gcgcctgagc aacttcaacg actccctggt ctcccggctg ctagccgatg cccgcactgt 54 0 

gctgggaggg gccagtgccc acaggacgct ggctggccta gggaagctga tcgccacgct 600 

gagggctgca cgcagcacgg cccagcctca accaaccaag cagtctccac tggaaccacc 660 

catgctggat gtcgcggagc tgctgacgtc actgctgcgc acggaatccc tggggttggc 72 0 

actgggccaa gcccaggagc ccttgcacag cttgttggag gccgctgagg acctggccca 78 0 

ggagctcctg gcgctgcgca gcctggtgga gcttcgggca ctgctgcaga gaccccgagg 840 

gaccagcggc cccctggagt tgctgtcaga ggccctctgc agtgtcaggg gacctagcag 900 

cacagtgggc ccctccctca actggtacga ggctagtgac ctgatggagc tggtggggca 960 

rgarceagaa tccgcctgca gacagcagct gagcccgctg ctcggagctk attggagcct 102 0 

ggacagcacc cggtgtccgc tggtctggaa cgctgaagct ntatcctcgg aagtactntt 1080 

gacagatcac tttaccgaag tnatggncag ngaacgactt cagagttacc tgt 1133 



<210> 22 

<211> 1714 

<212> DNA 

<213> Homo sapiens 



<400> 22 

agccgctcct gccgccgtgg tcgctggagc tttgcctctc taggccggca gcgcctctcc 60 

tccatggtcc tgtctgtcag cgctgttttg ggagcccgcc ggtgaggccg ggccacgctc 120 

agacacttcg atcgtcgagt ctgtcactgg gcatggcggg tcagttccgc agttacgtgt 180 

gggacccgct gctgatcctg tcgcaatcgt cctcatgcag accgtgtatt acggctcgct 24 0 

gggcctgtgg ctggcgctgg tggacgggct agtgcgaaca gcccctcgct ggaccagatg 300 

ttcgacgccg agatcctggg cttttccacc cctccaggcc ggctctccat gatgtccttc 360 

atcctcaacg ccctcacctg tgccctgggc ttgctgtact tcatcacggc gaggaaagca 420 

gtgtctggat ttcactgtca ctgtccattt ctttcacctc ctgggctgct ggttctacag 480 

ctcccgtttc ccctcggcgc tgacctggtg gctggtccaa gccgtgtgca ttgcactcat 54 0 

ggctgtcatc ggggagtacc tgtgcatgcg gacggagctc aaggagatac ccctcaactc 600 
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agcccctaaa tccaatgtct agaatcaggc cctttggaca tcctgctgac acttgggccc 660 

ctttaacacc ttgggctgct cagaccctcc agatgaggtc cagcccagat ctgagaggaa 720 

cccggaaatg tgaagtctct gttggtgtgg gagagatagt gagggcctgt caaagaaggc 780 

cggtagcagt cagcatgaca gctgccagaa tgacctctgt ctgttgaagc cttggtatct 840 

gagaggtcag gaaggggacc tctttgaggg taataacaga attggaacca tgccactctt 900 

gagccacaat acctgtcacc agcctgttgt tttaagagag aaaaaaaatc aaggatatct 960 

gattggagca aaccacttct ttagtcatct gtcttacccc cctgggacag ctgttacctt 102 0 

tgcagtgttg ccgaatcaca gcagttacct ttgcagtgtt gccgaatcac agcagttctg 108 0 

ttggagaaac gcttggtttc cggatccaga gccacagaaa gaaatgtagg tgtgaagtat 114 0 

taggctgctg tcagggagag gatggcagat ggaggcatca agcacaagga aaatgcacaa 1200 

cctgtgccct gttatacaca cgttcatgtg cacccaagaa cctatgactt tcttccagtt 1260 

ccttctacca ggtccccatc ctgctgccag ctctcaacat agcaaggcca taggacccag 1320 

ataagaatcc cagcgttgct caaagtctaa ccattcataa aagacactgg cctgtcttct 1380 

aggaatgacc aggcacccca gcttccactg gacttccaat tttttttttc ctggccttaa 1440 

tttaagaatt ctttggcggg aagggtatga tgggttccca gagacaagaa gcccaacctt 1500 

ctggcctggg ctgtgctgat agtgctgagg gagataggaa tttgctgcta agatttttct 1560 

ttggggtgga gtttcctctg tgaggggctt gcagctatcc ttcctgtgta tacaaataca 1620 

gtattttcca tggttcaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1680 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 1714 



<210> 23 

<211> 2679 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ccacgcgtcc gcctcagcgg ccgggcccac ggccccgagc agccatgctg ggcgcgcggg 60 

cctggttggg ccgcgtcctt ctgctgcccc gcgccggtgc aggcctcgcc gcaagccgca 120 

ggtgtcctgg agtctggccc aggacctggc cccacaggag tcccagcagg ggtagctcct 180 

cccgggacaa ggaccgaagt gcgacggtca gtagttcagt gcccatgcct gctggaggga 240 

aaggaagcca tccttcatct acaccccaga gggtccccaa ccgcctgatc cacgagaagt 300 

caccatacct cctacaacat gcctacaatc ctgtggactg gtacccctgg ggacaggaag 360 

ccttcgacaa ggccaggaag gaaaacaagc cgattttcct ctcagtcggg tactccacct 42 0 

gccactggtg ccacatgatg gaagaggagt ccttccagaa tgaggagatt ggccgcctgc 480 

tcagtgagga ctttgtgagt gtgaaggtag accgtgagga gcggcctgac gtggacaagg 540 

tgtacatgac gttcgtgcag gccaccagca gcggcggggg ctggcccatg aatgtgtggc 600 

tgactcccaa cctccagccc tttgtcgggg gcacctattt ccctcctgag gatggcttga 660 

cccgagtcgg cttccgcaca gtgttgctga gaatacgaga acagtggaaa cagaacaaga 720 

acaccctgct agaaaatagc cagcgtgtca ccactgccct gctggcccga tcagagatca 780 

gcgtgggtga ccgccagctg ccgccctctg ccgccaccgt gaacaatcgc tgcttccagc 840 

agctggatga gggctatgat gaggaatacg gtggcttcgc tgaggccccc aagtttccca 900 

cgccggtgat cctgagcttc ctgttctcct actggctcag ccatcgactg actcaggatg 960 

gctctcgggc ccagcagatg gccttgcata ccctgaaaat gatggctaac gggggcatcc 1020 

gggaccatgt ggggcagggc tttcaccgct actccacaga ccgccagtgg cacgtccctc 1080 

actttgagaa gatgctctat gaccaggcac agctcgctgt ggcctattcg caggccttcc 114 0 

agctctctgg tgatgaattc tactctgacg tggccaaagg catcctgcag tacgtggctc 1200 

ggagcctgag ccaccggtcc ggaggcttct atagcgcaga agatgcagac tcgcccccag 1260 

agcggggcca gcggcccaaa gagggcgcct actatgtgtg gacggtcaaa gaggttcagc 1320 

agctcctccc ggagcctgtg ttgggtgcca ccgagccgct gacctcaggc cagctcctca 1380 

tgaagcacta cggcctcaca gaggctggta acatcagccc cagtcaggac cccaaggggg 1440 

agctgcaggg ccagaatgtg ctgaccgtcc ggtactcgct ggagctgact gctgcccgct 1500 

ttggcttgga tgtggaggcc gtgcggacct tgctcaattc agggctggag aagctcttcc 1560 

aggcccggaa gcatcggccc aagccgcacc tggacagcaa gatgctggct gcctggaatg 1620 

gcttgatggt gtcaggctat gctgtgactg gggctgtcct gggccaagac aggctgatca 1680 

actatgccac caatggtgcc aagttcctga agcggcacat gtttgatgtg gccagtggcc 1740 

gcctgatgcg gacctgctac accggccctg gggggactgt ggagcacagc aacccaccct 1800 

gctggggctt cctggaggac tacgccttcg tggtgcgggg cctgctggac ctgtatgagg 1860 



WO 01/34627 



PCT/US00/30628 



16 

cctcacagga gagtgcgtgg ctcgagtggg ctctgcggct gcaggacaca caggacaggc 1920 

tcttttggga ctcccagggt ggcggctact tctgcagtga ggctgagctg ggggctggcc 1980 

tgcccctgcg tctgaaggac gaccaggatg gagcagagcc cagcgccaat tccgtgtcag 204 0 

cccacaacct gctccggctg catggcttca cgggccacaa ggactggatg gacaagtgtg 2100 

tgtgcctatt gaccgccttt tccgagcgca tgcgtcgtgt cccggtggcg ttgcccgaga 2160 

tggtccgcgc cctctcagcc cagcagcaga ccctcaagca gatcgtgatc tgtggagacc 2220 

gtcaggccaa ggacaccaag gccctggtgc agtgcgtcca ctctgtctac attcctaaca 22 80 

aggtgctgat tctggctgat ggggacccct cgagcttcct gtcccgccag ctgcctttcc 2340 

tgagtaccct ccgacggttg gaagaccagg ccactgcata tgtgtgtgag aatcaagcct 24 00 

gctcagtgcc catcactgat ccctgcgaat tacgaaaact actacatcca tgactgcccc 2460 

aacccccttg gggtggggca gaaggtgaag catcccaact gactagagac tcaggccctg 2520 

cagggcccta tagaacctgt ggccatccct gagcaccctg ccaccaggtg acctcggcca 2580 

tactcactgc cccccttggg cacccactca ccctagaata aacttaacag tgtcccgtgg 264 0 

taaaaaaaaa aaaaaaaaaa aaaaaaaaag ggcggccgc 2 679 



<210> 24 

<211> 1786 

<212> DNA 

<213> Homo sapiens 

<400> 24 

tgcaggttca gatgtgtata agagacaggg tctatataag cagagctcgt ttagtgaacc 60 

gtcagatcgc ctggagacgc catccacgct gttttgacct ccatagaaga caccgggacc 120 

gatccagcct ccggactcta gcmtaggccg cgggacggat aacaatttca cacaggaaac 180 

agctatgacc actaggcttt tgcaaaaagc tatttaggtg acactataga aggtacgcct 240 

gcaggtaccg gtccggaatt cccgggtcga cccacgcgtc cgatgaagcc ggccactgcc 300 

tctgctctgc tcctgctcct gctgggcctg gcctggaccc aggggagcca cggctggggt 360 

gcggacgcgt catcactgca gaaacgtgca ggcagagccg atcaggtgag tctctgtcct 420 

caagttaccc tgcagggccc ttggtccccc ttggccttgc tcccgggtct gggcaatctg 4 80 

aaattctctt tcactcctcc attcaatggc tttctcagcc gggtgcagga tggcaggagg 540 

tggcagctgt aacttccaag gtgagacatc taccatggat ccgctgggtt acgtcctggc 600 

acttcttttc ttggtctcct accctcacct cccaagtaac acttgaagag ttggcagagg 660 

tcttgagggc aggaggagga gtaggaggag gaggcggcgg ccatttgggc taggacagta 720 

aaggcaggtg agggtggggg ccctggctgg ctggaggaga ttgtataaaa gaaaacacgt 780 

gacacaagga ggggagcagg caggtgtttt aggaaaggtc tggtccaggc aggaaggtgg 840 

gatgtttatt ccagagcaaa atggccttcg tccgtctgtt ctaaccgcca tgcccacttt 900 

cttccaeaga actacaatta caaccagcat gcgtatccca ctgcctatgg tgggaagtac 960 

tcagtcaaga cccctgcaaa ggtgagaccg gcaaccaccc tgtcttcccg ctgggggctc 1020 

tgcatgaggg atggggagag aggctttcac tgccggggtc ctctcggttg gttgccggag 1080 

gccggatccc gctctctttg agtccaggcc tccccacccc tttgcaaggg agactcgggt 1140 

tccctgagac agtttggaag tggagggcag gagggttcaa tgcgcctcac acccacccag 1200 

tcagaaaagg ttaaaaagga gcagcagcag caacagagaa aactgagaac caacaccctc 1260 

tccaagaaga atataggctt taaaaaatca tgacacctgc aaaacacgca agcagctctt 1320 

cctcacaggt tccctctctg tggacctttt tttgcggggg aagatggaat ggagggcgag 1380 

gaaagcagac tagcacttag gggaggccgg cctgtggatg cctggttggc ggtgaaatga 1440 

atgctttatt ccacaaagga aatgaaaaga aaaaatacgt gagaatttgg ttttattccg 1500 

ttgcaaagaa ggcaatctca taacatcagt aaatgaatat gctaagtaca aatttggctg 1560 

acaaagcaac agcaggctgt gtatttccat ctctcatgac aataaagtcc ccgcccttgg 1620 

ggagaggacc ttccactgag ggacgagaaa ctacaggctg gtgagaggag ggacgtgcag 1680 

cttctactgc ctgtggcttc cactctgctg agttatctgt ggcttccact ctgccgggtt 1740 

atctgtggtc ctgtctctta tacacatctc aacctgcagg ggggtc 1786 



<210> 25 

<211> 3431 

<212> DNA 

<213> Homo sapiens 
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<400> 25 

gcgtccgaaa ttaataagct cctaacataa atttgatgtc atttgcagat gagaaaatgg 60 

ggcttgatga agttgattgc ttcaatgatg caaccagtcc tgcttgaact cctctctgtc 120 

tggaggaagg aaggcagaga ctctagaaac atacatgatt cccacagcat gtatgtgctg 180 

aggaagagac tgagtgggtc ttggcttcag gcaggtctgt actctactgt gatatcagca 24 0 

gcactcatcc ttgaatctcc aagagcttgt cttccttcaa aaggctgatt cagacacaga 300 

gtctagactt gtttctcttt tcttaaaagt acacatcagg aagaaaacct aaggcctctt 360 

gtaaaaacat cactgacatg cttcctggtg atttctcagc agctatttgt cccccagata 420 

tattttttca ctgccatttc acccaatgtt aattgaaatg ctaaactaaa tgtttagcca 480 

tccttgcatg catggataat taataaactg attataaaat tatagtgatg agggattact 540 

aagccatgat aaattacaat cattatttca gtcttgacta taaagattat tataaggatg 600 

atagaggttt cttatggatt tttagtcatt tacacataat gaagtaaaaa tgtctttttc 660 

aattttcaaa tatgtcaccg aagccaaaat tggatcttgt catttttaag ttttgtatat 720 

gcttgatttc tgttgtattt gtttcagatt gtgtttgctt catgaaaagg atgttttctt 780 

ttttcaggta gtgaggggtt taactacatt ttatttctcc caaaagctta ttaatcttgg 84 0 

caataaaaat tctatatttc tccagcaaaa tctaagatgc ttacctcaaa gcagcttttg 900 

aagttatttc tatcagtatt gttctgatta tgctgtgagg agcctgagga attcctcaga 960 

gacacctgag gacaggggca aggaaaaata tcagagtaga ctgggatggg ggaggatgga 1020 

gatggctctt gcagtcgtga ggaactcacc tctggttgag ttgagcagtt ccacttttga 1080 

tctgtgttgc atgttggact tttacataag gttttatttg aagaaagatc catgtggtac 114 0 

catgaatatt aataatatta actaataata atattaacta ataatcaaaa ggacttgaaa 1200 

tccaatgatt aaatacctaa attttataaa tgagggaact gagcttcaga gagagtaaat 1260 

aacttgttta acataacaca gctagtaaaa atttgcctga attaattatt cctaaaaatt 1320 

aaaaggctat gatcaactta accaatattt atcaaatgcc tacaaaggaa aaggcactat 13 80 

gccaggcctc cagggaataa agaaaataac aacgtcacac ttcaagtaaa tggcagaatc 144 0 

aaggcatgaa tctgaatctt cttaccccaa ctagagtgca ctttccacta tagcagtatg 1500 

ccccgaattt ggtttatgaa cacctagtct ttcaggatga tcttccactt gaaaaattca 1560 

attgaagttt tgcattgcat tttaaagggt atgagaagtc ctatagtaaa gaaatgtgct 1620 

tagactacag ttccaaaatt tattaccatg gaatactatt catgtcatat gtatttatat 1680 

cccaaagaat gcaatttgag aaattctgca ctatcatagc tctctttatt agatttgaaa 1740 

ctgaaatcta gcagagtctt cttttaaaac ctacatttcc atggtttaca tgtaactgtg 1800 

gcttgagaaa tgttaatctc agtgataagt gttagactgg atatactctt tatatacaca 1860 

tacacatatt gtatgtggat gttacagaaa atactatgtc caaataagca taaattaaat 1920 

gcagtatacc aactgttaac acagtattgt gtttgcttta aagttggctc acacctgttt 1980 

aatatttgtc atgaaaatct caatgcagtt tttattcctt ctaaacattt aatgccagca 2040 

ttataattca ctggaaatgt tgaattaatt ttagtaaaat aaggactgat taatacctct 2100 

agtccaattt tcagataaat gactttctgc aaaaggaaaa tcaatttgtt tttcttataa 2160 

aacacacaca ccttgctgca ttttgttttg gtcagaatgt taaatataaa aaataataaa 2220 

tagcaaaatt tcccccaaaa attcatttca ggtacaccga acaaaaataa tgccataaac 22 80 

cttggaagag aacctgttct cgcaagacca atttttcagg atcaaaagtg tttatataag 2340 

ctcacaaatt ttggatcttt tccaagacta aatctccaac acttctgagg ttggcccatc 2400 

actaatattt acaatatatt tgacatttca tgggatggac tcacaggcct ttatgatagg 2460 

cagcttccta atatgacaga gtgccagaac aatttgctgt gtgtgcgaaa ggcagtaaga 2 520 

tggcactggc attttgcaac aggaaggaaa tgatctgtag gtaccttgag cctgttgtat 2580 

cttgtcagtt ttgttagttg agaaatgtca ttggggaccc attagtacat aggcagccgt 2640 

gacgcccacc tgagaagcac tccttgccaa gtgatttgag acctgtgttt gggcaaggtt 2700 

ccttttcata gtattacatt gcattacaga aaacttacag aaacaggccc tcacgcatgc 2760 

tgattcttaa ccctttataa gacctagcat gatgccttac atttattagg ccattataat 2820 

aagatttttc aacaggctca tgcccttacc aattggtaca tgtaaaataa agtgtattct 2880 

gaactctttt atcacacatc cctctaatac cccatttatc actgtgttta attttatttt 2940 

tttccaaagt ctggtcattc ctaacaatgc ttctgatgac tgcataatta ttacactttc 3000 

attgccaagg acagaaatag ggtaaagcca cagatgcttt ttctcctgcc aaattaggat 3060 

tatcctccaa aatctgtatt attacttggc ctcttttaag agacccattt ctttggattg 3120 

tgagggttca cacctgtaat atgcatgctc aaggttctgt aatcttgaaa gttgttttgt 3180 

gagatcaagc ataggaaact ctattaggta tgacaaagat gggtaagata tggatcctgc 324 0 

tctcggagag cttcaatcta attgtagatt caagacaaac acatatacat ggggcaccac 3300 

ttaccaaacc ccaatgaaag cactattgta gaagtggttc agatgcttgt attgaccaaa 3360 
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aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3420 
aaaaaaaaaa a 34 31 



<210> 26 

<211> 766 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (670) 

<223> n equals a,t,g, or c 
<220> 

f <221> SITE 

<222> (713) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (721) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (728) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (731) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (756) 

<223> n equals a,t,g, or c 



<400> 26 

ggcgagacgc gttcaccacc atatgcactg ttgtcaactc ccctggagat gcgcccaagc 60 

cccacaggaa gccttcctcc tctgcctcct cttcctcatc ctcgtcctcg ttctccttgg 120 

atgcagccgg ggcctccctg gccacactcc ctggaggctc catcctgcag ccgcggccct 180 

ccttgcccct ctcctccacg atgcacttgg ggcctgtggt ttccaaggcc ctgagtacct 240 

cttgccttgt ttgctgcctc tgccaaaacc cggccaactt caaggacctt ggggacctct 3 00 

gtgggcccta ctaccctgaa cactgcctcc ccaaaaagaa gccaaaactc aaggagaagg 360 

tgcggccaga aggcacctgt gaggaggcct cgctgccgct tgagagaaca ctcaaaggtc 420 

ccgagtgtgc agctgccgcc actgccggga agccccccag gcctgacggc ccagctgacc 480 

cggccaagca gggcccactg cgcaccagtg cccggggcct gtcccggagg ctgcagagct 540 

gctactgctg tgatggccgg gaggatgggg gcgaggaggc agccccagcc gacaagggtc 600 

gcaaacatga gtgcagcaag gaggctccgg cagagcccgg cggggaggcc caggaagcac 660 

tgggtgmatn aagcctgttm ccgtgttgga ccgggggggt tttaactggt ggncggggaa 720 

ntcttttngg nttgcaagag gccaattaaa gttggncctt ggaaaa 766 



<210> 27 
<211> 6729 
<212> DNA 
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<213> Homo sapiens 
<400> 27 

ccacgcgtcc gggagggcaa cggggcggcg cgggcggccg ggcgcagggt cgcgggaggt 
gacgcgcggc gaggatggcg gcgcggggcc gggggctgct gctgctgacg ctgtcggtgc 
tgttggcggc gggcccctcc gccgctgcgg ccaagctcaa catccccaaa gtgctgctgc 
ccttcacgcg ggccacgcgc gttaacttca cgctggaggc ctcggagggc tgctaccgct 
ggttgtccac ccggccggag gtggccagca tcgagccgct gggcctggac gagcagcagt 

gctcccagaa ggcagtggtg caggcccgcc tgacccagcc tgcccgcctc accagcatca 360 
tcttcgcaga ggacatcacc acaggccagg tcctgcgctg tgatgccatt gtggacctca 
tccatgacat ccagatcgtc tccaccaccc gcgagctcta cctggaggac tcccccctgg 
agctgaagat ccaggccctg gactccgaag ggaacacctt cagcactctg gctggactgg 
tcttcgagtg gacgattgtg aaggactccg aggcggacag gttctcagac tcccacaatg 
cgctgcgaat cctcactttc ttggagtcta cgtacatccc tccttcttac atctcagaga 
tggagaaggc tgccaagcaa ggggacacca tcctggtgtc tgggatgaag accgggagct 

ccaagctcaa ggctcgcatc caggaggctg tctacaagaa tgtacgccct gcagaagtca 780 
ggctgctgat tttggaaaac atccttctga acccggccta tgacgtctac ctgatggtgg R4 ° 
gaacctccat tcactacaag gtgcagaaga tcaggcaagg gaaaattaca gaactctcca 
tgccttccga tcagtacgag ttgcagcttc agaacagcat cccgggcccc gaaggagacc 

caacccggcc ggtggctgtc ttggcccagg acacgtcgat ggtcactgca ctgcagctgg 1020 

gacagagcag cctcgtcctt ggccacagga gtattcgcat gcaaggtgct tctaggttac 1080 

ccaacagcac tatctacgtg gtcgaacctg gatacctagg gttcactgtt caccctggtg 1140 

acaggtgggt gctggagacc ggccgcctgt atgaaatcac catcgaagtt tttgacaagt 1200 

tcagcaacaa ggtctatgta tctgacaaca tccgaattga aactgtgctt cctgctgagt 1260 

tcttcgaggt gctctcgtcc tcccagaatg ggtcatacca tcgcatcagg gcactaaaga 1320 

ggggacagac ggccattgac gcggccctca cctctgtggt ggaccaggat ggaggggtcc 1380 

acatactaca ggtgcctgtg tggaaccagc aggaggtgga aattcacatc ccgatcaccc 1440 

tgtatcccag catcttgaca tttccgtggc aaccaaagac gggcgcctat cagtacacaa 1500 

taagggccca cggtggcagt gggaacttca gctggtcttc gtcaagccac ctggttgcca 1560 

cagttactgt caagggcgtg atgaccacag gcagtgacat cgggttcagt gtgatccagg 1620 

cacatgatgt gcagaaccca ctccatttcg gtgagatgaa ggtgtatgtg atcgagcccc 1680 

acagcatgga gtttgccccg tgccaggtgg aggcacgtgt gggccaggcc ctggagctgc 174 0 

ccctgaggat cagtggcctc atgcccggcg gggccagtga ggtggtcacc ttgagcgact 1800 

gctcccactt tgacttggct gtcgaggtgg agaaccaggg tgtgttccag ccactcccag 1860 

ggaggctgcc gccaggctct gagcactgca gcggcgtccg ggtaaaggcc gaggcccagg 1920 

gctctaccac gcttcttgtg agctacagac acggccacgt ccacctgagt gccaagatca 1980 

ccattgctgc ctacctgccc ctcaaggctg tggatccctc ctctgttgcc ttggtaaccc 2040 

tgggctcctc aaaggagatg ctgtttgaag gaggtcccag accttggatc ctcgagccgt 2100 

ccaaattctt ccagaacgtc accgctgagg acactgacag catcggcctg gctctctttg 2160 

ccccccattc ctcccggaat tatcagcaac actggatcct tgtgacctgt caggccttgg 2220 

gtgagcaggt catcgccctg tcggtgggga acaagcccag cctcaccaac ccctttcctg 2280 

cggtggagcc tgccgtggtg aagttcgtct gcgccccacc gtccaggctc accctcgtgc 2340 

ctgtctacac cagcccccag ctggacatgt cctgtccgct gctgcagcag aacaagcagg 2400 

tggtcccagt gtccagccac cgcaaccccc tgctggacct ggctgcttac gaccaggagg 2460 

gccgccggtt cgacaacttc agctctctga gcatccagtg ggagtccacc aggccagtgt 2520 

tggccagcat cgagcctgag ctgcccatgc agctggtgtc ccaggacgat gagagtggcc 2580 

aaaagaagct gcacggtttg caggccattt tggttcacga ggcatcagga accacagcca 2640 

tcactgccac tgccactggc taccaggagt cccacctcag ctctgccaga acaaagcagc 2700 

cgcatgaccc tctggtgcct ctgtcggcct ccatagagct catcctggtg gaggacgtga 27 60 

gggtgagccc agaagaggtg accatctaca accaccctgg catccaggca gagctccgca 2820 

tcagggaagg ctcaggttac ttcttcctca acaccagcac cgcagatgtt gtcaaggtgg 2880 

cctaccagga ggccaggggt gtcgccatgg tgcacccttt gctcccgggc tcatccacca 2940 
tcatgatcca tgacttgtgc ctcgtcttcc cggccccagc caaggctgtc gtttacgtgt 3000 
cggacattca ggagctgtac atccgtgtgg ttgacaaggt ggagattggg aagacagtga 3060 
aggcatacgt ccgcgtgctg gacttgcaca agaagccctt ccttgccaaa tacttcccct 3120 
tcatggacct gaagctccga gcagcctccc cgatcattac attggtggcc cttgatgaag 3180 
cccttgacaa ctacaccatc acattcctca tccgcggtgt ggccatcggc cagaccagtc 3240 
taactgcaag tgtgaccaat aaagctggac agagaatcaa ctcagcccca caacagattg 3300 
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aagtctttcc cccgttcagg ctgatgccca ggaaggtgac actgcttatc ggggccacga 3360 

tgcaggtcac ctccgagggc ggcccccagc ctcagtccaa catccttttc tccatcagca 3420 

atgagagcgt tgcgctggtg agcgctgctg ggctggtaca gggcctcgcc atcgggaacg 34 80 

gcactgtgtc tgggctcgtg caggcagtgg atgcagagac cggcaaggtg gtcatcatct 354 0 

ctcaggacct cgtgcaggtg gaagtgctgc tgctaagggc cgtgaggatc cgcgccccca 3600 

tcatgcggat gaggacgggc acccagatgc ccatctatgt caccggcatc accaaccacc 3660 

agaacccttt ctcctttggc aatgccgtgc caggcctgac cttccactgg tctgtcacca 372 0 

agcgggacgt cctggacctc cgagggcggc accacgaggc gtcgatccga ctcccgtcac 3780 

agtacaactt tgccatgaac gtgctcggcc gggtaaaagg ccggaccggg ctgagggtgg 384 0 

tggtcaaggc tgtggacccc acatcggggc agctgtatgg cctggccaga gaactctcgg 3900 

atgagatcca agtccaggtg tttgagaagc tgcagctgct caaccctgaa atagaagcag 3960 

aacaaatatt aatgtcgccc aactcatata taaagctgca gacaaacagg gatggtgcag 4020 

cctctctgag ctaccgcgtc ctggatggac ccgaaaaggt tccagttgtg catgttgatg 4080 

agaaaggctt tctagcatca gggtctatga tcgggacatc caccatcgga gtgattgcac 4140 

aagagccctt tggggccaac caaaccatca ttgttgctgt aaaggtatcc cctgtttcct 4200 

acctgagggt ttccatgagc cctgtcctgc acacccagaa caaggaggcc ctggtggccg 4260 

tgcctttggg aatgaccgtg accttcactg tccacttcca cgacaactct ggagatgtct 4320 

tccatgctca cagttcggtc ctcaactttg ccactaacag agacgacttt gtgcagatcg 43 80 

ggaagggccc caccaacaac acctgtgttg tccgcacagt cagcgtgggc ctgacactgc 4440 

tccgtgtgtg ggacgcagag cacccgggcc tctcggactt catgcccctg cctgtcctac 4500 

aggccatctc cccagagctg tctggggcca tggtggtggg ggacgtgctc tgtctggcca 4560 

ctgttctgac cagcctggaa ggcctctcag gaacctggag ctcctcggcc aacagcatcc 4620 

tccacatcga ccccaagacg ggtgtggctg tggcccgggc cgtgggatcc gtgacggttt 4680 

actatgaggt cgctgggcac ctgaggacct acaaggaggt ggtggtcagc gtccctcaga 4740 

ggatcatggc ccgtcacctc caccccatcc agaccagctt ccaggaggct acagcctcca 4 8 00 

aagtgattgt tgccgtggga gacagaagct ctaacctgag aggcgagtgc acccccaccc 4860 

agagggaagt catccaggcc ttgcacccag agaccctcat cagctgccag tcccagttca 4 920 

agccggccgt ctttgatttc ccatctcaag atgtgttcac cgtggagcca cagtttgaca 4980 

ctgctctcgg ccagtacttc tgctcaatca caatgcacag gctgacggac aagcagcgga 504 0 

agcacctgag catgaagaag acagctctgg tggtcagtgc ctccctctcc agcagccact 5100 

tctccacaga gcaggtgggg gccgaggtgc ccttcagccc aggtctcttc gccgaccagg 5160 

ctgaaatcct tttgagcaac cactacacca gttccgagat cagggtcttt ggtgccccgg 5220 

aggttctgga gaacttggag gtgaaatccg ggtccccggc cgtgctggca ttcgcaaagg 5280 

agaagtcttt tgggtggccc agcttcatca catacacggt cggcgtcttg gaccccgcgg 5340 

ctggcagcca agggcctctg tccactaccc tgaccttctc cagccccgtg accaaccaag 5400 

ccattgccat cccagtgaca gtggcttttg tggtggatcg ccgtgggccc ggtccttatg 5460 

gagccagcct cttccagcac ttcctggatt cctaccaggt catgttcttc acgctcttcg 552 0 

ccctgttggc tgggacagcg gtcatgatca tagcctacca cactgtctgc acgccccggg 5580 

atcttgctgt gcctgcagcc ctcacgcctc gagccagccc tggacacagc ccccactatt 564 0 

tcgctgcctc atcacccaca tctcccaatg cattgcctcc tgctcgcaaa gccagccctc 5700 

cctcagggct gtggagccca gcctatgcct cccactaggc cgcgtgaagg ttcccggagg 5760 

atgggtctca gccgagcctc gtgcaccccc aagatggaac atccctgctg cattcacact 5820 

ggaacaagcc cctccagatg agtgccccgg ccccaggcca gcttcactgc cgtctcttca 5 880 

cacagagctg tagtttcggc tctgcccatt agctcatttt atgtaggagt tttaaatgtg 5940 

tgtttttttc ctttcaagtc ttacaaagct aagacttttt ggctcattcc tttttgcatg 6000 

gttgtctagg gtttctggac aatgtgctgt tgcattttta ttttcctagc cttgctaaaa 6060 

tctttccctt ctcaagactt tgagcagtta gaagtgctct ttagaagttg tctgtgggtg 612 0 

atgttactgt agtggtctca gggaaaggat tgtccagtta ctttaggggg tttttggtgg 6180 

ggtttttccc cctgtgaaaa cttactttgc ccctagtctg gctgctgcta ggacttctga 624 0 

ggagcaatgg gacatgagtg tccctgtatc tgcgccactg ccgcaaggga agcctcagga 6300 

accagcacct ggaggccagg gctgctgccc aaccatgggc cactgtgaac agacttcagt 6360 

cctctgtttt tgtttcataa gccgttgaga catctgatgg acttggctta ggccctgctg 6420 

ggacatccca cgtgtgatcc ctttcactcc atcaggacac caggactgtc cttaggaaaa 6480 

tgtccttgag atggcagcag gagtcatatt ttctgtgtgt gtgtttcgga aagccgctgt 654 0 

gtcctgcctc agcacaaaga cccagtgtca tttgctcctc ctgttcctgt gccactccag 6600 

aacctcagca gatctgagcc accgcctgcc agtgtgagag gcggccactt tcatggcagc 6660 

tcatcaggcg cagggcccca gacagcttcc cagcaggccc tagagcccgg cctgggccaa 672 0 

tgatggagg 672 9 
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<210> 28 

<211> 1242 

<212> DNA 

<213> Homo sapiens 

<400> 28 

gcgtccgcac ctcaggccct ccaagcgcag gatgcaggcc gtggccaacg tgtccattgg 60 
ggccatgttc tgcatgtatg ggctcacagc aacctttgga tacctcacct tctacagtga 12 0 

gtggggctgg ggctagggct ggggggaggg ggaaggcctg gggcaggagc ctctgagctc 180 
tttccttctg tgaccacgga cctgtcaagt ttccaaacag aaaggtgtgc ctcacttgtg 240 
tggattttgt cacttgtgca tgtatgtatg ggtttctggg gcattggtcc tggtgctctc 
tccacatcct gcatcccgta ccctctgtct catggcccag gcagtgtgaa ggcggagatg 
ctgcacatgt acagccagaa ggacccgctc atcctctgtg tgcgcctggc cgtgctgctc 
gcggtgaccc tcactgtgcc agtcgtgctg ttccctatcc gccgggccct gcagcagctg 
cttttcccag gcaaggcctt cagctggcca cgacatgtgg ccatagctct gatcctgctt 540 
gttttggtca atgtccttgt catctgtgtg ccaaccatcc gggatatctt tggagttatc 600 
gggtccacct cagcccccag cctcatcttc atcctcccca gcatcttcta cctccgcatt 
gtaccctctg aggtggagcc tttcttatcc tggcccaaga tccaggccct gtgctttgga 
gtcctgggag tcctcttcat ggccgtcagt ctaggcttta tgtttgccaa ctgggccaca 
ggccagagcc gcatgtctgg acactgatca ggccctgctg gcccaggtcc ctgtgcgcat 
gcacatggag gggtcagggc cgctccctag ggtccctcct gcccaacatg tggaggtggc 
tggttcccat gaacgtggtt gtcagaggcg ggggacaagc agaggcttgc agactggccc 
acttccctcc tccccaaggg atgccaagct tggatcatgg ccctaatccc aaccccaacc 1020 
ccatgggagg aggaggagga ggaagaagag gaggaggagg aggaggagga ggcggaggag 1080 
gaggaggcca ggtcctggtg gagcctttgc ccagcccagt cctctctgcc tcctcctggc 114 0 
tgaagctgtt tgtcaggatt accctcgggc taaagaggaa aaataaagat gttgagctac 1200 
caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa i242 
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<210> 29 

<211> 2032 

<212> DNA 

<213> Homo sapiens 



<400> 29 

ggcacgagag aagccatacc tggtggaaga ggccgtttct tacaatgaac ttgactatgt 
gtcggttggc cttgaccagc agacggtgaa gctggtgtgc accaaccgca ggaagcagtt 
tctgctggac acggctgatg tggcgctggc tgagttcttt ttggcttctt tgaagtcagc 
catgatcaaa ggctgtcgag aacctcccta ccccagcatc ctgacggatg ccaccatgga 
gaagctggca ctggccaaat ttgtggccca agaatcgaag tgtgaggcat ctgctgtcac 
cgtgcgcttc tacggccttg tgcactggga ggaccccaca gacgagtccc tgggccccac 360 
gccctgccac tgctcacccc ccgagggcac catcaccaaa gaaggcatgc tgcactacaa 420 
ggcgggcacc tcctacctgg gcaaggaaca ctggaagacg tgcttcgtgg tgctcagcaa 480 
cgggatcctc taccagtacc cggaccgcac cgacgtcatc cctctgctct cggtgaacat 540 
ggggggggag cagtgcggtg gctgccggag agccaacacc acggatcggc cccacgcctt ^oo 
ccaggtcatt ctctccgacc ggccctgcct ggagctaagt gccgagagcg aggccgagat 
ggccgagtgg atgcagcatc tctgccaggc tgtgtccaaa ggggtcatcc cccagggcgt 
agctcccagc ccctgcatac cctgctgcct ggtcctcacg gatgaccgcc tctttacgtg 
ccatgaggat tgccagacca gcttcttccg ctctttgggc acagccaagc tgggcgacat 
cagcgccgtc tccaccgagc cgggcaagga gtactgcgtc ttggagttct cccaggacag 
ccagcagctc ctcccgccct gggtcatcta cctgagctgc acttctgaac tggaccgatt 
gctgtctgca ctgaactctg ggtggaaaac catctatcag gtggacctcc cccacacggc 
gatccaggaa gcctccaaca agaagaaatt cgaggatgcc ttgagcctca tccacagcgc 
ctggcagcgg agcgacagtc tctgccgcgg ccgagcctcc cgagacccct ggtgctgagg 
cagagctggt tggcgtccct ggtgggcagg aaaggaaggc acgccagccg gcaggcacac 1200 
tgtcacggct gttgtcatgc tgtcgggagc ctacagtcca cccctgccct gggcggcaga 12 60 
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accaccgagt gtggcttaag acagggtccc tccactccag ggatccagat caggtgcccg 1320 

gcacccctgg gcatcctgcc cgacaggtag cgaatggagg tcgctggggg cagagggtcc 13 80 

gagccctgtg ggctctgcgg atgcacgccc tcctcccggg cctccgcctc agtctgcaga 144 0 

atttctgccg agtggcaccg agaacaccat ccatctaagg acgaacaaaa gaaccaggag 1500 

ggcgggaccc cccctcttcc tctcctgggt tgggggctgg ggccctgagt gcccagccat 1560 

ccttgttcgt gtttgaacac tctcctggcc acgtggggaa gcgggaacac ggggtgtctg 1620 

cgcatgtttc ctcctcctag ctccatcact gcgcacacag ctgcctgcct cgccagatgc 1680 

a 999999cgg gcagccctcc ctggctgcca ggaggctctg catgcccaca gtcctgccct 174 0 

gcctgtcccc tcaacccggc agtgcctgta gcaccgagga gcaaaggggg tggatggggg 1800 

gcttggagaa gggcggagcc caccagcctg gcatccatgt tgacatcttc tgactgtccc 1860 

ctgcttggct ggagccaggc ccttccctag agtttcgtca agagcctcct ggggaagggg 1920 

tcaggtggtt tgggttttgt tttttaaaat aaaatagaca tgttatattg ccaaaaaaaa 1980 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 2032 



<210> 30 

<211> 3408 

<212> DNA 

<213> Homo sapiens 

<400> 30 

ccacgcgtcc ggaggcagga ccttgtccta ttcattaatc ttgcccctca acagttattt 60 

tcagaggggc aagaagtgtt tcagggttct tggcccttgt ttgaccagtc gtcctaaccc 120 

tcatgtcttg ggtcattgtt gttataatct ggggttacct tttggaaggt catggggtac 180 

ccttttgcaa aagttatggg ccctctcctt ggaaactgca cacacaccat gcagcttaca 240 

attcagggag ttcacaggtc tacagaatcc tggaaactct catgtccggt tctactcatt 3 00 

gtagcttcag tggaaccttc tagcagtcct ttccagctcc tccccagctc ctcagctctg 360 

cttccctccg cccatcaagc cctcctcagc ccataaggtg ggccaggtgg cctgtgggga 420 

taaatcagag tgcccacaag tgcaggggcc caaagacatc ccagagcaaa cccaagaatc 480 

cctctacaag ccccagccca ctcagaagga tgcattttgc cccctctgtt tatttgtttg 540 

tttttaatta tgaaagtagg gcatggtcat tgttgagaat gtgagaaatg cagagaagtt 600 

aaaatgatgc tttttgttta gggcgctgct gcttctggct taagatccta aatcaaagca 660 

gctgccagat ctggacctaa gacttgcttc ccatcacctt acataaaaga aagagcactg 720 

gactaggaat caaagatctg aattcccatc aaatctctgc tattactagc ttttatctct 780 

atttatttat ttatctgtct atctatctag taccttttgt gaatatgagt gtttctcacc 840 

gaggccctcc catctctctt gcccccgatc ctggaatgga ccaaatacct tgtttactga 900 

aggatacaga tggcatgtga ctgttgagaa tcactcaccc tcttagagcc atggtttcct 960 

cttctataaa atagggatgt tcgtgcctat ttgctaatca tgagtgacaa tgacataagg 1020 

tacataaagc tgtactgcat gatgcaaaca taacatcata tttgtagggt tgttgctaat 1080 

aatactatcc atcagcaaag cagtcattca tttactcagt caaatactga tgcactggta 1140 

cattcagttt cctcttttgt aaaatgggga taaaaatagg acttagctca tagggtattt 1200 

aagattcagt gagttaatat atataaaata cttagagcag tccttggaac atattaagaa 1260 

ctcaatacat attagctagt tgagcaggct gtagtatttg ttccagccaa gaaaagactg 1320 

ttctctaaca gcacaggaaa taaagatggg gttaggcacg acacggcagc aggacttacc 1380 

ttctgtctaa ttcagctggc agtcaaagaa agaattatta gaagcctatg agcttggtct 1440 

cccaaagatc tactgagtac agggggatat ttaaagaata aaaatcccta gacccactta 1500 

cagtacagga gagacaagaa gctgttcaca caataacaag tgctaaattc cttgattttt 1560 

atactgacag ctgaagtttt agagaagaga aggatcaata aagaccggaa tattaaagca 1620 

gacaggccta aaagaggatt ttagatttga taaagaattc ctccagttct cagagcaggg 1680 

actttggagg gtaacaactt ggatttcagt ccttgcctgc cacttactga ttgtatgacc 1740 

ttggaaaagt tacttcactt ctgtgagcaa tgattctctc atctggaaaa caaaacaaaa 1800 

caaaaaaact aacaagggtg ataataatac ctacctccct acctcatagg gctgatgaga 1860 

agattaaaaa gtacctacat aaagcccttc tctgcgtgcc tggagcatgg caagggctcc 1920 

atgtgaacca ctattttttt tttttttttt aatgaaaagt catgggcagc accaaagctc 1980 

agaattttgg cagtaaggaa ttatgattct acattgaaat ttgccagaag gggagctgac 2040 

tgcctcatga gacatttttg aatgaggcca aaaaaggaaa caagtgtatc ctgggatttt 2100 

acgagatgct aggtatgtcc ttagcactta atcctcatga ctaccctatg atgtaagtac 2160 

tatctgttgt ccctatttta cagttggcca aggtcacata gctgaaacgg acttctgtgt 2220 
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qtcttctaac ttttgctttc aggtctggaa aaatgcaatg taaacctaga ccctctttga 
aatactgaag atggtaatct tatcccttcc tcactttctg ttttctaaaa taacagtcct 
tgttccttac aatgtctgtt ttccagattc ttagaagact ttttgcttat tttccataac 
tctttacttg tgatccctga atgacaccgg gggtatagca gagaatgtcc atttcctcaa 
aqttcaaagg tcctacaaaa aatagttgct agcctggcat gatggtgtgt gcctgtggcc 
tcagctacct gggaggctga ggcaggagga ttgcttgagc tgaggagttt gaggcgcagc 
qtgatcgcgg ctcaccgcag cctcccgggc tcaagcattc ctctcgcctc agcctcctga 
gtagctggga ccacagctcc actaattttg aagttttttt ggtagacatg aagtctccct 
qtgttgcccg ggctggtctc aaactcctga cctcaagcag tcctcctgtc ttggcctctg 
gaaatgctgg gattacaggc gtgagccact gtgctggcct cttttttctt tttctttttt 
tttaaggttt ttatttgtta aatgggaagt ctgtgccatc aactgagcat tgtattttct 
ccttagtaag agcctgggtg ggccactggg agagaactat acattaaatg taagtagcct 
ctgggtagag agcccctggc tggtttcctt tcctttctct ccttttctct actttggtgt 
ctggaggcat ttcccagact ccagtttctt accaccctca cggattttgc tattgtatta 
tcacctcctt tatcattccc aaaattgact ttatggagac tcattaaaag aaagaatcat 
cggccgggag cggtggctca cgccacgaag gcgggcgaat cacctgaggt gcggagttcg 
tgaccagcct gaccaaaaca gagaaacccc atctctacta aacaatacaa aattagctgg 
acgtggtggt gcacgcctgt aatcccagct actggggagg ctgggacggg agaatcactt 
gaacccggga ggcagaggtt gcagtgacca aagatcgcac tattgcactc cagcctgggc 
aacaagagca aaactctatc tcaaaaaaaa aaaaaaaaaa aaaaaaaa 



2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3408 



<210> 31 
<211> 1917 
<212> DNA 

<213> Homo sapiens 



<400> 31 

acgcgtccgc 

tatccttgcc 

atgggtttat 

gtaccgtact 

gcctccacct 

ccatatgaat 

agggattgca 

gtcttccaat 

tcatcagtgt 

ctaagtattt 

caaatagttt 

ctacaacaaa 

gggttttcta 

ctaatttgga 

actatattga 

agacttccag 

tcattatttt 

agtgttgaat 

agtaaagagt 

aagggaaagt 

atttcttcaa 

tgcagctctg 

gccccaagca 

tattagttgt 

cgcctgaggt 

ctctgtgttc 

tactaagcat 

ctaatcctca 

agttgcatga 

tctggctgga 



attcttttac 

tcattgtgtg 

ttctgagctc 

gttttaatta 

ttgttcttct 

tttaggtttg 

ttgaatctgt 

tcatgaacat 

tttatagttt 

tattcttttt 

gatgttattg 

tttttctgaa 

catataaggt 

tgccctttat 

atagaggtgg 

tttttcacta 

gagatagtct 

tttgtcaaat 

tactgaaatt 

agaaattttt 

acattctggt 

aggagacatt 

ctttactctt 

tatcttattt 

tccacggctt 

atgttctcaa 

tttaacatgc 

atacagctct 

acgattttac 

gagcccaagc 



atgtagacat 

ttcctggtac 

tctattttgt 

ctgtagcttt 

ttctcaagat 

ttttttctat 

agattgcttt 

gggatgtctt 

ttcatttgca 

gatcttatag 

tatacagaca 

tttgtttagt 

catgtcatct 

ttctttttat 

taagaatagg 

ttaagtctaa 

caccctgttt 

gcctttctgc 

tcttgcttag 

gaagaagata 

taaaatatca 

ggaagcatcg 

gtaaattcat 

tatagatgag 

ttaagtggca 

ctatttatac 

tagacattgt 

tttatttcac 

acagctgtta 

ttttatcagt 



ccagttttcc 
ccttgttgaa 
tccattggtt 
gtaatatact 
tgttttagct 
ttccatgaaa 
atgtattatg 
tttatttatt 
aatctttcat 
taaatgagat 
cagctgattt 
atgtctaata 
gtgaacagaa 
tgccgaattg 
cattttggct 
tgttaactgt 
gtagtttgtt 
atctattaag 
aagattagat 
aatagataag 
aagtaacagt 
ataatactta 
ctaattatca 
aaagctgagg 
gaacattgat 
tattctgctt 
attgaacatt 
agaataggaa 
ggtcgttgaa 
tgtgtatagc 



caagtgtttg 

aattagttga 

atatgtctgt 

ttgaaatcag 

atttggggtc 

aatgccattg 

gctattgtaa 

tgtgtctctt 

ttccttggtc 

tgttttctta 

tgtatgttga 

aatttttgat 

ataattttac 

ctctgactgt 

ttgtttctga 

gagtttttca 

gagatttttt 

agatcttgaa 

aaatggtgat 

tcttagacat 

tgttgcaaat 

gaaaaacctt 

ctgtaacacc 

cacagagagg 

ttgagtcaat 

cagaaataaa 

atttgtatca 

attgaagcaa 

ctggattctg 

agtgagagta 



ttgaagagac 
acatatttgc 
ctttctgcca 
gaaatatgaa 
ctttgtggtt 
ggattttgat 
tgatgttgaa 
aaaatttatt 
aatgttattc 
atttgctttt 
tttttatatc 
gcactcttta 
ttttcccttt 
gacttccagt 
tcttaaggaa 
tatatggcct 
attatgaaaa 
gaaagtgaag 
gctactaatt 
aatgtgtttt 
ggaaaaaata 
acctaatgct 
acaaagtagc 
ccatgtcact 
gcattctgaa 
gactcccatt 
tatcaattat 
agagaggaaa 
aacctagcat 
gattccccat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
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ggaaaggtaa 
aagcggcctg 



gagctgaata cagagtccag agggaacacc aatatgaaga aggagttgtg 
aaaagaaatg acaaagatag gaagagagtt acaaaaaaaa aaaaaaa 



1860 
1917 



<210> 32 
<211> 2359 
<212> DNA 

<213> Homo sapiens 
<400> 32 

cccgtgcgag gtggcaaatg caacatgctc tccagtttgg ggtgtctact tctctgtgga 60 

agtattacac tagccctggg aaatgcacag aaattgccaa aaggtaaaag gccaaacctc 120 

aaagtccaca tcaataccac aagtgactcc atcctcttga agttcttgcg tccaagtcca 180 

aatgtaaagc ttgaaggtct tctcctggga tatggcagca atgtatcacc aaaccagtac 24 0 

ttccctcttc ccgctgaagg gaaattcaca gaagctatag ttgatgcaga gccgaaatat 300 

ctgatagttg tgcgacctgc tccacctcca agtcaaaaga agtcatgttc aggtaaaact 3 60 

cgttctcgca aacctctgca gctggtggtt ggcactctga caccgagctc ggtcttcctg 420 

tcctggggtt tcctcatcaa cccacaccat gactggacat tgccaagtca ctgtcccaat 480 

gacagatttt atacaattcg ctatcgagaa aaggataaag aaaagaagtg gatttttcaa 54 0 

atctgtccag ccactgaaac aattgtggaa aacctaaagc ccaacacagt ttatgaattt 600 

ggagtgaaag acaatgtgga aggtggaatt tggagtaaga ttttcaatca caagactgtt 660 

gttggaagta aaaaagtaaa tgggaaaatc caaagtacct atgaccaaga ccacacagtg 720 

ccagcatatg tcccaaggaa actaatccca ataacaatca tcaagcaagt gattcagaat 78 0 

gttactcaca aggattcagc taaateccca gaaaaagctc cactgggagg agtgatacta 84 0 

gtccacctta ttattccagg tcttaatgaa actactgtaa aacttcctgc atccctaatg 900 

tttgagattt cagatgcact caagacacaa ttagctaaga atgaaacctt ggcattacct 960 

gccgaatcta aaacaccaga ggttgaaaaa atctcagcac gacccacaac agtgactcct 102 0 

gaaacagttc caagaagcac taaacccact acgtctagtg cattagatgt ttcagaaaca 1080 

acactggttc tcagcaaaag gaccccggaa acattgcaaa ctattctaat acctcagttt 114 0 

gaattgccac tgagcactct agctccaaaa agccttccag aatttcctga ggcaaaaaca 12 00 

cccttccctt ttgagaaacc taggggcaca ttggcttcaa gtgaaaagcc atggattgtg 1260 

cctacagcta aaatatctga agattccaaa gttctgcagc ctcaaactgc aacttatgat 1320 

gttttctcaa gccctacaac atcagatgag cctgagatat cagattccta cacagcaaca 1380 

agtgatcgta ttctggattc tatcccacct aaaacttcta gaactcttga acagccaagg 1440 

gcaacactgg ctccaagtga aacaccattt gttcctcaaa aactggaaat ctttaccagt 1500 

ccagaaatgc agcctacgac acctgctccc cagcaaacta catctatccc ttctacacct 1560 

aaacgacgcc cccggcccaa accgccaaga accaaacctg aaagaaccac aagtgccgga 162 0 

acaattacac ctaaaatttc taaaagccct gaacctacat ggacaacacc ggctcccggt 1680 

aaaacacaat ttatttctct gaaacctaaa atccctctca gcccagaagt gacacacacc 174 0 

aaacctgctc ccaagcagac accacgtgct cctcctaagc caaaaacatc accacgccca 1800 

agaatcccac aaacacaacc agttcctaag gtgccccagc gtgttactgc aaaaccaaaa 1860 

acgtcaccaa gtccagaagt gtcatacacc acacctgctc caaaagatgt gctccttcct 1920 

cataaaccat accctgaggt ctctcagagc gaacctgctc ctctagagac acgaggcatc 1980 

ccttttatac ccatgatttc cccaagtcct agtcaagagg aactacagac cactctggaa 2040 

gaaacagacc aatccaccca agaacctttc acaactaaga ttccacgaac aactgaacta 2100 

gcaaagacaa ctcaggcgcc acacagattt tatactactg tgaggcccag aacatctgac 2160 

aagccacaca tcagacctgt tctgaatagg acaactacaa gacctactag gcccaaaccc 2220 

agtgggatgc ccagtgggaa tggagtggga acaggggtca agcaagcacc caggccatca 2280 

ggtgctgata gaaatgtatc agtggactct acccacccca ctaaaaagcc agggactcgc 2340 



<210> 33 
<211> 527 
<212> DNA 

<213> Homo sapiens 
<220> 



cgcccaccct 



tgccaccca 



2359 
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<221> 


SITE 












<222> 


(284)' 












<223> 


n equals a,t,g, 


or c 










<220> 














<221> 


SITE 












<222> 


(292) 












<223> 


n equals a,t,g, 


or c 










<220> 














<221> 


SITE 












<222> 


(422) 












<223> 


n equals a,t,g, 


or c 










<220> 














<221> 


SITE 












<222> 


(514) 












<223> 


n equals a, t,g, 


or c 










<220> 














<221> 


SITE 












<222> 


(527) 












<223> 


n equals a,t,g, 


or c 










<400> 


33 












gggaggttgc ggtgagccga gatcacgcca 


ttgcactcca 


gcctgggcga 


cagagtgaaa 


60 


ctccgtctca aaaaaaaaaa 


aaaaaaaaaa 


attggccgta 


tgtgcgtggg 


tctgttcctg 


ion 


agctctgttt ttttccatat 


atgtgttcat 


ccttttgcta 


atgccacact 


gtcttgtcta 


180 


ctagaaattg gtaagttgtg 


tgaatccttc 


aactttgttc 


ttttccaaat 


tgttttggct 


240 


attctggttc ctttaacttt 


catataaatc 


tttgaattag 


cttntagata 


anagcaaaat 


300 


gtcctgccaa gattttgtrt 


ctaaacttat 


aaatcagttt 


gaggagaatt 


agcatcataa 


360 


caatattgar tagtttwatc 


tgtgaacata 


gtgkaatgca 


ctatttaggt 


cttgatattt 


420 


tnatgggtgt tttgtatttt 


tcagtataaa 


gaccatgtgc 


atcatcttgt 


gtttagattt 


480 


ataccaaagc atttttgcag 


gtgttggaat 


tatnactgtt 


taaaaan 




527 


<210> 


34 












<211> 


1951 












<212> 


DNA 












<213> 


Homo sapiens 












<400> 


34 













gcgtccgctt atctgaaatt gtaacctgcc tcctctcttt ggaactctca gtccctctga 60 

tgttgttctt tctgtaattt acttatttat tctgtttatt gtgattatct attttgcccc 120 

actctacact agaatcacac tccacgaggt cagggattag tgtttatttc gtttattgac 180 

agatgccagg catttagaat agtgcctggc acataataaa ggcttattaa atagatgttg 240 

aataaatgaa tcacctcttt atagtgcctg tgccctaaac tagatgatat cttgtctttg 300 

taactttata gcacactgtg tagctctagt gatgcgtaca tgtatgctgg ttgtatcttc 360 

caactttgct ccttctttcc tttaatatat aaggtctatt taggaattgt catctagcat 420 

ttggatcagt gtccagtgat gttacatagt aggatttatc aaattttaga aagagaaagg 4 80 

aatttaccac actatcaaag aagtttaatt actatgtctt attttttggt ggaatcatat 540 

ttaatgaaag agaatgtgaa attgctttgt cttatagttc agaaaccagt tttcaaaact 600 

tccttcatgt agtaaatgga atcttctagt gaatgtcatg aaatttccaa attgtttttt 660 

tttaattttt tttaaaattg tggtaagtac atataacata aaatttgcca ccttaactct 720 

ttttaagtgt acacttcatt ggcattaagt acattctcac cgttgcataa gtgtcaccac 780 

cgtccagttc cagaatattt ttaccttgca aacctgaaat tctgtaccca ttaaacagta 840 

actcctcatt cctccccaac ccttagcaat caaagtttta ctttctgtac ctatgaattt 900 

gatattctag gtacttttat ataagtgaaa tcatacagtg tttgtccttt ttcactggct 960 
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tattcactca ccataatgtc tgtaagacat tatgttgtag cacatatcag aatttccttc 1020 

ctttttaaag gtgaataata ttttattgta tgtattgtgg acatactttc ttttcattac 1080 

ctaaaaacct tcctcatcct acataaaata tctgcagtgt gctgtctagt atggatgaac 1140 

cataaatcta ccttctccaa gattttctcc cagtttttta ctattttaaa aagtgctgcc 1200 

gggcgcggtg gctcatgcct gtaatcccag cactttggga ggccaaggca ggtggatctc 1260 

gagatcagga gatcgagacc agcctcgcca atatggtgaa accccatctc tactaaaaac 1320 

acacacaaaa aaaaaagtgc tataatacat ttgcttgtaa aaatatcctc atcacttatc 13 80 

cacatatata agccaggctt ctaaaaatgg catttctcac ctgtagtccc agctactcag 1440 

gacgctgagg caggagaagt gcttgaaccc aggaggcaga ggttgcagca agctgagatc 1500 

gcaccactgc actctagcct ggtcgataga gcgagactcc atctcaaaaa aatgaataaa 1560 

taaataaaaa cagtatttct gggacaaagg tatacagacc caaattttat agcagttgtt 1620 

ttcattcatt tacctataga tattttaaaa gcacctgcta ggccgggcac ggtggctcac 1680 

gcctgtaatc tcagcacttt ggtaggccga ggcgggcgga tcacgaggtc aagagatcaa 174 0 

gaccatcctg gccaacgtgg tgaaaccctg tctctactaa aaatacaaaa attagctggg 1800 

catggtggtg cgcgcctgta gtcccagcta ctcaggaggc tgagaatcgc ttgaacctgg 1860 

gaggtagagg ttgcagtgag ctgagatcac accactgctc tccagcctgg caacagagcg 192 0 

agactctgtc ttaaaaaaaa aaaaaaaaaa a 1951 



<210> 35 

<211> 2024 

<212> DNA 

<213> Homo sapiens 



<400> 35 

acgcgtccgt tgtgtgggac aagctgctcc cgacagaagg atgtcgctgc tgagcctgcc 60 

ctggctgggc ctcagaccgg tggcaatgtc cccatggcta ctcctgctgc tggttgtggg 120 

ctcctggcta ctcgcccgca tcctggcttg gacctatgcc ttctataaca actgccgccg 180 

gctccagtgt ttcccacagc ccccaaaacg gaactggttt tggggtcacc tgggcctgat 24 0 

cactcctaca gaggagggct tgaaggactc gacccagatg tcggccacct attcccaggg 300 

ctttacggta tggctgggtc ccatcatccc cttcatcgtt ttatgccacc ctgacaccat 360 

ccggtctatc accaatgcct cagctgccat tgcacccaag gataatctct tcatcaggtt 420 

cctgaagccc tggctgggtg agtacctgca ggtgaaaggg gttggggaca accttgcggg 480 

gagggtaggg gaagtgctgc tcttgcccat tgtccttggc tgccctacta ggagaaggga 54 0 

tactgctgag tggcggtgac aagtggagcc gccaccgtcg gatgctgacg cccgccttcc 600 

atttcaacat cctgaagtcc tatataacga tcttcaacaa gagtgcaaac atcatgcttg 660 

acaagtggca gcacctggcc tcagagggca gcagtcgtct ggacatgttt gagcacatca 72 0 

gcctcatgac cttggacagt ctacagaaat gcatcttcag ctttgacagc cattgtcagg 7 80 

agaggcccag tgaatatatt gccaccatct tggagctcag tgcccttgta gagaaaagaa 84 0 

gccagcatat cctccagcac atggactttc tgtattacct ctcccatgac gggcggcgct 900 

tccacagggc ctgccgcctg gtgcatgact tcacagacgc tgtcatccgg gagcggcgtc 960 

gcaccctccc cactcagggt attgatgatt ttttcaaaga caaagccaag tccaagactt 1020 

tggatttcat tgatgtgctt ctgctgagca aggatgaaga tgggaaggca ttgtcagatg 1080 

aggatataag agcagaggct gacaccttca tgtttggagg ccatgacacc acggccagtg 114 0 

gcctctcctg ggtcctgtac aaccttgcga ggcacccaga ataccaggag cgctgccgac 1200 

aggaggtgca agagcttctg aaggaccgcg atcctaaaga gattgaatgg gacgacctgg 12 60 

cccagctgcc cttcctgacc atgtgcgtga aggagagcct gaggttacat cccccagctc 1320 

ccttcatctc ccgatgctgc acccaggaca ttgttctccc agatggccga gtcatcccca 1380 

aaggcattac ctgcctcatc gatattatag gggtccatca caacccaact gtgtggccgg 1440 

atcctgaggt gctgccttcc ccattcacca ccaccacccc catcctctac ttttgtgtgt 1500 

gtgtgtgtga attccaaggt tcctagtgga gggggcaggg ttttgatgag gaaaatccaa 1560 

catcacctca ccccaaaaca cacacaagtg tctctccaag gctgctggac ataggaaatc 1620 

ccactggcaa accttctttg tctcacctgc aggtctacga ccccttccgc tttgacccag 1680 

agaacagcaa ggggaggtca cctctggctt ttattccttt ctccgcaggg cccaggaact 1740 

gcatcgggca ggcgttcgcc atggcggaga tgaaagtggt cctggcgttg atgctgctgc 1800 

acttccggtt cctgccagac cacactgagc cccgcaggaa gctggaattg atcatgcgcg 1860 

ccgagggcgg gctttggctg cgggtggagc ccctgaatgt aggcttgcag tgactttctg 192 0 

acccatccac ctgttttttt gcagattgtc atgaataaaa cggtgctgtc acctcaaaaa 1980 
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aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 



2024 



SO 



<210> 36 
<211> 3710 
<212> DNA 
<213> Homo sapiens 

<400> 36 

gtacccacaa ttttcaggtg ggtgtgtaag agctaatggg gccacagatg ctatgcatac 

cactgcctag ttgttgctag agagcctttt caacctcaga gaacatagca ttccatgcta 120 

accatcattt aaaattcctg caataaatga aaaaaataaa cacagagctg agagtataat 180 

tcaactagcc tcgctcccaa atgaagctga ttccagatag aaagcagatt ttcatattta 240 

ctgtatgtga cagctgcagg aattaaatga atcatctgtc tatctctatt gccttgttcc 300 

tcctgtgctg tgtgcatcta tccctggggt tgtctgtctt cccattccag gaagacagat 360 

cagtgtagtt tcaattatta attccatgtt tggatcacag taacaccagt tccagttcag 420 

tgacctgcag ttcctattga tttaagtgat gaattatcta cactgcaatg tattattaac 4 80 

tttattttgt ctcttattcc ttctgcattc atgcatcaaa ataataaagc accattcaca 540 

ggctaaaagg acccgtttcc cttctcacat ttcccataag ggcgaagcca acacacacca 600 

gggaggtaat tacacagagc tggggtgggg gctggacatt tattttacct ctgaattatt 660 

tatctcagct gtgaatttgg gggaggggtt gggggaggtc ctcagtgggg aacaaagggg 720 

cccaggaggg aagttaatga agacaagtga cgattagaac ctgggagatt cataagaaat 780 

gaaataacct caacccaaaa gtttaacttc tgggagtcaa tctgcccatt ctgataatga 840 

tggggggatg ggtgtaggag tggtaacgac agtggcacag tgtgaaggga aggaggcaag 900 

agaagagagc accatcagtt tctcctgcca tctcttttgg attgctctgc ctgccccatc 960 

gcaagaccta ctcagcaagg tcagactcca gtgagacatg gatttgtgga tgtttggcag 1020 

aaatgtgctg gccttatggc taacctacca ttgtcttcat cttctttggg taaaagcaca 1080 

tcctcctatt accttttgag gaacttcctt tccctgggta caatctggta ggactatcaa 1140 

tccagatgcc ctaccttgct ctgaccaaat gcatgaccca agctgggtca gtgaggttct 1200 

ccctccatga catttgaatt acagacaaag ggcacaaaag accgagggta agtggcatct 1260 

gttcactagc gctgatgcct gggtctgact gttgagcaat tgctgctctc aataccttct 1320 

gaagatgatc tgcaagcctt gtttttcaac cttccctttg attctagatg ccccacccca 1380 

tagtctttca ataaatgctt ttttttttaa gttaactaaa tttgagtgtg ttttgttgct 1440 

ttcaacttag agaactctgg ctaagcagcc aaaagacatg gctgtatcta aagtgtccct 1500 

gagccctcag agatggaaaa ggtgaagagg gaggggctag atcttgtcta cacctcttct 1560 

gccaatcaag caacaattac atcaataggg agatgggcag gaggtgaagt gaaggcattc 1620 

ctctgtcctc tcgctcccat ttctagttag aactgaatcc aacctcccag cctgcaggac 1680 

tcctgttggg gcaactccca aagtcaagga gtctgaagag acacctcatc tgacaatccc 1740 

acacagaggg aagacttctg gaggggttgc ctagggtcag gcaccccagg catcccgcct 1800 

atgagccaaa cccaagagga aggaaagaca cccaggacct cccagtttga aagtgaagat 1860 

aaagctgcta agtgcgtaga agtttccatg tgcagacaat tggaggatta cctaaggtct 1920 

catttctagt gctattacac tcagaaattg cctcacctat gactgctccc attttgtgac 1980 

tcacagctct ctacgctgca ctggtatgaa acagatgttg tgaatgtttt attgtagttt 2040 

ccaattgcca cccttcattc atctgattca gacctaagag ccttgggctt tcctttcttt 2100 

tctttctcct cctccaccct ttgattttaa gggcctagag gtgaacatct aacaggcaga 2160 

acctgattct acctgtcaac tcaccccctt atagcaatgg agaatagccc agcaatgcct 2220 

gagaaatgag ttctttttct ttccagaact tcaccacata aggagagaag gatcagaaaa 2280 

ccatgtgatt agattatatg gaagaaggtc aaagattaaa aatccactgc ctctcattat 2340 

tagaggaggg atgacagatt cagaccagag cacaaaagaa aatacattat ttcaaaacag 2400 

gatatgaaac ccagtcccag gtgattagtc tctgttaagt aaatttacta tctaatcttt 24 60 

taactgtctt ccgaaattgc tggtccaaca ttctctccct cctccattgg aagcttaacc 2520 

ctgggagggt gctgtcatcc accttaatgg aatggggagc tcatttcagg ggggtgtagg 25 80 

tgggggtggg gtggctgggg tggaagggtc tgtaagtgaa atgcaccctg taataaaagc 2640 

aggatgtgtg cactgcagac cagcctgact ggaggtagga tggggatgga ggttggggca 2 700 

attgtccttc ctttggtttc agagctaggc ccataaatga ggagactatc cttcaacctc 2760 

actccaggct catcctggga aaactggact ctcctctttc cgcacagccc caaggggccc 2820 

acatgtcaaa gaatctcatg cttcggggtt gctctcaaac cagatcaacc ttcaaagctt 2880 

tgattttaaa cgaatgctgc tctgcaggct aaatatcaca ggcctgtgtt ggggcccgaa 2940 
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gaggacaaga 
aacaagacat 
tgtgaacatg 
ccctgtttac 
tctaaaaggc 
agctcttcag 
gtttaacaga 
tttgtgtgat 
agggcagtct 
tgaaggtttt 
gcatgtagtt 
ctcacttcac 
cctgggattt 



tgtgcacttg 
agtggaaaag 
gcatgcaaca 
caggaggaac 
tgaactatta 
acaagggcag 
agggggctgg 
ttatcccttc 
ccaggactca 
ctctatttta 
ttgctgggga 



gaggccagac aggcttgcaa caccatccaa gcaatgagaa 
aggatctgtt tctcagtatc tgtcttggct ggggtaccac 
atcagagagg cagaggatac caaacccaaa ggaactcttc 
tccttttttt ctgtacttca ctattttctc gtctgtttag 
cacaaagaaa gttctctcca agaatgagtt ttccagagaa 
tgtttgaacc actctccaca gcctggagaa tggggtgtgt 
ggccaaacag gactccctga aggattccca aggtgctctg 
tggaaaatcc aaacatacaa atgtgcctgc tgcaaaagtc 
ggttcccaca caaagctaac cacatatagc ttgcctgccc 
accttcgtag gttttcaacc aaaacagatg aaagggaggt 
tcagcagacc tcatttctct ctctcttctt agctcctagg 
cggagaacag gaactgggca aaaaggggct tccctcagct 
cattgtcatc ctgttcacca agcagtcgac 



3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3710 



aaaaaaccct 
cagaaccaga 



<210> 37 
<211> 343 
<212> DNA 

<213> Homo sapiens 
<400> 37 

ccacgcgtcc gcggacgcgt gggcgtgacc ctgcgtgcaa acatgtaccg tggcctggta 60 

tatgatagag attgatatta atgtaccatg tatgttaatg tgaatctgtg ggcaggatac 120 

ttttccatgg caggaaatat ccaagctgtt gaaactggct atgttttaat atgcctcatt 180 

gtgcctttac tgttgtgtgg actgcgtgag ggacaagaag ttccatttga tgtcaataaa 24 0 

gcaaagtact tgcctacttt tttgaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 300 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 34 3 



<210> 38 

<211> 445 

<212> DNA 

<213> Homo sapiens 

<400> 38 

cgacccacgc gtccgtggca ggcttccaaa tttgccaaaa ttaagcgttc agtattttca 60 

acacatacgc tttttactgg tttatactga actatcggat gagaattcct gtgttcccaa 120 

agcaactgat gtttaeaggt cttgtgtttc tcctcctcct ttctaaggat gagggaatcc 180 

acaacagact ttctctagaa aacactaatg atggacaact ttttggtgtc atcaaatgag 24 0 

ttggctacta ccttgatggt aaaaatttgt aaggaaaatt ttcaccattt cgagtggtca 300 

agtgtatttt taactgtctg gtttgtactt ttatgacttt tgtactacca aacgcggagt 360 

taaaaataaa aatgttaaac gcaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 420 

aaaaaaaaaa aaaaaaaaaa aaaaa 445 



<210> 39 

<211> 1312 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 

<222> (16) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (18) 



WO 01/34627 



PCT/US00/30628 



29 



<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (19) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (21) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (25) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1162) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1181) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1275) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1288) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1291) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1294) 

<223> n equals a,t,g, or c 



<400> 39 
gcgggggggg 
gccatcctga 
ctcagcctct 
gacacctttg 
caggcgcctg 
gctgtccggt 
gggcctggcc 
caagcactga 
ctaggggcac 
ctggggttgc 



aacggngnnc 
gcatgctccg 
gtgagccgct 
aggctgtggc 
aaggagctct 
ccaacttgac 
tggccgtcct 
ggcttctccc 
ctgcccgttt 
caaggaaaca 



nccantcgga 
tggggccccg 
gcagaggcac 
tccgttcatg 
gtgccaagac 
cttggccgac 
ctgcaagaac 
cccgcaggag 
gactcaagta 
gagcgagatg 



ttcaagtgga 
gacagtgccc 
ctggccaccc 
gccaatgggc 
tgtgtacggc 
ttgaacatcc 
tacctcttcc 
ctctgcagga 
gtggccatgg 
cagatgaagg 



tggcggatgc 
cggcacaggt 
tgaggccact 
cccttacctt 
aggtctcccg 
aggagcagtg 
agttttttgt 
aggggggatt 
acggggtccc 
ccggtgtgac 



ccacagttcg 
gtgcacagcg 
ctccaaagag 
ccacccccgc 
actccaggag 
tgagtccttg 
ccctgctgac 
ctgtgaggag 
ctccctggag 
ctgtgaggtg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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tgcatgaacg tggtgcagaa 
atcacccatg ccctggagcg 
atcatcttgg tggacaccta 
gagaaggtgt gcaagttcat 
gatgcctatg ccatcgtgcc 
aatgggtgca agaggctgct 
cgagacatcc tggtggcctt 
aagtgcaagc actttcgtca 
atgatgggac cccgtggctg 
cacttgttgg gcaccgacca 
gccgccagct ttggcaacgc 
cttcaccctt ggggnaacac 



<210> 40 
<211> 1253 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (1188) 
<223> n equals a,t,g, or c 



<400> 40 

gacaacatgg ctgacgtgtc agccaaggac agcagccagg agacgctggt gaacctggcg 60 

gggctcttgg tcagcctcct gatgctccct ctggtgtcag gttgccctgg cttcagcctt 120 

ggatgtttct tcttcctcac tgccctccac atctacgcca actaccgcgc ggtccgagcc 180 

ctggtcatgg agaccttgaa cgaaggccgg ctccggctgg tcctgaagca ctaccttcag 240 

aggggagagg tactcgaccc aactgcagcc aatcgcatgg agccgctgtg gacaggtttc 300 

tggccagctc cgtctctatc cctgggggtc cccttacacc gcttggtctc cagtgtcttt 360 

gagctgcagc agctggttga ggggcaccaa gaatcctacc tcctctgctg ggaccagtca 420 

caaaaccagg tacaggtagt tctgaaccag aaggcaggcc ccaagaccat cctaagggcc 480 

gccacacatg ggctgatgct tggggccctg cagggagatg gaccccttcc agcagagctg 540 

gaggagctga ggaaccgggt gcgggcaggt cctaagaaag agagctgggt cgtcgtcaag 600 

gagacacacg aagtgttgga catgctgttc ccaaagttct tgaaaggact gcaggatgcc 660 

ggctggaaga ccgagaagca ccagctagag gtggatgagt ggagggccac atggcttctg 720 

tctccegaaa agaaggfeett gtgagcagcc cagacggagg cccaagccca gggcaggaac 780 

ctggagcaag gacactttgg ccacagcagg acaggggaaa ggcagcttta tttttcctta 840 

gggcaactgc agcgggtggg ccaggccctc atgggaagtg actgccaatc agatgcagtg 900 

ggccccaggc agaggaaggc cgggagaagg ggagccagga ccttctcacc ccactgcccc 960 

ttcccctttt ctggggagca ccgcaggctc ctcaccccca cttcctgtga ggctgtggct 1020 

tatggtgtcc aacgcagttg tcttaggcat agaagcccca gaggaacacg gccactgcca 1080 

tcatgagcag ggcattgagg ttgaccacac gggcccagct cgggtcctcg ctgatgtcct 1140 

ccagccgcct ggctgctgcs gctgcytcct cctggktaag gggcgranga stgycacccc 1200 

acctctgcty attccacama accagagcag gmactggcgc gaagaagggc ttg 1253 



<210> 41 

<211> 958 

<212> DNA 

<213> Homo sapiens 



<400> 41 

tttttttttt tttttttttt tttttttttt tttttttttt atttaaatac atttatttga 60 

accggcctgg gggaggcttg atgttgatgg gttggtgatt aaagcctccc aaagccaatc 120 

cttggcatgg cctttgggac tcaaaacaca ggatctgact ggtgggcaca ataccatctt 180 

gaacgcccac aaaaaggttt ggttttgttg ccaaagggca ggtggctcca ggcagggctg 24 0 



gctggaccac tggctcatgt ccaacagctc tgagctcatg 660 

cgtgtgctcg gtaatgcctg cctctatcac gaaggagtgc 720 

cagcccctcc ttggtgcagc ttgtggccaa aatcacccca 780 

ccgtctgtgt ggcaaccgga ggcgggcccg ggcagtccat 84 0 

gtccccagag tgggatgcgg agaaccaggg cagcttctgc 900 

cacggtgtcc tcccacaacc tggagagcaa gagcaccaag 960 

caagggtggc tgcagcatcc tgccgctgcc tatatgatcc 1020, 

cccaatacga agcccgtgct cattgagagt ctcaaaggac 1080 

tgtgcaagaa ggtggggggc ctggcacggc cccaagaccc 114 0 

angtggcctg gcccaagctt ntggtgcaag aaccaagaag 1200 

tttgcaacac tggcagaaac atggatggga aagagatgcc 1260 

gccgggancg nggnttggca aaaaaaccca aa 1312 



WO 01/34627 



PCT/US00/30628 



31 



atggtggcag ggtggggtga ggacaggaca agagatctgg gtgtggaagg atggccgggt 300 

ttctgcagca gcaggaggaa agggtgggag cacacaggca cagaacactg tgagcaggac 360 

tgccaggcca gtgtcacaag cgctaccatc tgggtgtaga cagacctgag ctgacaaagc 420 

tgggggagca aggccaacgg ctttaaacac aagctcaggg gcttggggtt tatcccgagg 480 

gcacagggca gccatgtagg gtggagttgg catgagttaa gcctgggctg ggtgtgtaga 540 

ctggacagag gtgggtaggg caggcagtga cgagctggtg tgcaagagac tttagggcca 600 

ggcatggggg gacagaactc ccacctcgtt cgtgctccca ccctccccag ctccaccgcc 660 

tggtcttcag tctccggcat agcaaggagg aacgggagga cctggatgct gatgagcagc 720 

aaggctcctc actccctgta cagaatgggt gcccagagag tgccatggag atgaatggta 780 

gggcaccatg ctgggaggtg gggctggagg agctgagttc ccgcaaacta actgcagggc 840 

ctcaatttcc ctcagagccc caggccccgg caccaagcct cttccgccag tgcctgctct 900 

ggttttgtgg aatgagsara ggtggggtgg gcagtcctcc gccccttacc caggagga 958 



<210> 42 

<211> 2197 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (1975) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2006) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2047) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2133) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2177) 

<223> n equals a,t,g, or c 
<400> 42 

gctctgtcac tggtgccttc tggaagatgg cttccccttg gggagcattt cctgcaaaga 60 
ctcacaagtt taaaataatt taggatattt ctctgtactt gagagccagg ataggatgag 120 
agttggtcct gccctgatgc tgtaaggcca ctcctgtctc agaccctgag gtcctcagga 180 
gtggtttccc aagtactgtt gtagttgtat ggcaagatca ctcttgatta ttttaggagc 240 
tgattttact tttcctacct cttttaactg cttccaaaag atgaatctgg ccaagaagag 300 
caggggctca ttcactcatt tactcactca ttcctggtgc ttgagtttat tcctgaagga 360 
agctgaccaa gggttgagag aaaacaactt tgatttttct catgtctgcc ccagcaaacc 420 
tcctttgtgg actgattctc cttctgtgcc tggaagaaac tgggataatc ccaggacttt 4 80 

tctggtccct tctaggtaat tcagtgtctt ccactaatgt ggccccacac aggctgggct 54 0 

tgttgatagt ataggtccag caaaacagtt aaaactctac atgtcttccg catgtgaacc 600 
tcttcccaac ctcacctggt gctgtggcag gtgggaggct gggtgtcagg ctggctgctg 660 
ccccctgggt tctgcccagc tggtagctat ggcttcaacc ctycagtggg aggaacaaga 720 
gggataagag gkaaggrcag garaggttct gtatggctgg catggcagag agctggcaca 780 
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tgaggctggy 
cactaccctg 
ggtcccttac 
ggtctgccct 
gttcaggcac 
agggttattt 
ctttagattt 
gcacacagta 
ctgcccatcc 
tcccaaggaa 
agatcaccca 
aattcagact 
gctatggtct 
agtctcttcc 
caagaaaaaa 
taatcagaga 
atattaaaca 
agggggaatg 
cttgtgtaaa 
taatatgata 
ctttggagga 
atggggntga 
aagggaaaag 
agtcccaaat 



aggaratcca 
gggtgtctct 
actcacttcc 
cacatctcca 
tatgacccca 
ccacatgcag 
cttgagtgta 
ggcacttgca 
ctctcatggt 
gccctcctgt 
gaatttcaca 
ggaaaagcty 
ttgsttcttg 
attttcaata 
tattttaagc 
ccaaaaacta 
tatacttcac 
aaaaacaaga 
ataataatgg 
caaatttgaa 
tggttatcta 
aatttcaaac 
actagaaagg 
atatcantaa 



cagggctctg ggggcattct catggtctcc taagtgacca 
gccacaactg gccaactcag gaggtgtatc ctctccagct 
ttagccctag gtggccgtgg tacctctagc ctcttgccaa 
ggaacccttc tgggcaggat ttaagacatc ccaggccagt 
cctggtccac aggaaatgtg cacctttgat ccactgggtt 
cctagttgcc tactgggagc tccaggagtc aacttttgcc 
agagggatac caggtctctg cccaccacca gcctcagaag 
ggcctcgtga aacccctctt ggaatgaagt aaggagaaag 
acaggttggg tggggacaga ctgagagcac tgcccccctc 
caaacttgag cttctctcat cttcaacacc tcctctacct 
tgggaacaak tggcacttcy tgtcttgggg cctcagctaa 
catattaaca tcctgktcta atgcaagtaa aaaaagagct 
gwatttagag tctagtggga gaatattggc tacttaatgc 
tgtaactgag gcatccttct actgataaca gccaaaactt 
ctttaaaaat acatttgtgg gctggtagga aattaaggaa 
agtgaagctg agaacccaga gataacttta ttaaaggaga 
gcagaaggaa gagaattcca ggtggaagat ttgagatgca 
aggtggtgac tatatgggta aatcaaatca aatcaaacac 
tgatataaga attttaaaaa gagaaataag tatatagtca 
gagggtgatg agttaaaaag ttctaagatt cttgngttaa 
atttgnaata aaattttcag gataatcatc aaccgtagaa 
taatggaaag aaaaaagaat gagaaaatat aatcaatcaa 
gaaaggaaaa aangaaacac aaaagaggtg ggaaccaaaa 
ctaccattaa aacataa 



840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2197 



<210> 43 

<211> 403 

<212> DNA 

<213> Homo sapiens 

<400> 43 

gaacctcttc ccaacctcac ctggtgctgt ggcaggtggg aggctgggtg tcaggctggc 60 

tgctgccccc tgggttctgc ccagctggta gctatggctt ccaaccctcc agtgggagga 120 

acaagaggga taagaggtaa ggacaggaga ggttctgtat ggctggcatg gcagagagct 180 

ggcacatgag gctggcagga aatccagagg gctctggggg cattctcatg gtctcctaag 240 

tgaccacact accctggggt gtctctgcca caactggcca actcaggagg tgtatcctct 300 

ccagctggtc ccttacactc acttccttag ccctaggtgg ccgtggtacc tctagcctct 360 

tgccaaggtc tgcctyacat cttcaggaac ccttctgggc age 4 03 



<210> 44 

<211> 440 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (430) 

<223> n equals a,t,g, or c 
<400> 44 

gcggccgccc tttttttttt tttttgeatt gttcaaatgt tctataacct ttactggctt 60 
ttatttactt cttctataaa atactgagtt acagtattta aaatatttct ctctgatgat 120 
gaatttatat attcttcctt atagttctgt caatatttgc tttacagatt ttgaaattat 180 
gttatggaaa gaataaaatt caaaattata ttatctgett gatgaaatga atwgtttaat 240 
caktacatag tgattctctc tatctccagt gatgeytttt accccaaaat caawtttttt 300 
acattaatat agattcatca tatttccttc agttatattt ccccagtata ccctttccca 360 
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tccttttact ttcatccttt ctgtaccctt agagtgtaga tgtgttttct gtaaacagca 420 



tatagtaatn cactttaatc 



<210> 45 
<211> 3288 
<212> DNA 

<213> Homo sapiens 



440 



<400> 45 

ccacgcgtcc ggggaaaagg gcatggttgg gaggttgagc agtaagagac cat taa tact 60 

aagtattttg cctgaaatgc ttctttataa ttatttcagg gaaggaataa gataatctca 120 

gacttactgg ggtggggctt ggggaatgtt tggatgttgc tctttttctt cttccttctt 180 

tttttttttt tttttttttg gttggtgttg tttggcattt ttttcttttc ctttttaaag 240 

aaaatgtttt caggaaacat gaacaaacat actgccaatt atagtggggc tgggaaggca 300 

caggagctgg cgacctctca gctgcatagt tgggacggca aaccctgctg tgagcttctc 3 60 

agacttttca cctacttcac ctattaagaa gccatgagga gttgtaaact cttgttcagg 420 

gaagaaaaga gggcaggagg aattaaccca atgcctttaa atacaaaaca gatgaaaaac 480 

aaaatactca tttttccttt tctattgtgg gtttggggag ccaaaccaag tgtgactgtg 540 

agcacgttca ctgagaggca tgacaacatt attgaagagg tctttccatt atgtctggtt 600 

ctcttatttt cttaagtcaa gccttaacta tgaacatact ttaagatgat acgggtctgt 660 

caccataaac ctgtaaaagg gcatcgacag cttttcagat aatccaggaa tgttgagaca 720 

tggctaagtt tctagctgat acttagtcat tccctcttga tattgttggg atgggtagcc 780 

aaaaggcagg cttgtgggag ttaagagcca atgatacctg gaaacatggg aggtagctgg 840 

gggtacaagt ggatgttgag actgaaggaa gaggtggaaa gaagacacag aaggcaccca 900 

gatgccaaaa ggcctggcat gaatgagagt tggcatctgt cctgttgtgg tgttcccatt 960 

cttgccatac ccatttgccc agattgttct gattctcatg ttcaattgac tatcccacat 1020 

gagactacag tttataggca gtgaggaatt gtttcttcct gggaaatgtc cttccagcaa 1080 

cttcagagga atgggaaagt gttaatctta cgtgaagcaa aggagcctgg actaggggca 114 0 

gagagaaaga agcagcagcc caccttcttt gtgtttgcac atgtgcctat gtcgtgtaca 1200 

ttggtacctg actgtggctc agatctgcgt cgcagcagcg agagaagaaa tcactccata 1260 

tccgatgaga ggaagggtgg cacagagatg gtgtctacaa ttagagacat ttctgacttc 1320 

accttagcct aagcaaactt tatatactga gtaacatttg aaggttgctt ttaatggtgg 1380 

ggggtgtttt ttccttttta aactacagtg cttgcacaag agagggaggg actcagaaaa 1440 

ggttagggca ggtgagggag acagtagatg gcctgggatg acttgagtcc atcatactat 1500 

tgcttggcag gtgtcctccc ccatgtttga ttcaaattcc atgagtgacc tacctttccc 1560 

caggaatggg actgagaggg tagtctccag caactcagtc tgcacagggc tccccgttca 162 0 

ggctgccttt ggtggttgtg cttttgtaag tttctttctc tgcacttcga cttacctctg 1680 

aatcagaaag caagcccagc aggtgaatga gggatgtctg cttggcattg cccaatctaa 174 0 

ccagggaggc tggctggcca cccactgtcc gctagagggg agagctagca ggtgttggta 1800 

tgaactcagg aatagaaaca cgaggccttt ttaaatacga gggagaagaa tccatgatgc 1860 

atacctgtaa ccccctagaa cccaagtgcc agaattccta gatgctgctt ctgtttgaac 1920 

aaaatgtcac tgctttacac ttgaaaaaaa cacactcgaa aaatgttcaa ctccatgaaa 1980 

aatatttttt ggctttaaga aattgtttgg tgtttaactg tttcctttga ttgccattcc 2040 

accagtaaat tgttggttga tttgcactgc actctggggt tggggttggg aggggagggt 2100 

ccttatacag agccgaacct ggggttgctc aggaagtggg ccagggaatg tggaagtcgt 2160 

tgacattgcc tgggccaaaa gagtgggaga tagtttttct cccctcagcc cactcctggt 2220 

agcacctgtc- gccagcctgg tacaaagcca ggcctttttc ttctgtgagc atctcatcac 2280 

tgtccagcag caggtggaaa aagggggaca acaaccagac ctattttttc tcccccattt 2340 

tttccaaatt ttgctgtgcc aaatgtttaa aattttataa atatgaatct attgaaattt 2400 

ccttaatcaa gagcttcttc gtgtaaagtt tgctttttta gctatagaaa aagaaaacag 2460 

taaatatctc ttaatggcat ccagccttgc tgagctcacc ttttttcctg aagaatgggt 2520 

aggagtgaaa tatttaatgt aaacatttca ccaagtccct ttaccctaat tttgaagctg 2580 

cattaaaccc aactcactaa cacagggaat gattgcaccc tagtcctctg tgggccaaga 2640 

aactttcaga agcattaaaa aaatagttga agtatatcac ttctcaccaa gtgggtagag 2700 

tcagttggct gtttgtccct tgttttttat ttattccata attatgtttg tgctttttgt 2760 

tttgtaaaca gtaatggaac gtacattttt attttgttta gaagacaact ttgattcaat 2820 

ctttcaagaa ctgttccatt cttggtttct tcttaggggg ataaaaagtt accagttaat 2880 
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ttgttttgag atatttaagc attctttgag ttatagaatt gtgatgcagg gatttgtgaa 2940 

tgagacattt acatgtgaaa ggtgacttca ctagttacct gcttgagcag agtaaagtgt 3000 

gtatatgtac ataaaatgta agtaatctta actccattg't gcagtgcctt ttagatgttc 3060 

cgctttctat aaagtcttca aatttttgca tatatattat atatatatga tgtaatgtta 3120 

tagaaatata tgtataatat acatattttt tccaggggta tctgatagct ctgtattttg 3180 

ttatggaagt tgaaagaaaa aagtatttta cctcagaaat taaataaaaa aatactttta 3240 

agtaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 3288 



<210> 46 

<211> 1080 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (1078) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1079) 

<223> n equals a,t,g, or c 



<400> 46 

gcggacgcgt gggctagggg catagacttg tatttttatg ttttggggat gggatggggt 60 

tatcttctgt tgtaaattag gtgggatatg aacacactta ttttcctggt gagtaggaca 120 

cagggagggt attgaactca aaggagaagg agcctctatt tcctgttgag gcttatactt 180 

tctgacaagg aaactcccaa agggccaaga tactttttgg tcccatgata gtcaggttcc 240 

agacttcttt cttttctatt gtatttgtat gtggaaagcc attaatgaat ttattttact 300 

ccaagagata cacataaaag ggaaaagggc atggttggga ggttgagcag taagagacca 3 60 

ttaatactaa gtattttgcc tgaaatgctt ctttataatt atttcaggga aggaataaga 420 

taatctcaga cttactgggg tggggcttgg ggaatgtttg gatgttgcyc ttttycttct 4 80 

tccttctttt tttttttttt ttttggtggt gttgtttggc atttttttct tttccttttt 540 

aaagaaaatg ttttcaggaa acatgaacaa acatactgsc aattatagtg gggctgggaa 600 

ggcacaggag ctggcgacct ctcagctgca tagttgggac ggcaaaccct gctgtgagct 660 

tctcagactt ttcacctact tcacctatta agaagccatg aggagttgta aactcttgtt 720 

cagggaagaa aagagggcag gaggaattaa cccaatgcct ttaaatacaa aacagatgaa 780 

aaacaaaata ctcatttttc cttttctatt gtgggtttgg ggagccaaac caagtgtgac 840 

tgtgagcacg ttcactgaga ggcatgacaa cattattgaa gaggtctttc cattatgtct 900 

ggttctctta ttttcttaag tcaagcctta actatgaaca tactttaaga tgatacgggt 960 

ctgcaccata aacctgtaaa agggcatcga cagcttttca gataatccag gaatgttgag 1020 

acatggctaa gtttctagct gatacttagt cattccctct tgatattggt gggatggnna 1080 



<210> 47 

<211> 796 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (4) 

<223> n equals a,t,g, or c 
<400> 47 

ggantcctca ggcgttcttt agaaggtccg cctgcaggta ccggtccgga attcccgggt 60 
cgacccacgc gtycggcaga cacaggcact tattcattca tctcattgaa aagctacgag 120 
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ttggttcctt attgcctctc cataatagaa aaactcttta atgagctctc tttttgtttt 180 

tcaaatcaga tatgcaaaga agctcataac aatttttttt aaaaatgcaa aacaagaatc 24 0 

tccaattatg ggagcaaaat cttcagcttc tgggttcctg tctcactgag gaaatggatt 300 

tgaaatggca aggaggaaat gaggaggcaa actttcatgt ctattttagt tttccaatgc 360 

agtcctattt cctttggact ttgtataaac aaggaaagga cagttgttag ttcagttatt 420 

acagataacc tgtgtcttta aagtaaatgt atcttaaata agtaggactc ccataaatga 480 

ctacactttt tcaaaatatg actccccagc ttataacaag aataatagca aacatcactt 540 

tattaagcaa ttactatgta aaagacactt agtgcttagc acacactgga aatattgttg 600 

actggctata ttttccccag aaatcccatt tctgaaagcc tattacaaag aaataaaatc 660 

atcagtataa caaaggagtg tgtgtgtgtg tgggtgtgag tgtgtgtggg tgtgagtgtg 720 

tggggggtgt gagtgtgtgt ggggtgtgag agtgtgtgtg tgagtgtaag tgtgtgtgtg 780 

tgtaagtgca cacacg 796 



<210> 48 

<211> 657 

<212> DNA 

<213> Homo sapiens 



<400> 48 

gctaacctgt agataactat agatgaaact cacattttcc ttcccctggt tcaccttgac 60 

agcattgcag ctctggtcag ccacagaatg ccaggcagtg gtggacacca tgatagccgt 120 

gtggtcagaa gggaagggca cgggagtgag ctgggaacct tggctgttgg ggaagttgca 180 

aagctccagt ttcctctaag tgtgccttta tgatccgcac tggcsacagc aggctttgtc 240 

tttccttaga aagactttgt gcctgttctc acttgaccag atatcgtgta cggagcactt 300 

gctggcagta ggccaagctc tgcacattca tgaattgctt tgtctcacaa caccctgagc 360 

cgtaggtatc tttattgacc atattttcca gatgaagaga cgaaagccca agagaaccct 420 

gttaatgctc ggccagatca gaggagacaa aacaagcacc cctgccttca tgggttgtgt 480 

ggatgaatga rggtcggcct agggctgtcc cctcgcggtc tgtccggtct gtcggtacag 54 0 

gcascagatg ggccacttgt tcctggaatt gcagaagcag ataaccaagt ktagaaaatg 600 

tatgtatccc tcttctaccc caacagaagc accgtctttw tgctttttct tttttcc 657 



<210> 49 

<211> 1082 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (6) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (22) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (30) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (49) 

<223> n equals a,t,g, or c 
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<220> 

<221> SITE 
<222> (53) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (120) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (125) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1027) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1060) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1067) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1070) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1079) 

<223> n equals a,t,g, or c 
<400> 49 

ccccanaggg aggaaaaacc cntcagttan gtagaatgcc caaatcagnc ctnaagctga 60 
agtctcaagg gtgccaacga gtggcctgcc aaaagaaaga gtgccaggaa gggtagggtn 120 
ccagncagag cctgaggagg aataaccagt gctgaggata gccaaggggc tcccgggggg 180 
tctgagtcct tgtcacacca ggaagtgctg tgaccaaagc tacaggggcc tggctaagac 240 
agcttactct attttttctt gaggctttgc agaattctca gaagcactgc cagaaaatta 300 
aaaacagaca cttacagcaa agacctaatg gttgaatggt taacaggttc ctctggaagt 3 60 

actctttaca aattgttcaa aattataatg gctcattata ttaggaatct acagaaacag 420 
tctggacaaa acaaaaaaac ccatcccaag tgcatctgga caggcttcaa ggacccccaa 480 
cagccatcct gcagctctga ctccaggagc tggacgggaa ctgcggcctg gacctcccag 540 
caagcctctc tgcgggcagg cgggccacag cagccgaagg cggagctttg cttccagatg 600 
agggtgcaca gatcctttaa acttaacggg gttaaactga caccagtcaa tctgacacca 660 
ctgggcagct caggtgttgt gaagacagag ttccacctgg ggcagtgtct tgttaagatg 720 
gaaagtccaa tgtaaagtgt tcattaaatg agaaatactt cctctaaaat agctctgtaa 780 
aatcaatata gatcctcaat caataatttt tttgttattt cccacagaaa aaaactacaa 840 
aatggtaagc taaaatcagt gtggcattta ctaagtaagc tttggccttc taaacatcaa 900 
aatcaattcc atattctggg atataacaca tagccacaat ggtgtgcaag taattccagg 960 
atgtgagaca cacagacacc gtgagtctgt caatagtgta ttctcgagat aggttcttca 1020 
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gcaaggntcc gttttctcaa atcaaaagag ggaagatgtn caaaatnacn gacgttggng 1080 

g t 1082 



<210> 50 

<211> 690 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (36) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (604) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (630) 

<223> n equals a,t,g, or c 



<400> 50 

ggcgaacaat cgcttcatct ccctttggtt agggcnccac caaccaagtg tagaaaatgt 60 

atgtatccct cttctaccyt wcataagcac cgtctttttg ctttttcttt ttttttttag 120 

ttacagatat gataggtagg tttttttcta tggtgtaagc atttctgctg ttggattttg 180 

tttgctgttt gaagacctgc ctaactcgtc tcagtaggct gtataaatcg tttaatgaag 240 

attggccctt ttctgaagtg agaaaaagga tggttgctga agaacctatc tcgagaatac 300 

actattgaca gactcacggt gtctgtgtgt ctcacatcct ggaattactt gcacaccatt 360 

gtggctatgt gttatatccc agaatatgga attgattttg atgtttagaa ggccaaagct 420 

tacttagtaa atgccacact gattttagct taccattttg tagttttttt ctgtgggaaa 480 

taacaaaaaa attattgatt gaggatctat attgatttta cagagctatt ttagaggaag 540 

tattyctcat ttaatgaaca ctttacattg gactttccat cttaacaaga cactgsccca 600 

ggtnggaact ctgtcttcac aacacctgan ctgccccagt ggtgtcaaga ttgactggtg 660 

tcagtttaac cccgttaaag tttaaaagga 690 



<210> 51 

<211> 1618 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (644) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (647) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (656) 

<223> n equals a,t,g, or c 
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<220> 

<221> SITE 

<222> (1439) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (1468) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (1500) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (1527) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (1617) 

<223> n equals a,t,g, or c 



<400> 51 

gcggccgccc tttttttttt ttttttgaga tggagtctcg ctctgtcgcc caggctggag 60 

tgcagtggca cgatcttagc tcagcagtgc agcctctgcc tcccaggttc aagcgattct 120 

cctgcctcag cctcttgagt agctgggatt acaggcgtgt gccaccacgc ccagctaatt 180 

ttttgtattt ttagtagaga cggggtttca ccatgttggt caggctgatc tcgaactcct 240 

gaccttgtga tccactggcc tcagcctccc aaagtgccgg gattacaggc gtgagcaccg 300 

caaccggcca ttattacaat tttaacccct taatttcagc taccttctcc actgaatact 360 

acacaccatt cagtaactgg aatactgaaa gaatattagt cttgaatgtt catgtccccc 420 

caaaattcat aggctgaagc tctcactcta cggtaatggt gttaggaggc agggcctctg 4 80 

ggaggtgatt aggtcatgag agtggacaag cctcaagaat ggggttacaa aagagacccc 540 

agagagctcc cctgcctctt ccaccacata aggatgcagt gagaaggtgc tggctatgga 600 

ccaggaagcg gggccccacc agacatgcaa tctgccagtg cctngancct ggaccnccag 660 

cctccagagc tgtgagcaac agactcctgc tgttgatgag ccacactcta tggtgttttg 720 

tcatggcagc cccagtgggc taagatacac tagaagttca atcatggatc tctgtatctc 780 

atcaccaatg tgcactcagc ttgcctgtgc tgctttccct tcccacggcc ccgcctgcct 840 

ctggccgctc gccactccct ctccagcctc ccttcatcct ctccttcctt cactgccaga 900 

caccttcaag tccctgccgg cagaaacaca cccaggcctt aagtgccctg ggggtaggtg 960 

gcgggacaaa aggccccact tcacaaaggg cagacactga acatactccc acaggggggc 1020 

tcctggagat ggtgactggc ctggtaagag tcactaggac tattttttaa aaattaaaag 1080 

agatggcacc tcactatact cctaggctgg tcttgaacac gtggtcttaa gtaatcctcc 1140 

tcagtctccc aaagtgctag gattacaggt atgagccagt gtgcccagcc tgtggcaaag 12 00 

tgcagctgga caggaaaatg gctcaggttt aacttccagc ctcaatgaaa actaacatga 12 60 

actctcatcc atgcaccaaa ttaggaacac tcttaccttg actcttagaa tgggkatttt 1320 

taggaaaagg cccaaaaagt agtttaggac aaagaaccca gaatatgggc tcctagagca 1380 

agkggtctgg tgkccctyag gtcatgcaaa gctgagaatc atcaatgaca ataaactgnt 1440 

ttatgggtta cgaaacactc ttcacatnca ctctttactg aaaatcttcc caaaccctgn 1500 

gggtgcaaga cattggtccc cttttgnaca ggattaaaga aaaatgggct ttggccaaaa 1560 

ggggaccagg aaccatggga cctttcctaa caattttaaa actcttggga tcccaanc 1618 



<210> 52 
<211> 570 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (5) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (16) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (496) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (523) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (531) 

<223> n equals a,t,g, or c 



<400> 52 
ttccngtgcc 
cacgcgtccg 
ggctgcaggg 
ggcatggagg 
ctgtgccctg 
ttwctatgac 
tcactccccc 
gggagcccga 
gtaaggcttc 
agagtggctc 



actatngaat 
ggcagtgggg 
ccggggtggg 
gggcctggtg 
cccaccctgt 
cacagagctc 
aggacctgga 
aacagccctt 
cccggngtgg 
cctgtcctgg 



gtacgcctgc 
tgagggcaca 
tcctgggcct 
tggctgaggg 
gcctggggag 
cgacctggaa 
rgacacccag 
tgcagctctg 
ggtcctccag 
gcaccccctg 



aggtaccggt 
caagcagttc 
ggccatcagg 
catgcccagg 
ccctctgccc 
gatggctcac 
ctctcagaca 
caccaggagc 
ccgtgggcct 



ccggaattcc 
agggtcccag 
cagcctagca 
gctccctgga 
tcacagccca 
ccaggaggtc 
aargctgcct 
aggttttgcg 
canggtgacc 



cgggtcgacc 
caggaagtgg 
ggttgttctg 
ggatcccgct 
cccaccccat 
ccaggagctc 
tgccggcggg 
gaacccccat 
natcacaggg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
570 



<210> 53 
<211> 355 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (10) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (19) 

<223> n equals a,t,g, or c 
<400> 53 

acactatatn tagggacanc tgcccgtacc ggtccggaat tcccgggtcg acccacgcgt 60 
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ccgtactgcc ctttttyaac ctcagatgtg actttcatta taggaagttc tcaggcattt 120 

tctcttggaa taatacctct tctctcttct ctttatgtcc ttgtgccgca ttctgggtta 180 

ttcctttagc tctaggttaa gttcactaat tcttccttta gctgtatttc attattgttt 240 

aagctgtcca ttgcatttta aactttcttt caaatatctt cccttccctt cctttccctt 300 

ctcttccctg ccctgccctg ccctgccctg ccctgccctc ccgtcccctc ccctc 355 



<210> 54 

<211> 1149 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (146) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (147) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (148) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (149) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (927) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1077) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1083) 

<223> n equals a,t,g, or c 
<400> 54 

aaggtggatt tccttccaac tatctcagaa agaagccgta gccgactccc tttctgccta 60 
gagggcccgc tggtccttgc tggctttacc cacgtattta atacgcctct taatttatca 120 
ttctccacgc agcttccaag gcagannnnc tctggggtac tgtgacttct tgcctcccat 180 
gggtggagag tgagtttcgg acacctcggg cgcccctggg cctgatccct cctatcacag 240 
catcactgga ggctcagaac ccacagcctt tgctttctgt ccatgtcagc atccctgcct 300 
taagagaact cctcctggcc aatggcattg ccacccagca gtgggaccaa gactctccaa 360 
gacctccagg actggatccc attgcctgga gaaactccag caagggtctc tcatggcttg 420 
gacatggcac agtaaggggc agccaaccca gtccatgatg acttttgctc caacttcttc 4 80 

atgtttctaa aagcccagtg gctttattca ctcctcctaa attgcctgct accagaagga 540 
acttcatcct gaagaaatgc attccattac cagttccagg gaaagtgtcc ccttccccaa 600 
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agcctcaggc ccgtgggcct ctgaggttcc actggatgcg gctcccccag gagtgggcct 660 

ggagatccgc tcagccgccc tgcctcccac cttctatctt gggaccgtgg tcagccctga 720 

aqggtggttc cagccccgcg tatgctgcac tttgctgctg caggctccgg tccctycagg 780 

gcttttcaat gagagttccc accccaactt ggagcatttc atttttgsct acctwaagca 840 

agaatctcaa agtttggttg aataaraagg ccattcacaa gtcgtgccct tgtgaagcac 900 

cccttttgyt gaatgsctcg tgggtgncca aacactgkac ttggcgcttt gcattcatgc 960 

tttgaccctc acaacctccc tttatagatg aggaaattca cgctccatgt gcccaaggac 1020 

acaccagcca ggaggaagag ggaagaggat ttgagtccag gcctgcctga cttcagngcc 1080 

tgngccctcc cctctgtaaa agacaaacca ggcagggaag agatagaagc tggctaagtg 1140 
gtggccaag 



<210> 55 

<211> 1767 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (8) 

<223> n equals a f t,g, or c 
<220> 

<221> SITE 
<222> (11) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (12) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (34) 

<223> n equals a,t,g, or c 



<400> 55 
aggatccnac 
gccctgcccc 
tcaggcgaga 
ctgcagtgcc 
ctatcaacgt 
ctttagtgcc 
cccacttgcc 
agggaggtgg 
ggcagttttc 
gatttgactg 
cagcgacgct 
gatgtgtgtg 
aaggagtttc 
tgccctgcct 
ttgctatgat 
ctgttcactg 
ttttcctaca 
tcctagctgt 
tgtgagcgat 
caggcccatc 



nncaggttga 

gcccctcctc 

tacttttgga 

aaagttttgc 

gggtgctggc 

ttcgtccagt 

acttggccct 

ggaagggccg 

ctgagttctt 

catttcaaaa 

ttcagatact 

gctccatccc 

tctcttgctt 

tcctctaggc 

gatgatgatt 

ttctctcctt 

atggtagaca 

ccttgcctgg 

tgatggcgca 

gtgacaatgg 



acctttccgg 

accctgcyct 

cccacaaagc 

ttgaacagcc 

tgcttctgcg 

cggcctgcaa 

gtgcccagag 

ccaccgcttg 

gatccacttt 

gacaaaacac 

ttgtgagtgt 

tggctggaag 

cattccttcc 

agaaagtttt 

attctgacat 

gagtcatatc 

cttccccagg 

ggacttagat 

tatgcagaac 

tgccaagcac 



gaanctaccc 

gccccagaga 

cagttttttg 

ctcttctgcc 

tgaggagctt 

atcccatttc 

cgttgggggc 

agggtcccct 

ggtttaaaca 

atgttttttt 

ctactctgtg 

agctttgagt 

tcccgggggt 

cctgcaaatg 

gacccgcggg 

tatggcctga 

cagtgggtgg 

ttaccccatc 

tcccctggag 

cgggctggtg 



gaccgaggca 

tctccagttc 

gggggatgct 

gcgcctccca 

cctctgatca 

ccagagaggc 

agatggcagc 

cccttgagag 

acttttgtga 

ctgatttgct 

ctaggtgctg 

cctgtctgct 

cagctgggta 

aaagaatctg 

tactgaagcc 

ggacgtctgt 

gtcgsggtgs 

caggactgtg 

tcatggctct 

accagtgcct 



gccctgccct 

acagtgttca 

cagtgtctac 

gctccacccc 

cctgtagcat 

ttgggcaggg 

caggggaaga 

gaggccccat 

agctatgtga 

ctttgccttt 

agtagactgg 

gacttcactg 

ggagcagact 

ccattctctt 

acagtcctct 

atccagctcc 

ccagtcactc 

gtcgctattc 

agaaagtgtc 

aaacacacac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
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gctcccttaa tccttacggc aagcctgtga ggcggatagg accagccctg atctatagtg 1260 

agaaaattaa ggttcagagg gagaaggtcc aaatagtggc caagctggga ctgagatctc 1320 

gagtttgggt ttgtttgggt tttgttgttg ttgttctttc cctcgtgtcc atgacttttc 1380 

tctgccatta gcarggaagt gtgcggaggg cttccagggg aatcaagtga ccctccctct 1440 

gaatttcggt gcctcttccc cccgcccctt gctcacacat ttcagtaggt cacaggccaa 1500 

atggcagccc aaaaggtggg cagagatttt tttttcttcc cctcacccct rcttattaac 1560 

acaattgtga caactacttt accttacatc ccagggcaaa cggacagctt gcggtacctc 1620 

caaaaatttg gaaaaccctg agtctaagac cacctcttga taaaagaggc ctttgctcac 1680 

atgttctgct cggaatcttt ctttgccatt ggtgggtgta tgtcgcccag ctgagactkc 1740 

gggagagytg agttcagctt aaaccgc 1767 



<210> 56 

<211> 555 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 

<222> (545) 

<223> n equals a,t,g, or c 



<400> 56 

tccctgcttc taagctgttg ccccctgggg aatagagctt atggagcaac gggagctgag 60 

gtggcctcga gggccagcct ggagggctct gagcatagca tgcagcggtc ccatagggag 120 

gcaggtaacc aagggccagg cagagctgct tcctgtgcct ctccggcatt tgtaatgktt 180 

ttttcttttt tcacgcactg ccaaatctgt tttctccctt gaagaaaccc agggcagatg 240 

tggtccgtct gtcaaactga ggtctggaga ggcatgacta aatcactgca gaagcaaaat 300 

caggacccag catttctagc tcccagccca gagtaagaga gcagagcaga accccttccc 360 

attctacccg accgaggcag cctgcctgcc tgcccgccct ccccaccctg ccctgcccag 420 

agatctcagt tacagtgtca tcaggcgaga tctttggacc cacaaagcag ktttttgggg 4 80 

ggatgctcag tgctacctgc agtgccaaag ttttgcttga acagcccttt tttgccggct 540 

ccagntcacc cctat 555 



<210> 57 

<211> 2694 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 

<222> (258) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (925) 

<223> n equals a,t,g, or c 



<400> 57 

ggcgccgcgc cgagcgaatc tcggagtcgg tgggtgcaga tggcggcggc agttgtggtg 60 

gcggaggggg acagcgactc ccggcccgga caggagttgt tagtggcctg gaacaccgtg 120 

agcaccggcc tggtgccgcc ggctgcgctg gggctggtgt cttcccggac cagcggtgca 180 

gtcccgccaa aggaagagga gctccgggcg gcggtggagg ttctgarggg ccacgggcta 240 

cactcggtcc tggargantg gttcstggag ktgctgcaga acgatctgca rgccaacatc 300 

tyccctgart tctggaatgc catctcccaa tgcgagaact ctgcggatga gccccagtgc 360 

cttttgctac tccttgacgc ttttggcctg ctggagagcc gcctggatcc ctacctgcgt 420 
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acctagagct gctggagaaa tggactcgcc tgggcttgct gatgggcact ggtgctcagg 480 

ggctgcgaga agaagtccac actatgttgc gcggagtctt gttctttagc acccccagaa 54 0 

ccttccaaga gatgatccag cgtctgtatg ggtgcttctt gagagtctat atgcagagta 600 

agaggaaggg ggaagggggc acagacccgg aactggaagg ggagctggac agccggtatg 660 

cccgtcgccg gtactaccgg ctcctgcaga gcccgctgtg tgcagggtgc agcagtgaca 720 

agcaacagtg ctggtgtcgc caggctctgg agcagttcca tcagctcagc caggtcttac 780 

acaggctcag tctgctggag cgggtcagtg ccgaggctgt gaccaccacc ctgcaccagg 84 0 

tgacccggga gaggatggag gaccgttgcc ggggcgagta cgagcgctcc ttcctgcgtg 900 

agtwccacaa gtggatcgag cgggnggttg gctggctcgg caaggtgttc ctgcaggacg 960 

gccccgccag gcccgcatct cccgaggccg gcaacaccct gcgccgctgg cgctgcacgt 1020 

gcaaaggttc ttctaccgca tctacgccag cctgcgcatc gaggagctct tcagcatcgt 1080 

ccgagacttc ccagactccc ggccagccat cgaggacctc aagtactgcc tggagaggac 1140 

ggacyagagg cagcagctgc tcgtgtccct caaggctgcc ctggagactc ggctcctgca 1200 

tccaggcgtc aacacgtgtg acatcatcac cctctatatc tctgccatca aggcgctgcg 1260 

cgtgctggac ccttccatgg tcatcctgga ggtggcctgt gagcctatcc gccgctacct 132 0 

gaggacgcgg gaggacacag tgcggcagat tgtggctggg ctgacggggg actcggacgg 1380 

gacaggggac ctggctgttg agctgtccaa gaccgacccg gcgagcctgg agacaggcca 1440 

ggacagtgag gatgactcag gcgagccaga ggactgggtc ccggaccctg tggatgccga 1500 

tccagggaag tcgagctcca agcggcgttc atcggacatc atcagcctgc tggtcagcat 1560 

ctacggcagc aaggacctct tcatcaatga gtaccgctcg ctgctggccg accgcctgct 1620 

gcaccagttc agcttcagcc ccgagcggga gatccgcaac gtggagctgc tgaagctgcg 1680 

ctttggcgag gccccaatgc acttctgtga agtcatgctg aaggacatgg cggactcccg 174 0 

ccgcatcaat gccaacatcc gggaggagga tgagaagcgg ccagcagagg agcagccacc 1800 

gttcggggtc tacgctgtca tcctgtccag tgagttctgg ccgcccttca aggacgagaa 1860 

gctggaggtc cccgaggata tcagggcagc cctggaggct tactgcaaga agtatgagca 1920 

gctcaaggcc atgcggaccc tcagttggaa gcacaccctg ggcctggtga ccatggacgt 1980 

ggagctggcc gaccgcacgc tgtctgtggc ggtcacccca gtacaggcgg tgatcttgct 2040 

gtattttcag gaccaagcca gctggaccct ggaggaactg agcaaggcgg tgaagatgcc 2100 

cgtggcgctg ctgcggcggc ggatgtccgt gtggctgcag cagggtgtgc tgcgtgagga 2160 

gccccccggc accttctctg tcattgagga ggagcggcct caggaccggg acaacatggt 2220 

gctcattgac agtgacgacg agagcgactc cggcatggcc tcccaggccg accagaagga 2280 

ggaggagctg ctgctcttct ggacgtacat ccaggccatg ctgaccaacc tggagagcct 2340 

ctcactggat cgtatctaca acatgctccg catgtttgtg gtgactgggc ctgcactggc 2400 

cgagattgac ctgcaggagc tgcagggcta cctgcagaag aaggtgcggg accagcagct 2460 

cgtctactcg gccggcgtct accgcctgcc caagaactgc agctgacaca tcgcccgccc 2520 

gcccgcccgc ccgccaggcg ctgccctgca ggtgctctcg tcctcccgtg ccagcccccg 2580 
cccgcccgtg tcccagaatg cactgctgag gagcatgccc acccccaccc ccgcagtgtg . 2640 

cagattaaag caagtcagat catcaaaaaa aaaaaaaaaa aaaagggcgg ccgc 2694 



<210> 58 

<211> 5811 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (2809) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2827) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (5787) 
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<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (5803) 

<223> n equals a,t,g, or c 
<400> 58 

aaattttttt tttttttttt tttttttttt tttttttttt ttttttttca ccascacggc 60 

ttctctccag ccttctcttt attttctcca gggcaccagc ccctctgcca gcctgagtcc 120 

agggctccta ggcactctac cttgcccttg ccattcccag ggcctccccg cggccccgca 180 

9gggagggag gctcagagca cagtctcggc agtgctaggg tcatcgagga actggctgac 240 

gcgtttgggg tgctgcaggc ctggcgcggg gtccactccc actcctgcct ccttctgctc 300 

ttcggtgtcc tcgtccttcc cctggtcctt ggagaagtac aagaatacct cctccagcat 360 

cgtctggctc acggaaaagt cctccacgcc gtgctctgcg ccgtgcaccg ccagctctcc 420 

aaagacgcgc gccagggcgc agcgccctcc cggcggcagc tggaagcgca ggcggcctcc 480 

atgtgcctcg cgcagctccg mcccagggaa ctcggccgcc acgaaggccg ctgccggctg 54 0 

ggaccttgcg gcgggcaccc gcagggtcag tgtgtgaccc gccgcgaatc tgcccttgag 600 

atgttgcggg ctgcccaggc agcggaaccg cccattcacc atgatggcca ggcgcgagca 660 

gagcgcttca cactcctcca tgctatggga ggtgagcatc actgaacggc cctcccgcac 720 

cacggccaaa aggctgttcc aaaggaagcg ccgcgcgctg gggtccatgc ctgtggtcgg 780 

ctcgtccaga aacaccacgg ctgggtcccc aaccagcgcc agggccgtcg ccagcttgcg 840 

tttgttccct ccgctgtagg tgcctgcagg ccggtctgcg taccatgaga gtcccagacg 900 

cgccaggccc gagccagcgg tctgggcaac ctgggcctcc gggacaccgc gcaggcgcgc 960 

aagcagctcc aggtgc.tcgc ggcccgtcag cagctcaaag atggcatcgg attgagggca 1020 

gtatcccatg ctgaggtgcg cagcactggg ttcccgggcc acgctgtggc ctgccagcac 1080 

agcctcgccc ctgctggcca atgtgtcccc cgtcaccatg cgaaacgtgg acgtcttccc 1140 

tgctccattc acacccagca gcccaaaaca ctcaccaggg ggaatcccca ggcacaagcg 1200 

gtcaacagct ggcatcctct gcccacggta taccttggtc aagttcctca gcaccaacac 1260 

atccccctgg gtggctcctt ggaccacccg ctcccgttca cgggctacat cctcgtcctc 1320 

ctctcccagg agtggcagag acctcaccct gggctgtggc aggagttggc ttcggtgctg 1380 

cagcagtagt gtgaagagaa ggaagagggg cccctgtatc accatggcca agaggttctt 1440 

gccgaccacc tcccagcgca ggggtgactg gaactgcctg tctcccaagc gctcaaaggc 1500 

atcagccatg gcctggttcc gcaccatgtc aatgagcccc cggcccaagc agaagtgggg 1560 

gaagataagg aagacctgtt tcaagatccg gctcacctcc tgcagcttct gatcagagaa 162 0 

gagctcaagc acaaaggtgg ccatgcttcc attgatgcca ataaagaggt ttatgcaggt 1680 

gagcaccaca taggctgtgc tgggcacgga gaagaagaag gaggctgggt acatgagcgg 1740 

tgtgatcgac cagccataca gtagtagcaa cagcaggaga gcaggcaggt tggcaggggc 1800 

cacatatgcc ctctgctgga aggccagaaa gatgagcacc acgatgcatg ctggcaccaa 1860 

gtagttacac atgtcccaga gaaagttgcc aagccagtag agggtggggg acaggccccc 192 0 

catgagctgc aggtgcttgg ctcgggtgac tcgctcctca atgaggacaa gagtgaagct 1980 

ggccgggaca aaggacatgg caaagaccac acagatggag acgaggacgt ccaccgagga 2040 

ggccatcagt gcaccctcag acagctgctc cttggtgagg ttcaaggggt ggttgagtgt 2100 

ggtgatgctg tgggcgtggc gggccgggcc tgggggcagg tgagcacgga ggattgcgtt 2160 

gctggctcgg ttgacaaagg ccaccatgga gtgccagcct ttgttgttga accagatctt 2220 

gagactgtcc tgagcatcca ggctgtgagc ccaggctgtg aggtttttca ggacacggtc 2280 

gagggccccg ccaggcaggg gactcagcag cgcccacaac tcctccactg agcggcccaa 2340 

ctcttggccc gagggcaggc ctgggtctcg gccccccagc gagaagcctc cgtatctgac 24 00 

ctcattcacc cacttcttag tcttcaggcc ctggcgcacc aggcgcgggt aggtcttgac 2460 

caggaagtca gacaggttcc ggcctgtcag gttctgaacc acttccccag agccggtcac 2520 

tgcctggggc ggagggggac caccagctgc agccgggcag tcgggcagca ggcgccgggc 2580 

accgggccgg ctacactggc aggctgggga tggagactct ggggtccagt tgccactggc 2640 

caagaccttg gccacttcag caggaacttc tggtgccgag aacctgtggg agctatgctg 2700 

cactgggggc tcctccagtc ctgcctcctg cagcagcgcc tcgagcagcc gggcacgtcc 2760 

agggtcccct ggggcgtcct cactgggcga acaggacgcg gcgcccccnc cccccccccc 2820 

ccccccnccg cttgagaagc agggcctgga gctgctggcg ggtcagtgcc cagccctgta 2 880 

cccggcccac ggcgtctggc ccagagccct ggtcagtctc tggggctgac ccagctggtt 2940 

ccccgttctc cagcgctgtc tcctgtggcg gcatcttgag ccgtakggtt acgtctaggc 3000 



WO 01/34627 



PCT/US00/30628 



45 



cagcaatgcc tgtgcatagg tgctgcccgc agctgccatc ctccatatct gtgtccgcag 3060 

cacactcctc caccaccttc aggaagatct cctcgaggct ggtgtcggag atcccgtagc 3120 

cagtgagcct cagctccgcc agccgcgtgt ctagctctcg gaagagtgtg gcgaagctgc 3180 

cgtcatgggc acccgtgtag ggcagcacca gcaccagctc gtgtggcagc tcctccacca 3240 

gccgtgcccc gggcacccag tgctgtacca gggccagcag ctgaggagtg ccgactctgc 3300 

tgccctggct gccattcttc ttttcctgcc tggtgtccac actgccctcc atgtcagtgt 3360 

cagccttctc attggtggtc aggggcaggc gggccttcac cagcgtcagg tagtagccgg 3420 

agcccaggtg acggcgcagg aagagtgggg agccacagca gcacaagcgg ccacctgcca 34 8 0 

ccacggccac acggtctccc agcagctctg cctcatccag gtggtgggtg gagaggatca 354 0 

gcgtgcgacc ttctcggtat ttgagcagca gctcccaaat accgcggcgg gaagcaggat 3600 

ccacgccagc cgtaggctcg tccaggataa caacttgggm gmcgcccaca aaggcaatgg 3660 

ccacggacag cttccgttgc atcccaccag agaggtggcg agtctgcaca ctctgcttgg 3720 

agaccagccc cacatcctgc agcagacggt cctgctcggg gcccactaca gcggcactca 3780 

gacccttcag ccgcccatag aaccagacgt gctcgtccac ggtcagcatg tcaaacagca 3840 

cgttgtactg aggacagacg cccaggtggg gccggatggc ggccatgctg gagcggacgt 3 900 

cgtggcccag gatgaaggca gagccaccac tgggtgggaa gaggccactc aagatggaca 3960 

gggtggtggt cttgccggcc ccgttgtggc ccaggaaggc ggtgatgtgg ccctggtaga 4 02 0 

agtccaggct gagcccccgc agggctggct gcgggcttcc aggaaagcgc ttctccaggc 4080 

tgcgaacgga gacgccagga ctcaggccgg gcggtgcctc ttctaccagc acctttgggt 4140 

ccagcggggt ggggcaaggg gctggactct tggggggccg aggtccgcac cagtagctcc 4200 

tccgaaaagg aaaattccat ggttcaggga tcccgtactg gcctgggcac acagcttcca 4260 

ggtaccaggt ggcgaggccg tagagcgccg cgtccagcag cagaaggcca gagacctggg 4320 

ccaggctgaa gacgtctgcc gtaggccggg tgcccacgtt gtgccactgc gcgccctcgc 4380 

cctgytcctc cagcagagcc aggctcttcg cagccgaagc cgaaaggcca cgggcgacag 444 0 

caggctcgcg gccacgcggc cacccgcggg cagccggtcc cgccaagcca cacacagcac 4500 

gtagggcagg tagagggaga agtaggccag gccgccgcag gccgcagcca ggttggcgcg 3r ^ rt 
ggagaagaag gcgctgagca ggaagctctg ggtcaccgtg gccaccgcga aggctgccaa 
gaacaggaag accacgcccg ggtggctgta ggggaggatg tcycccagct tgagcaccag 
aaccagcagy gcggcgctga gcaggaaggg cccgaggcag ctgaggaacc agcctagcca 

gagcaccgcg cggctgagcc ccatggcgcg catggtgtcc cgcagccgcg tctccttctc 4 800 

ccgcaccacg gccttcactg tcagtgtcac ggagtagatc caggccagcg tcaggaagag 4 860 

cggcagcgac cggctcagca cacgcaggaa cacgtcgtcc acatagcacg gatagggcat 4920 

ctgctgcagg tagaggccgg cccgggggtt ggcgccgctg agcacgcgga cggctgcacg 4980 

ctccaccagg tcttgcaggt acacgaagcc gccccacacg tagcgcaggt cggtcagggg 5040 

gtccgcggct gggccagggt cccaaaacct gtccctgatc ttattggtcc tcgtgaccac 5100 

gtcaatgtcc atgcggattt tgatgcgcac gtgccggggc ccaggtctgg ggttgggtgc 5160 

tctgtggggt ctgaagagtc ctcaggtccc aagaagacga cgccggccca gaatcgatgt 5220 

tccgcgagca gttgcagggc ccgcgacacc agggctgcct ctgagggtgc cgcctccagc 5280 

ttgtccaagg acaggcactc cgtcactcgg cccagcgtgc ccaccaggtg ccccacatca 5340 

gcgtgtgcgt cctgccagct gtagccaccg ctcccagggt ccagaaagga tcgcagggcc 5400 

tccatgtggt cccggcctcc aggtctgggc tgccttcttc cttcatcctg catctgcagg 5460 

agccgctgca gcatggccmc attggaactg tcgttcatra aggtgaagaw ccggggtccc 5520 

agcatctccc acacctcccg gacatcccyc agcagggtga gctcctcgaa ggtccggttc 5580 

acctgggcca tgagcttccg ggtaaaaggt gtatctggtg caaagagtag cttcccgagg 5640 

atcagaggct tcaggcgtct ccagagcagg cgggacagcg ggtggctgtc cagggctcca 5700 

atcagctccg agcaggcggg gctcaggctg ctgtctggca gggcggattc tggctcctgc 5760 

cccaccagct ccatcaggtc actagcntcg taccagtgaa gtnttccttt c 5 811 



4560 
4620 
4680 
4740 



<210> 59 
<211> 1012 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (19) 

<223> n equals a,t,g, or c 
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<220> 

<221> SITE 
<222> (956) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (970) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (981) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (989) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (999) 

<223> n equals a,t,g, or c 
<400> 59 

gccatggtag catatgtant acattttctt tatccagttc accgttgatg ggcacctggg 60 
tttactccat gtctttgcta ttgtgaatag tgctgcgata aacataggag tacaggtgtc 120 
tttttgatag aacaatttgt tttcctttga gtatatacct agtaatggga ttgctgggat 180 
gaatggtagt tctattttta gttctktgag aaatctccaa actgctggaa aacaagtttt 240 
aatacacaag caccctcttt ccccacctac agaaccttga cctcctttct agattgatct 300 
ctgctaatca ccctcccact cccccaaccc tggcttgcac tagacttgtt tgctattccc 360 
tggtaawtct catgagcatt ggctgaagca gtttctctkt tctgaaatac cctgaccctc 420 
cgtacctagc taggcttttc tccaggcagc atttatgagg ccggtgttgt ctgagtgtcc 480 
tttgtggcca ggcaggacag agcaagggca agatgcttga tatatgctga caagacacca 540 
ttctagccgc acagatattc cagcaaattg gaagaccagc gtcgtccatt cttgcacctt 600 
gcaccttttt ggtacctttg tcccttgtgt ctggctttgg agttaggatg ggtctgtctg 660 
tcctccacgt agggagttag agcgagtttc atgttgcacc ccacagagcc ctgcacgggg 720 
atttgagaat ggtaggcctc cagggaatgt tttgtatcca actacatgat ttagggggca 780 
caaaaatttc tccctggccc tgtgagagtc agagctgaga agcatcgaga aagtgtagct 840 
ctgggcgtgg ataactaatc agactgcata aatgacaaaa gccctctcat cccacagcag 900 
gttattggga gtcgtacctt gacttcagtt cattttgctc acatagacca aaaagnaaag 960 
cccaagaaan gacaatttgg ngaacttcng tagaaggtnc tgtaagaaga tc 1012 



<210> 60 

<211> 1680 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (306) 

<223> n equals a,t,g, or c 
<400> 60 

gccccggaaa cgtttctttc ctacgcagcc gctcctgccg ccgtggtcgc tggagctttg 60 
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cctctctagg ccggcagcgc ctctcctcca tggtcctgtc tgtcagcgct gttttgggag 
cccqccggtg aggccgggcc acgctcagac acttcgatcg tcgagtctgt cactgggcat 
ggcggg^ag t^ccgSgct acgtgtggga cccgctgctg atcctgtcgc agatcgtcct 
catgcagacc gtgtattacg gctcgctggg cctgtggctg gcgctggtgg acgggctagt 
gcgaanagcc cctcgctgga ccagatgttc gacgccgaga tcctgggctt ttccacccct 
ccaggccggc tctccatgat gtccttcatc ctcaacgccc tcacctgtgc cctgggcttg 
ctgtacttca tccggcgagg aaagcagtgt ctggatttca ctgtcactgt ccatttcttt 
cacctcctgg gctgctggtt ctacagctcc cgtttcccct cggcgctgac ctggtggctg 
gtccaagccg tgtgcattgc actcatggct gtcatcgggg agtacctgtg catgcggacg 
gagctcaagg agatacccct caactcagcc cctaaatcca atgtctagaa tcaggccctt 
tggacatcct gctgacactt gggcccctta acaccttggg ctgctcagac cctccagatg 
aggtccagcc cagatctgag aggaaccctg gaaatgtgaa gtctctgttg gtgtgggaga 
gatagtgagg gcctgtcaaa gaaggcaggt agcagtcagc atgacagctg "agaatgac 
ctctgtctgt tgaagccttg gtatctgaga ggtcaggaag gggacctctt tgagggtaat 
aacakaattg gaaccatgcc actcttgagc cacaatacct gtcaccagcc tgttgtttta 
agagagaaaa aaaatcaagg atatctgatt ggagcaaacc acttctttag tcatctgtct 
taccyccctg ggacagctgt tacctttgca gtgttgccga atcacagcag ttacctttgc 
artgttgccg aatcacagca gttctgttgg agaaacgctt ggtttccgga tccagagcca 
cagaaagaaa tgtaggtgtg aagtattagg ctgctgtcag ggagaggatg gcagatggag 
gcatcaagca caaggaaaat gcacaacctg tgccctgtta tacacacgtt catgtgcacc 
caagaaccta tgactttctt ccagttcctt ctaccaggtc cccatcctgc tgccagctct 
caacatagca ggccatagga cccagagaag aatcccagyg ttgctcaaag tctaaccatc 
ataaagacac tgcctgtctt ctaggaatga ccaggcaccc agctcccact ggactccaat 
tttttttcct gccttattta gaattctttg gcgggaaggg tatgatgggt tcccagagac 
aagaagccca accttctggc ctgggctgtg ctgatagtgc tgagggagat aggaatttgc 
tgctaagatt tttctttggg gtggagtttc ctctgtgagg ggcttgcagc tatccttcct 
gtgtatacaa atacagtatt ttccatgaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 



<210> 61 

<211> 1386 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (1313) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (1329) 

<223> n equals a f t,g, or c 



aggcccctgg ttctgtgaaa gaaggtgaaa accttccaga gagaggtgga ggcgagcccc 60 

aagagctcac accctccccc tccacttccc ctctcctgca ccaactgctc agaggcagga 120 

agttgagggg gtgtgtgagc ccccaccaca gacacacaca caacaaacca aaacacataa 180 

acacaaatac ctacacacat aagtagatac acaccactgc actccagcct gggcaacaga 240 

gccagactcc gtctcaaaaa awtaaaaata aaatatgcat atctgtgccc tcctagtctt 300 

aaacagctac tgaattatgc tgtaataaat gggctttcca gtgctaatta tttctgcctc 360 

tataccaaag tgccacaggc catgcttctc ttggcttctg ggctctcttc tgccttccct 420 

tatgactccc tgggatttac gctttccatg ctgctgtttt tcgagagaaa caaatcacgt 480 

gttgaagtcc tggctaagga gccgtcagct cccagcagtt attgggactc tgagaaccgt 540 

ggttgtcagc tgtgaggtgc aggttccttg ttctcagaag cgttctagct ggcgggagct 600 

g^acaggttt cctctggaac acaattttac ctggtttcac atctgactgg caggaaaaag 660 

ggaagcaggg caagtgaggt tagggctacc cgggacagac ggggatggac 9gagccatgt 720 

cgtcagcgcc cagtggagtt ctgactgtaa aggaacacac cggtacgccc tccttgtgaa 780 
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ggatgctatc ccttccccac caccggtgat tttgtctctg ggataaatgt gaattttcac 840 

acctgttctc ttagggtagg agtcagcaaa ctatggctca caggccacat ccagcctgct 900 

gcctgttttt tagggccatg agctaagaac taagaatggc ttttatattt gtaattggtt 960 

gggaaaaaaa aaaaaaaarg gcggccgstc taraggatcc ctcgaggggc ccaagcttac 1020 

gcstgcatgc gacgkcatar ctctctccct atagggagtc gaattataag ctaggcactg 1080 

gccgtcgttt tacaacgtcg tgactgggag atctgctagc ttgggatctt tgtgaaggaa 1140 

ccttacttct gtggtgtgac ataattggac aaactaccta cagagattta aagctctaag 1200 

gtaaatataa aatttttaag tgtataatgt gttaaactag ctgcatatgc ttgctgcttg 1260 

agagttttgc ttactgagta tgatttatga aaatattata cacaggagct agngattcta 1320 

attgtttgng tattttagat tcacagtccc aaggctcatt tcaggcccct cagtcctcac 1380 

agtctg 1386 



<210> 62 
<211> 716 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (630) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (710) 

<223> n equals a,t,g, or c 



<400> 62 

gcctcagcgg ccgggcccac ggccccgagc agccatgctg ggcgcgcggg cctggttggg 60 

ccgcgtcctt ctgctgcccc gcgccggtgc aggcctcgcc gcragccgca ggtgtcctgg 120 

agtctggccc aggacctggc cccacaggag tcccagcagg ggtagctcct cccgggacaa 180 

ggaccgaagt gcgacggtca gtagttcagt gcccatgcct gctggaggga aaggaagcca 24 0 

tccttcatct acaccccaga gggtccccaa ccgcctgatc cacgagaagt caccatacct 30 0 

cctacaacat gcctacaatc ctgtggactg gtacccctgg ggacaggaag ccttcgacaa 360 

ggccaggaag gaaaacaagc cgattttcct ctcagtcggg tactccacct gccactggtg 420 

ccacatgatg gaagaggagt ccttccagaa tgaggagatt ggccgcctgc tcagtgagga 480 

ctttgtgagt gtgaaggtag accgtgagga gcggcctgac gtggacaagg tgtacatgac 54 0 

gttcgtgcag gccaccagca gcggcggggg ctggcccatg aatgtgtggc tgactcccaa 600 

cctccagccc tttgtcgggg gcactatttn cctcctgaag gatggcttga mccgagtsgg 660 

ttccgcacag tgttkctgag aatacgagaa cartggaaac agaacaagan caccct 716 



<210> 63 

<211> 2716 

<212> DNA 

<213> Homo sapiens 



<400> 63 

ggccgggccc acggcmccga gcagccatgc tgggcgcgcg ggcctggttg ggccgcgtcc 60 

ttctgctgcc ccgcgccggt gcaggcctcg ccgcgagccg caggtctgcc tgcagtccca 120 

cttccaggct gaactccctg aggtctctga ttccctaggt gtcctggagt ctggcccagg 180 

acctggcccc acaggagtcc cagcaggggt agctcctccc gggacaagga ccgaagtgcg 24 0 

acggtcagta gttcagtgcc catgcctgct ggagggaaag gaagccatcc ttcatctaca 300 

ccccagaggk tccccaaccg cctgatccac gagaagtcac catacctcct acaacatgcc 360 

tacaatcctg tggactggta cccctgggga saggaagcct tygacaaggc caggaaggaa 420 

aacaagccga ttttcctctc agtcgggtac tccacctgcc actggtgcca catgatggaa 4 80 

gaggagtcct tccagaatga ggagattggc cgcctgctca gtgaggactt tgtgagtgtg 54 0 
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aaggtagacc gtgaggagcg gcctgacgtg gacaaggtgt acatgacgtt cgtgcaggcc 600 

accagcagcg gcgggggctg gcccatgaat gtgtggctga ctcccaacct ccagcccttt 660 

gtcgggggca cctatttccc tcctgaggat ggcttgaccc gagtcggctt ccgcacagtg 720 

ttgctgagaa tacgagaaca gtggaaacag aacaagaaca ccctgctaga aaatagccag 780 

cgtgtcacca ctgccctgct ggcccgatca gagatcagcg tgggtgaccg ccagctgccg 840 

ccctctgccg ccaccgtgaa caatcgctgc ttccagcagc tggatgaggg ctatgatgag 900 

gaatacggtg gcttcgctga ggcccccaag tttcccacgc cggtgatcct gagcttcctg 960 

ttctcctact ggctcagcca tcgactgact caggatggct ctcgggccca gcagatggcc 1020 

ttgcataccc tgaaaatgat ggctaacggg ggcatccggg accatgtggg gcagggcttt 1080 

caccgctact ccacagaccg ccagtggcac gtccctcact ttgagaagat gctctatgac 1140 

caggcacagc tcgctgtggc ctattcgcag gccttccagc tctctggtga tgaattctac 1200 

tctgacgtgg ccaaaggcat cctgcagtac gtggctcgga gcctgagcca ccggtccgga 1260 

ggcttctata gcgcagarga tgcagactcg cccccagagc ggggccagcg gcccaaagag 1320 

ggcgcctact atgtgtggac ggtcaaagag gttcagc z tcctcccgga gcctgtgttg 13 80 

ggtgccaccg agccgctgac ^ctcaggccag ctcctcacga agcactacgg cctcacagag 1440 

gctggtaaca tcagccccag tcaggacccc aagggggagc tgcagggcca gaatgtgctg 1500 

accgtccggt actcgctgga gctgactgct gcccgctttg gcttggatgt ggaggccgtg 1560 

cggaccttgc tcaattcagg gctggagaag ctcttccagg cccggaagca tcggcccaag 1620 

ccgcacctgg acagcaagat gctggctgcc tggaatggct tgatggtgtc aggctatgct 1680 

gtgactgggg ctgtcctggg ccaagacagg ctgatcaact atgccaccaa tggtgccaag 1740 

ttcctgaagc ggcacatgtt tgatgtggcc agtggccgcc tgatgcggac ctgctacacc 1800 

ggccctgggg ggactgtgga gcacagcaac ccaccctgct ggggcttcct ggaggactac 1860 

gccttcgtgg tgcggggcct gctggacctg tatgaggcct cacaggagag tgcgtggctc 1920 

gagtgggctc tgcggctgca ggacacacag gacaggctct tttgggactc ccagggtggc 1980 

ggctacttct gcagtgaggc tgagctgggg gctggcctgc ccctgcgtct gaaggacgac 204 0 

caggatggag cagagcccag cgccaattcc gtgtcagccc acaacctgct ccggctgcat 2100 

ggcttcacgg gccacaagga ctggatggac aagtgtgtgt gcctattgac cgccttttcc 2160 

gagcgcatgc gtcgtgtccc ggtggcgttg cccgagatgg tccgcgccct ctcagcccag 2220 

cagcagaccc tcaagcagat cgtgatctgt ggagaccgtc aggccaagga caccaaggcc 22 80 

ctggtgcagt gcgtccactc tgtctacatt cctaacaagg tgctgattct ggctgatggg 2340 

gacccctcga gcttcctgtc ccgccagctg cctttcctga gtaccctccg acggttggaa 2400 

gaccaggcca ctgcatatgt gtgtgagaat caagcctgct cagtgcccat cactgatccc 2460 

tgcgaattac gaaaactact acatccatga ctgccccaac ccccttgggg tggggcagaa 2520 

ggtgaagcat cccaactgac tagagactca ggccctgcag ggccctatag aacctgtggc 2580 

catccctgag caccctgcca ccaggtgacc tcggccatac tcactgcccc ccttgggcac 2640 

ccactcaccc tagaataaac ttaacagtgt cccgtggtaa aaaaaaaaaa aaaaaaaaaa 2700 

aaaaaagggc ggccgc 2716 



<210> 64 

<211> 1011 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (68) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
<222> (950) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (993) 

<223> n equals a,t,g, or c 
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<220> 

<221> SITE 

<222> (1008) 

<223> n equals a,t,g, or c 



<400> 64 

ctttgttgac tcagtggggc tcatgattgg ttgtggagta tcctgagaag caggagtcat 60 

agtaaggnag gagaacaccc ctcttattgt cttatgccca atttctgcct ccaaagaaaa 120 

aagaattaaa aactgaaggg cagaaatgaa atccacaggc aggcagccca gcaacgtgcc 180 

ttgggcctag tagttaacaa tcaactcctg acttaactgc ttgtgtccca gacattgtat 240 

ggaaaagcat cgtgaaaatc cctgtcytgt tctgttccat tctgattacc ggtgcatgca 300 

gcccccagtc aggtaccccc tgcttgctca atcgatcatg accctctcac tcgacctcct 360 

tagagttgta agcccttaaa agggacagga attgctcact aggggagctc ggtttttttg 420 

agacataggt ctgctgatgc tcctggccaa taaagccctt tccttcctca actcggtgtc 480 

tgaggggttt tgtctgtggc ttgtcctgct acatttcttg gttccctgat ctggaagcaa 540 

ggtgataagc ggatggtcga ggcagcccct taggcggctt aggcctgccc agtggagcat 600 

ccctgtggga gactctggcc agctttagcg atgcgaatcc tgagagcgct ccccggcagg 660 

caattgcccc agtggaacgc ctccagagga gtgcacggta ggcccccgcg gaggattaat 720 

gcagcggctg aacaccggga aggaattggc gcttggagtc cagacatctg gaacacggta 780 

agaccggtct tcgaacttgc cactccatct gagtggaagt gtggcctgat cacccatggc 840 

gtgccttttt ggcaccttgg ttttgggttt gattttgact agatttgcac tggtttgggt 900 

taratttcaa gkattgactt ttgggtttga actggtttgg ctttgattcn ggtctgactt 960 

ggctcaaaat gcttgatgaa taaagtaact tcntatccat actttggntt a 1011 



<210> 65 

<211> 940 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (940) 

<223> n equals a,t,g, or c 



<400> 65 

gaawttaata agctcctaac ataaatttga tgtcatttgc agatgagaaa atggggcttg 60 

atgaagttga ttgcttcaat gatgcaacca gtcctgcttg aactcctctc tgtctggagg 120 

aaggaaggca gagactctag aaacatacat gattcccaca gcatgtatgt gctgaggaag 180 

agactgagtg ggtcttggct tcagcaggtc tgtactctac tgtgatatca gcagcactca 240 

tccttgaatc tccaagagct tgtcttcctt caaaaggctg attcagacac agagtctaga 300 

cttgtttctc ttttcttaaa agtacacatc aggaagaaaa cctaasgcct cttgtaaaaa 360 

catcactgac atgcttcctg gtgatttytc agcagctatt tgtcccccag atatattttt 420 

tcactgccat ttcacccaat gttaattgaa atgctaaact aaatgtttag ccatccttgc 480 

atgcatggat aattaataaa ctgattataa aattatagtg atgagggatt actaagccat 540 

gataaattac aatcattatt tcagtcttga ctataaagat tattataagg atgatagagg 600 

kttcttatgg atttttagtc atttacacat aatgaagtaa aaatgkcttt ttcaattttc 660 

aaatatgtca ccgaagccaa aattggatct tgtcattttt aagttttgta tatgcttgat 720 

ttctgttgta tttgwttcag attgwgyttg cttcatgaaa aggatgtttt cttttttcag 780 

gtagtgaggg gtttaactac attttatttc tcccaaaagc ttattaatct tggcaataaa 840 

aattctatat ttctccagca aaatctaaga tgcttacctc aaagcagctt ttgaagttat 900 

ttctatcagt attggtctga ttatgctgtg aggagcctgn 940 



<210> 66 
<211> 490 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> SITE 
<222> (15) 

<223> n equals a,t,g, or c 
<400> 66 

gcatgcacgg taagntgggc ccttcggagg gatctttaga gcgccgccct tttttttttt 60 
ttcactttta aaatcatcct aaagtgaaag ttattaaaag tgaaaaaaag aaaagaaaat 120 
cctctccacc tgttccacag aatcttcagg taagtctaaa tttctcacca aagtgtgtgc 180 
tattcatgaa gagttcccga atcctgcata catcagcaca gggaaaaaga aggactctaa 240 
gaaaagcacc aaacagctgg gttttagaag tatggcatgt gtgcaaataa ccacaccaag 300 
acaaaaatat aaaccacgca tacaaaagag agaaatagaa catgtgccac tggatttcag 3 60 

agggaaaagg gagtattgct ggatagggtt aaaattgtta acttgacact taaggaggaa 420 
aaccattaga aagcattcaa aaagggcggc cgctcgcgat ctagaactag tccggacgcg 480 
tgggtcgacc 490 



<210> 67 

<211> 2409 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (694) 

<223> n equals a # t,g, or c 
<220> 

<221> SITE 
<222> (716) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (755) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (761) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (791) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (808) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (880) 

<223> n equals a,t,g, or c 
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<400> 67 

ccacgcgtcc ggcgagacgc gttcaccacc atatgcactg ttgtcaactc ccctggagat 60 

gcgcccaagc cccacaggaa gccttcctcc tctgcctcct cttcctcatc ctcgtcctcg 120 

ttctccttgg atgcagccgg ggcctccctg gccacactcc ctggaggctc catcctgcag 180 

ccgcggccct ccttgcccct ctcctccacg atgcacttgg ggcctgtggt ttccaaggcc 240 

ctgagtacct cttgccttgt ttgctgcctc tgccaaaacc cggccaactt caaggacctt 300 

ggggacctct gtgggcccta ctaccctgaa cactgcctcc ccaaaaagaa gccaaaactc 360 

aaggagaagg tgcggccaga aggcacctgt gaggaggcct cgctgccgct tgagagaaca 420 

ctcaaaggtc ccgagtgtgc agctgccgcc actgccggga agccccccag gcctgacggc 4 80 

ccagctgacc cggccaagca gggcccactg cgcaccagtg cccggggcct gtcccggagg 54 0 

ctgcagagct gctactgctg tgatggccgg gaggatgggg gcgaggaggc agccccagcc 600 

gacaagggtc gcaaacatga gtgcagcaag gaggctccgg cagagcccgg cggggaggcc 660 

caggagcact gggtgcatga ggcctgtgcc gtgnggaccg gcggcgtcta cctggnggcc 720 

gggaagctct ttgggctgca ggaggccatg aaggnggccg nggacatgat gtgttccagc 780 

tgccaagaag ncggggccac catcgggngc tgccacaaag gatgcctcca cacctaccac 840 

tacccgtgtg ccagcgatgc aggttgcata ttcatcgaan agaacttttc tttgaaatgt 900 

cccaaacata agaggctgcc gtagtaatcc accccaacgg ccggaggagc cgccggagcc 960 

cgcctgcccg cccgccgccg aaggagagga gccgcctgcg cagcccccgg gcctttgagc 1020 

tgctcccagc gctggtccag agccgatcct tgatccgggt cccggatcgt ggatccggcc 1080 

gcctagggct cagacttgcg gccccgggtt gggaggaaaa cccgttccgg agccgcctgc 1140 

tcccggaacc ggacggcaca gggcgttctt gcccacccca ggggccaggc ttgcggaggg 1200 

ggagcccgcg gagcggccag actccccggg gcgctcagcc tccggcgagg gtgggagacg 1260 

gctttgtcct ggggacactt tccctctgga atctcaagac gacgtggcac acattccacg 1320 

tgggtgctgc cgccacccca gtcggtcgtg gcgtgcagct gggagccctg ggcttggggg 1380 

tgggggtcga aacagtactg gaagaggcgg agggcggctc ctagctccgt ggactaggcg 1440 

ggggagaaag gaagcctttc tgagagcggg ctaggccggc actggagagg ccggagcctt 1500 

tggaacaaac cgtgcggaac gcgtccaggg gccttcccgc ccagcctttg ccagatctct 1560 

cgtgcggttc gggcaaagcc ggggtagacc tgggctatgc tcagttaggg gttgcgggat 1620 

ccccgagtgt gggcgggact gggacaccct ttggcctctg tttgtcccct ttccagtcct 16 80 

ccaccccacc cctggagccc agcctgggag cgcaaaaccc aagaagcggc cagaacgcac 1740 

ctccggctcc ggcggacgcg cgaccgttgt gcaccaccag ggaccgccgc gcctactctg 1800 

cacgggagca gggacagcgc tagatttcgt gtacaaaacc tgtgtacccc tctatatata 1860 

tgttacatag aatgtatata tgttgggaac atgctcgctt ctcccgtgtg tcgccgccgt 1920 

gcgtcgtgcg cccgcaacag agccccaacc gggcctttgc cgggtaaggg gctaccgcga 1980 

cgccacttgt ccacgcagcc accaccggcc cgggccagtc cctgccagtc cgtccgcctg 2040 

tccgtccgtg tcctcagctc tgtccacgct tcgataggcc tgacgcagcc cccagcccag 2100 

ggccgcccta gcaacttcct gtacatatga ctgtaaaatg gtaaacgtgt gtattatatc 2160 

tggcctcgtt atatagtgta tatatatgta tacatataca tatatataat atatatgaag 2220 

actgtaaatg ttaagacgac tagtgttctt attagtatat tgcttcacac tgaagattgt 22 80 

gtgtatcgag ctgtttctaa aagatgttta ttttccttaa gagtaaaaaa cagtcattgc 2340 

attcagaaaa aaaaaaaaaa aaaaagtcaa taaagataca acgattgttt tggaaaaaaa 24 00 

aaaaaaaaa 24 09 



<210> 68 

<211> 737 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 

<222> (1) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (21) 
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<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (369) 

<223> n equals a,t,g, or c 

<400> 68 
nagagggaag agagaaaaag 
gctctgtcca cgcttcgata 
tcctgtacat atgactgtaa 
tgtatatata tgtatacata 
cgactagtgt tcttattagt 
ctaaaagatg tttattttcc 
aaaaaaaang tcaataaaga 
gaccagattc agctgggagc 
ggctgggggg gggggcatga 
cccccgcccc tgtgccccct 
gctgtgagat gaccaggggc 
agacccaagc tgtagctcct 
ccacccaggg acctaat 



<210> 69 
<211> 1471 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (798) 
<223> n equals a,t,g, or c 

<400> 69 

tttctgaatg caatgactgt tttttactct taaggaaaat aaacatcttt tagaaacagc 60 

tcgatacaca caatcttcag tgtgaagcaa tatactaata agaacactag tcgtcttaac 120 

atttacagtc ttcatatata ttatatatat gtatatgtat acatatatat acactatata 180 

acgaggccag atataataca cacgtttacc attttacagt catatgtaca ggaagttgct 240 

agggcggccc tgggctgggg gctgcgtcag gcctatcgaa gcgtggacag agctgaggac 300 

acggacggac aggcggacgg actggcaggg actggcccgg gccggtggtg gctgcgtgga 360 

caagtggcgt cgcggtagcc ccttacccgg caaaggcccg gttggggctc tgttgcgggc 420 

gcacgacgca cggcggcgac acacgggaga agcgagcatg ttcccaacat atatacattc 480 

tatgtaacat atatatagag gggtacacag gttttgtaca cgaaatctag cgctgtccct 540 

gctcccgtgc agagtaggcg cggcggtccc tggtggtgca caacggtcgc gcgtccgccg 600 

gagccggagg tgcgttctgg ccgcttcttg ggttttgcgc tcccaggctg ggctccaggg 660 

gtggggtgga ggactggaaa ggggacaaac agaggccaaa gggtgtccca gtcccgccca 720 

cactcgggga tcccgcaacc cctaactgag catagcccar gtctaccccg gctttgcccg 780 

aaccgcacga gagatctngc aaargctggg cggraaggcc cctgracgcg ttccgcacgg 840 

tttgttccaa aggctccggc ctytccagtg ccggcctagc ccgctctcag aaaggcttcc 900 

tttctccycc gcctagtcca cggagctagg agccgccctc cgcctcttcc agtactgttt 960 

cgacccccac ccccaagccc agggctccca gctgcacgcc acgaccgact ggggtggcgg 1020 

cagcacccac gtggaatgtg tgccacgtcg tcttgagatt ccagagggaa agtgtcccca 1080 

ggacaaagcc gtctcccacc ctcgccggag gctgagcgcc ccggggagtc tggccgctcc 1140 

gcgggctccc cctccgcaag cctggcccct ggggtgggca agaacgccct gtgccgtccg 12 00 

gttccgggag cagkcggctc cggaacgggt tttcctccca acccggggcc gcaagtctga 1260 

gccctaggcg gccggatcca cgatccggga cccggatcaa ggatcggctc tggaccagcg 1320 

ctgggagcag ctcaaaggcc cgggggctgc gcaggcggct cctctccttc ggcggcgsgc 1380 

gggcaggcgg gctccggcgg ctcctmcgrc cgttggggtg gattactacg gcagcctctt 1440 



ntacaatgct tcgccgtycg sctktmcgkc csygtcctca 60 

ggcctgacgc agcccccagc ccagggccgc cctagcaact 12 0 

aatggtaaac gtgtgtatta tatctggcct cgttatatag 180 

tacatatata taatatatat gaagactgta aatgttaaga 240 

atattgcttc acactgaaga ttgtgtgtat cgagctgttt 300 

ttaagagtaa aaaacagtca ttgcattcag aaaaaaaaaa 3 60 

tacaacgatt gttttggaaa atctgcagcc cgtggattcc 420 

cgggccaggc tttaggttgg ggaatgggaa tgaagggagg 4 80 

atggagtcag ggagtcggcc tttcacagaa caggaaacct 540 

ctccagtgtg gcggcaggtc gggagggagg aggcttcttt 600 

cgggatgggg gaggtgagac gtgccagact tcttgcaggg 660 

gtcccacaac aggtcctgga agtcagtcca tcctcccgtg 720 

737 
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atgtttggga catttcaaag gggaattctc t 1471 



<210> 70 
<211> 3599 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (2675) 

<223> n equals a,t,g, or c 
<400> 70 

gggagggcaa cggggcggcg cgggcggccg ggcgcagggt ckcgggargt gacrcgcggc 60 

gaggatggcg gcgcggggcc gggggctgct gctgctgacg ctgtcggtgc tgttggcggc 120 

gggcccctcc gccgctgcgg ycaagctcaa catccccaaa gtgctgctgc ccttcacrcg 180 

ggccacgcgc gttaacttca cgctggaggc ctcggagggc tgctaccgct ggttgtccac 240 

ccggccggag gtggccagca tcgagccgct gggcctggac gagcagcagt gctcccagaa 300 

ggcagtggtg caggcccgcc tgacccagcc tgcccgcctc accagcatca tcttcgcaga 360 

ggacatcacc acaggccagg tcctgcgctg tgatgccatt gtggacctca tccatgacat 420 

ccagatcgtc tccaccaccc gcgagctcta cctggaggac tcccccctgg agctgaagat 4 80 

ccaggccctg gactccgaag ggaacacctt cagcactctg gctggactgg tcttcgagtg 540 

gacgattgtg aaggactccg aggcggacag gttctcagac tcccacaatg cgctgcgaat 6 00 

cctcactttc ttggagtcta cgtacatccc tccttcttac atctcagaga tggagaaggc 660 

tgccaagcaa ggggacacca tcctggtgtc tgggatgaag accgggagct ycaagctcaa 720 

ggctcgcatc caggaggctg tctacaagaa tgtacgccct gcakaagtca ggctgctgat 780 

tttggaaaac atccttctga acccggccta tgacgtctac ctgatggtgg gaacctccat 84 0 

tcactacaag gtgcagaaga tcaggcaagg gaaaattaca gaactctyca tgccttccga 900 

tcagtacgag ttgcagcttc agaacagcat cccgggcccc gaaggagacc caacccggcc 960 

ggtggctgtc ttggcccagg acacgtcgat ggtcactgca ctgcagctgg gacagagcag 1020 

cctcgtcctt ggccacagga gtattcgcat gcaaggtgct .tctaggttac ccaacagcac 1080 

tatctacgtg gtcgaacctg gatacctagg gttcactgtt caccctggtg acaggtgggt 1140 

gctggagacc ggccgcctgt atgaaatcac catcgaagtt tttgacaagt tcagcaacaa 1200 

ggtctatgta tctgacaaca tccgaattga aactgtgctt cctgctgagt tcttcgaggt 1260 

gctctcgtcc tcccagaatg ggtcatacca tcgcatcagg gcactaaaga ggggacagac 1320 

ggccattgac gcggccctca cctctgtggt ggaccaggat ggaggggtcc acatactaca 1380 

ggtgcctgtg tggaaccagc aggaggtgga aattcacatc ccgatcaccc tgtatcccag 1440 

catcttgaca tttccgtggc aaccaaagac gggcgcctat cagtacacaa taagggccca 1500 

cggtggcagt gggaacttca gctggtcttc gtcaagccac ctggttgcca cagttactgt 1560 

caagggcgtg atgaccacag gcagtgacat cgggttcagt gtgatccagg cacatgatgt 1620 

gcagaaccca ctccatttcg gtgagatgaa ggtgtatgtg atcgagcccc acagcatgga 1680 

gtttgccccg tgccaggtgg aggcacgtgt gggccaggcc ctggagctgc ccctgaggat 174 0 

cagtggcctc atgcccggcg gggccagtga ggtggtcacc ttgagcgact gctcccactt 1800 

tgacttggct gtcgaggtgg agaaccaggg tgtgttccag ccactcccag ggaggctgcc 1860 

gccaggctct gagcactgca gcggcgtccg ggtaaaggcc gaggcccagg gctctaccac 1920 

gcttcttgtg agctacagac acggccacgt ccacctgagt gccaagatca ccattgctgc 1980 

ctacctgccc ctcaaggctg tggatccctc ctctgttgcc ttggtaaccc tgggctcctc 2040 

aaaggagatg ctgtttgaag gaggtcccag accttggatc ctcgagccgt ccaaattctt 2100 

ccagaacgtc accgctgagg acactgacag catcggcctg gctctctttg ccccccattc 2160 

ctcccggaat tatcagcaac actggatcct tgtgacctgt caggccttgg gtgagcaggt 2220 

catcgccctg tcggtgggga acaagcccag cctcaccaac ccctttcctg cggtggagcc 2280 

tgccgtggtg aagttcgtct gcgccccacc gtccaggctc accctcgtgc ctgtctacac 2340 

cagcccccag ctggacatgt cctgtccgct gctgcagcag aacaagcagg tggtcccagt 24 00 

gtccagccac cgcaaccccc tgctggacct ggctgcttac gaccaggagg gccgccggtt 24 60 

cgacaacttc agctctctga gcatccagtg ggagtccacc aggccagtgt tggccagcat 2520 

cgagcctgag ctgcccatgc agctggtgtc ccaggacgat gagagtggcc aaaagaagct 2580 

gcacggtttg caggccattt tggttcacga ggcatcagga accacagcat cactgccact 2 640 



WO 01/34627 



PCT/US00/30628 



55 



gccactggct accaggagtc ccacctcagc tctgncagaa caaagcagcc gcatgaccct 2700 

ctggtgcctc tgtcggcctc catagagctc atcctggtgg aggacgtgag ggtgagccca 2760 

gaagaggtga ccatctacaa ccaccctggc atccaggcag agctccgcat cagggaaggc 2820 

tcaggttact tcttcctcaa caccagcacc gcagatgttg tcaaggtggc ctaccaggag 2880 

gccaggggtg tcgccatggt gcaccctttg ctcccgggct catccaccat catgatccat 2940 

gacttgtgcc tcgtcttccc ggccccagcc aaggctgtcg tttacgtgtc ggacattcag 3000 

gagctgtaca tccgtgtggt tgacaaggtg gagattggga agacagtgaa ggcatacgtc 3060 

cgcgtgctgg acttgcacaa gaagcccttc cttgccaaat acttcccctt catggacctg 3120 

aagctccgag cagcctcccc gatcattaca ttggtggccc ttgatgaagc ccttgacaac 3180 

tacaccatca cattcctcat ccgcggtgtg gccatcggcc agaccagtct aactgcaagt 3240 

gtgaccaata aagctggaca gagaatcaac tcarccccac aacagattga agtctttccc 3300 

ccgttcaggc tgatgcccag gaaggtgaca ctgcttatcg gggccacgat gcaggtcacc 3360 

tccgagggcg gcccccagcc tcagtccaac atccttttct ccatcagcaa tgagagcgtt 3420 

gcgctggtga gcgctgctgg gctggtacag ggcctcgcca tcgggaacgg cactgtgtct 3480 

gggctcgtgc aggcagtgga tgcagagacc ggcaaggtgg tcatcatctc tcaggacctc 354 0 

gtgcaggtgg aagtgctgct gctaagggcc tgtctcttat acacatctca acctgcagg 3599 



<210> 71 
<211> 2924 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (2892) 

<223> n equals a,t,g, or c 
<400> 71 

gaggccaaga ttcgcacgag tttttttttt ttttttaaaa aatcacatag aactttatta 60 

aataaaccag tagaaaggct cctatttaca tccaggttgt cagtttaagc tcaagtaata 120 

tgcaaggcac aattcttcct ttctccagct ttagaaaaat caaccacatg gcccagccct 180 

gaaggactga agggagcttg tgcgggatcc cgtcatcctg gactctccac acagcgtcca 24 0 

cgcatggatg gccatgggca tgagtctctg gatctccctg agggtagccc agcctcggcc 300 

tggagcacag gggcctgtga tctgagaatc tcagatccag aatcaggagc tgggaagaga 360 

ggacttttcc aagggtctcc tcccccaggc cctggggagt cccttctgga tgggcaggcc 420 

ctgggctggy ggccgccctc catcattggc ccaggccggg ctctagggcc kgctgggaag 480 

ctgtctgggg ccctgcgcct gatgagctgc catgaaagtg gccgcctctc acactggcag 54 0 

gcggtggctc agatctgctg aggttctgga gtggcacagg aacaggagga gcaaatgaca 600 

ctgggtcttt gtgctgaggc aggacacagc ggctttccga aacacacaca cagaaaatat' 660 

gactcctgct gccatctcaa ggacattttc ctaaggacag tcctggtgtc ctgatggagt 720 

gaaagggatc acacgtggga tgtcccagca gggcctaagc caagtccatc agatgtctca 780 

acggcttatg aaacaaaaac agaggactga agtctgttca cagtggccca tggttgggca 84 0 

gcagccctgg cctccaggtg ctggttcctg aggcttccct tgcggcagtg gcgcagatac 900 

agggacactc atgtcccatt gctcctcaga agtcctagca gcagccagac taggggcaaa 960 

gtaagttttc acagggggaa aaaccccacc aaaaaccccc taaagtaact ggacaatcct 1020 

ttccctgaga ccactacagt aacatcaccc acagacaact tctaaagagc acttctaact 1080 

gctcaaagtc ttgagaaggg aaagatttta gcaaggctag gaaaataaaa atgcaacagc 114 0 

acattgtcca gaaaccctag acaaccatgc aaaaaggaat gagccaaaaa gtcttagctt 1200 

tgtaagactt gaaaggaaaa aaacacacat ttaaaactcc tacataaaat gagctaatgg 1260 

gcagagccga aactacagct ctgtgtgaag agacggcagt gaagctggcc tggggccggg 132 0 

gcactcatct ggaggggctt gttccagtgt gaatgcagca gggatgttcc atcttggggg 1380 

tgcacgaggc tcggctgaga cccatcctcc gggaaccttc acgcggccta gtgggaggca 144 0 

taggctgggc tccacagccc tgagggaggg ctggctttgc gagcaggagg caatgcattg 1500 

ggagatgtgg gtgatgaggc agcgaaatag tgggggctgt gtccagggct ggctcgaggc 1560 

gtgagggctg caggcacagc aagatcccgg ggcgtgcaga cagtgtggta ggctatgatc 162 0 

atgaccgctg tcccagccaa cagggcgaag agcgtgaaga acatgacctg gtaggaatcc 16 80 

aggaagtgct ggaagaggct ggctccataa ggaccgggcc cacggcgatc caycacaaaa 1740 
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ggctggagaa ggtcagggta 1800 

cgccgaccgt gtatgtgatg 1860 

gcacggccgg ggacccggat 1920 

ccctgatctc ggaactggtg 1980 

gacctgggct gaagggcacc 2040 

gggaggcact gaccaccaga 210 0 

tcagcctgtg cattgtgatt 2160 

ccacggtgaa cacatcttga 2220 

agctgatgag ggtctctggg 2280 

cgcctctcag gttagagctt 2340 

cctggaagct ggtctggatg 2400 

ccaccacctc cttgtaggtc 2460 

ccacggcccg ggccacagcc 2520 

aggagctcca ggttcctgag 2580 

cgtcccccac caccatggcc 2640 

gcatgaagtc cgagaggccc 2700 

cgctgactgt gcggacaaca 2760 

cgtctctgtt agtggcaaag 2820 

tgtcgyggaa gtggacagtg 2880 

cctc 2924 



<210> 72 

<211> 628 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (137) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (450) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (465) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (488) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (585) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (619) 

<223> n equals a,t,g, or c 
<400> 72 



gccactgtca ctgggatggc 
gtggacagag gcccttggct 
aagctgggcc acccaaaaga 
ttcacctcca agttctccag 
tagtggttgc tcaaaaggat 
tcggccccca cctgctctgt 
gctgtcttct tcatgctcag 
gagcagaagt actggccgag 
gatgggaaat caaagacggc 
tgcaaggcct ggatgacttc 
ctgtctccca cggcaacaat 
99gtggaggt gacgggccat 
ctcaggtgcc cagcgacctc 
acacccgtct tggggtcgat 
aggccttcca ggctggtcag 
ccagacagct ctggggagat 
gggtgctctg cgtcccacac 
caggtgttgt tggtggggcc 
ttgaggaccg aactgtgagc 
aaggtcaccg gncattccca 



aatggcttgg ttggtcacgg 
gccagccgcg gggtccaaga 
cttctccttt gcgaatgcca 
aacctccggg gcaccaaaga 
ttcagcctgg tcggcgaaga 
ggagaagtgg ctgctggaga 
gtgcttccgc tgcttgtccg 
agcagtgtca aactgtggct 
cggcttgaac tgggactggc 
cctctgggtg ggggtgcact 
cactttggag gctgtagcct 
gatcctctga gggacgctga 
atagtaaacc gtcacggatc 
gtggaggatg ctgttggccg 
aacagtggcc agacagagca 
ggcctgtagg acaggcaggg 
acggagcagt gtcaggccca 
cttcccgatc tgcacaaagt 
atggaagaca tctccagagt 
aaggcaccgg ccaccaaggg 
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gcacctcagg 
gttctgcatg 
ctggggctag 
tctgtgacca 
gtcactgtgc 
tgcatcccgt 
tacagccaga 
ctcactgtgc 
ggcaaggnct 
atgtccttgt 
caagccccag 



ccctccaagc 
tatgggctca 
ggctggnggg 
cggacctgtc 
atgtatgtat 
accctctgtc 
aggacccgct 
cagtcgtgct 
tcagctggcc 
catctgtgtg 
ctcatcttna 



gcaggatgca ggccgtggcc aacgtgtcca ttggggccat 
cagcaacctt tggatacctc accttctaca gtragtgggg 
agggggaagg cctggggcag gagcctctga gctctttcct 
agtttccaaa cagaargtgt gcctcacttg tgtggatttt 
gggtttctgg ggcattggtc ctggtgctct ctccacatcc 
tcatggscca rgcartgtga aggcggagat gctgcacatg 
catcctctgt gtgcgcctgg ccgtgctgct cgcggtgacc 
gttccctatn cgccgggccc tgcancagct gcttttccca 
acgacatgtg gccataagct ctgatctgct tgtttggtca 
ccaacatccg ggatatcttt ggganttaat cgggtcaact 
tctcccag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
628 



<210> 73 
<211> 923 
<212> DNA 
<213>'Homo sapiens 

<220> 

<221> SITE 
<222> (9) 

<223> n equals a,t,g, or c 
<400> 73 

gggaacggna aactcgtttg ggttkggcca wgctgcmcat gtacagccag aaggacccgc 60 

tcatcctctg tgtgcgcctg kycgtgctgc tcgcggtgac cctcactgtg ccagtcgtgc 120 

tgttccctat ccgccgggcc ctgcagcagc tgcttttccc aggcaaggcc ttcagctggc 180 

cacgacatgt ggccatagct ctgatcctgc ttgttttggt caatgtcctt gtcatctgtg 240 

tgccaaccat ccgggatatc tttggagtta tcgggtccac ctcagccccc agcctcatct 300 

tcatcctccc cagcatcttc tacctccgca ttgtaccctc tgaggtggag cctttcttat 360 

cctggcccaa gatccaggcc ctgtgctttg gagtcctggg agtcctcttc atggccgtca 42 0 

gtctaggctt tatgtttgcc aactgggcca caggccagag ccgcatgtct ggacactgat 480 

caggccctgc tggcccaggt ccctgtgcgc atgcacatgg aggggtcagg gccgctccct 540 

agggtccctc ctgcccaaca tgtggaggtg gctggttccc atgaacgtgg ttgtcagagg 600 

cgggggacag cagaggctgc agactggccc acttccctcc tccccaggga tgccaagctt 660 

ggatcatggc cctaatccca accccaaccc catgggagga ggaggaggag gaagagagga 720 

ggaggaggag gaggaggagg aggaggagga ggaggccagg tcctggtgga gcctttgccc 780 

agcccagtcc tctctgcctc ctcctggctg aagctgtttg tcaggattac cctcgggcta 840 

aagaggaaaa ataaagatgt tgagctacca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 900 

aaaaaaaaaa aaaaagggcg gcc 923 



<210> 74 

<211> 1297 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (1104) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1131) 

<223> n equals a,t,g, or c 
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<221> SITE 

<222> (1183) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (1249) 

<223> n equals a,t,g, or c 



<400> 74 

gagaagccat acctggtgga agaggccgtt tcttacaatg aacttgacta tgtgtcggtt 60 

ggccttgacc agcagacggt gaagctggtg tgcaccaacc gcaggaagca gtttctgctg 12 0 

gacacggctg atgtggcgct ggctgagttc tttttggctt ctttgaagtc agccatgatc 180 

aaaggctgtc gagaacctcc ctaccccagc atcctgacgg atgccaccat ggagaagctg 240 

gcactggcca aatttgtggc ccaagaatcg aagtgtgagg catctgctgt caccgtgcgc 300 

ttctacggcc ttgtgcactg ggaggacccc acagacgagt ccctgggccc cacgccctgc 360 

cactgctcac cccccgaggg caccatcacc aaagaaggca tgctgcacta caaggcgggc 420 

acctcctacc tgggcaagga acactggaag acgtgcttcg tggtgctcag caacgggatc 4 80 

ctctaccagt acccggaccg caccgacgtc atccctctgc tctcggtgaa catggggggg 540 

gagcagtgcg gtggctgccg gagagccaac accacggatc ggccccacgc cttccaggtc 600 

attctctccg accggccctg cctggagcta agtgccgaga gcgaggccga gatggccgag 660 

tggatgcagc atctctgcca ggctgtgtcc aaaggggtca tcccccaggg cgtagctccc 720 

agcccctgca taccctgctg cctggtcctc acggatgacc gcctctttac gtgccatgag 780 

gattgccaga ccagcttctt ccgctctttg ggcacagcca agctgggcga catcagcgcc 84 0 

gtctccaccg agccgggcaa ggagtactgc gtcttggagt tctcccagga cagccagcag 900 

ctcctcccgc cctgggtcat ctacctgagc tgcacttctg aactggaccg attgctgkct 960 

gcactgaact ctgggtggaa aaccatctat caggtggacc tcccccacac ggcgatccag 102 0 

gaagccttca acaagaagaa attcgaggat gccttgagcc tcatccacag cgcctggcag 1080 

cggagcgaca gtctctgccg cggncgagcc tccgagaccc ctggtgctga ngcagaactg 114 0 

gttggcgtcc ctggtggcag gaaaggaagc acgcagccgg cangcacact gcacggctgt 1200 

gcatgctgtc ggagctaagt cacctgcctg ggcggaaaac accgagtgng gttaagaagg 1260 

tcctcatcag ggatcagaca gtgccggacc tggatct 1297 



<210> 75 

<211> 2550 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 

<222> (1190) 

<223> n equals a,t,g, or c 



<400> 75 

cgaccagctc aacgggcagc tggaccccag cacctggtgc tcccgtgctg agcccccaga 60 

ccagtccttt cggaccggct ctcccgggga tgccccggag aggccgccgc tttgcgactt 120 

tagtgagggg ctttcagccc aatggacttc taccgcttta ccgtcgagag tccaagcact 180 

gttacatcag gtggcggcca ccatgaccct gcagggcttg gccaaccgct gcatgttcct 24 0 

agtagccctg aggmtgctgg ccaagaagaa gagggaggag gaggagaggg acagacgcct 300 

cggcccctag aggataccac gagggaggct caggagctgg aggcccagct gtccctggtc 360 

agggaggggc ctgtgtctga gccagagcct gggacccagg aggttctctg ccagctcaag 420 

cgagaccagc ccagcccgtg tctgagtarc gctgargatt ctggggtgga tgagggacag 480 

gggagccctt cggagatggt ccattcctcg gagttcagag tagacaacaa tcacctgctc 540 

ctgctcatga tccacgtgtt ccgagaaaac gargagcagc tgttcaaaat gatccggatg 600 

agcaccgggc acatggaggg caacctgcag ctgctgtacg tgctgctcac agactgctat 660 

gtctacctgc tccggaaagg ggccacagag aagccatacc tggtggaaga ggccgtttct 720 

tacaatgaac ttgactatgt gtcggttggc cttgaccagc agacggtgaa gctggtgtgc 7 80 
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accaaccgca ggaagcagtt tctgctggac acggctgatg tggcgctggc tgagttcttt 84 0 

ttggcttctt tgaagtcagc catgatcaaa ggctgtcgag aacctcccta ccccagcatc 900 

ctgacrgatg ccaccatgga gaagctggca ctggccaaat ttgtggccca agaatcgaag 960 

tgtgaggcat ctgctgtcac cgtgcgcttc tacggccttg tgcactggga ggaccccaca 1020 

gacgagtccc tgggccccac gccctgccac tgctcacccc ccgagggcac catcaccaaa 1080 

gaaggcatgc tgcactacaa ggcgggcacc tcctacctgg gcaaggaaca ctggaagacg 114 0 

tgcttcgtgg tgctcagcaa cgggatcctc taccagtacc cggaccgcan cgacgtcatc 1200 

cctctgctct csgtgawcat ggggtcatcc cccagggcgt agctcccagc ccctgcatac 1260 

cctgctgcct ggtcctcacg gatgaccgcc tctttacgtg ccatgaggat tgccagacca 1320 

gcttcttccg ctctttgggc acagccaagc tgggcgacat cagcgccgtc tccaccgagc 1380 

cgggcaagga gtactgcgtc ttggagttct cccaggacag ccagcagctc ctcccgccct 1440 

gggtcatcta cctgagctgc acttctgaac tggaccgatt gctgtctgca ctgaactctg 1500 

ggtggaaaac catctatcag gtggacctcc cccacacggc gatccaggaa gcctccaaca 1560 

agaagaaatt cgaggatgcc ttgagcctca tccacagcgc ctggcagcgg agcgacagtc 1620 

tctgccgcgg ccgagcctcc cgagacccct ggtgctgagg cagagctggt tggcgtccct 1680 

ggtgggcagg aaaggaaggc acgccagccg gcaggcacac tgtcacggct gttgtcatgc 1740 

tgtcgggagc ctacagtcca cccctgccct gggcggcaga accaccgagt gtggcttaag 1800 

acagggtccc tccactccag ggatccagat caggtgcccg gcacccctgg gcatcctgcc 1860 

cgacaggtag cgaatggagg tcgctggggg cagagggtcc gagccctgtg ggctctgcgg 1920 

atgcacgccc tcctcccggg cctccgcctc agtctgcaga atttctgccg agtggcaccg 1980 

agaacaccat ccatctaagg acgaacaaaa gaaccaggag ggcgggaccc ccctcttcct 2040 

ctcctgggtt gggggctggg gccctgagtg cccagccatc cttgttcgtg tttgaacact 2100 

ctcctggcca cgtggggaag cgggaacacg gggtgtctgc gcatgtttcc tcctcctagc 2160 

tccatcactg cgcacacagc tgcctgcctc gccagatgca ggggggcggg cagccctccc 2220 

tggctgccag gaggctctgc atgcccacag tcctgccctg cctgtcccct caacccggca 2280 

gtgcctgtag caccgaggag caaagggggt ggatgggggg cttggagaag gcggagccca 234 0 

ccagcctggc atccatgttg acatcttctg actgtcccct gcttggctgg agccaggccc 2400 

ttccctagag tttcgtcaag agcctcctgg ggaaggggtc aggtggtttg ggttttgttt 2460 

tttaaaataa aatagacatg ttatattgcc aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2520 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2550 



<210> 76 
<211> 308 
<212> DNA 

<213> Homo sapiens 
<400> 76 

ggaggcagga ccttgtccta ttcattaatc ttgcccctca acagttattt tcagaggggc 60 
aagaagtgtt tcagggttct tggcccttgt ttgaccagtc gtcctaaccc tcrtgtcttg 120 
ggtcattgtt gttrtaatct ggggttacct tttggaaggt catggggtac ccttttgcaa 180 
aagttatggg ccctmtcctt ggaaactgca cacacaccat gcagcttaca attcagggag 240 
ttcacaggtc tacagaatcc tgggaaactc tccatgtccg gttctaatcc attgtagctt 300 
cagtggga 308 



<210> 77 

<211> 1568 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 

<222> (1550) 

<223> n equals a,t,g, or c 



<220> 

<221> SITE 
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<222> (1564) 

<223> n equals a,t,g, or c 



<400> 77 

ctcatcagcc ctatgaggta gggaggtagg tattattatc acccttgtta gtttttttgt 60 

tttgttttgt tttccagatg agagaatcat tgctcacaga agtgaagtaa cttttccaag 120 

gtcatacaat cagtaagtgg caggcaagga ctgaaatcca agttgttacc ctccaaagtc 180 

cctgctctga gaactggagg aattctttat caaatctaaa atcctctttt agscctgtct 240 

gctttaatat tccggtcttt attgatcctt ctcttctcta aamcttcagc tgtcagtata 300 

aaaatcaagg aatttagcmc ttgttattgt gtgamcagct tcttgtctct cctgtactgt 360 

aagtgggtct agggattttt attctttaaa tatccccctg tactcagtag atctttggga 420 

gamcaagctc ataggcttct aataattctt tctttgactg ccagctgaat tagacagaag 480 

gtaagtcctg ctgccgtgtc gtgcctaacc ccatctttat ttcctgtgct gttagagaac 540 

agtcttttct tggctggaac aaatactaca gcctgctcaa ctagctaata tgtattgagt 600 

tcttartatg ttccaaggac tgctctaagt attttatata tattaactca ctgaatctta 660 

aataccctat gagctaagtc ctatttttat ccccatttta caaaagagga aactgaatgt 720 

accagtgcat cagtatttga ctgagtaaat gaatgactgc tttgctgatg gatagtatta 780 

ttagcaacaa ccctacaaat atgatgttat gtttgcatca tgcagtacag ctttatgtac 840 

cttatgtcat tgtcactcat gattagcaaa taggcacgaa catccctatt ttatagaaga 900 

ggaamccatg gctctaagag ggtgagtgat tctcaacagt cacatgccat ctgtatcctt 960 

cagtaaacaa ggtatttggt ccattccagg atcgggggca agagagatgg gagggcctcg 1020 

gtgagaaaca ctcatattca caaaaggtac tagatagata gacagataaa taaataaata 1080 

gagataaaag ctagtaatag cagagatttg atgggaattc agatctttga ttcctagtcc 1140 

agtgctcttt cttttatgta aggtgatggg aagcaagtct taggtccaga tctggcagct 1200 

gctttgattt aggatcttaa gccagaagca gcagcgccct aaacaaaaag catcatttta 1260 

acttctctgc atttctcaca ttctcaacaa tgaccatgcc ctactttcat aattaaaaac 1320 

aaacaaataa acagaggggg caaaatgcat ccttctgagt gggctggggc ttgtagaggg 13 80 

attcttgggt ttgctctggg atgtctttgg gcccctgcac ttgtgggcac tctgatttat 1440 

ccccacaggc cacctggccc accttatggg ctgaggaggg cttgatgggc ggaggsaagc 1500 

agagctgagg agctggggag gagctggaaa ggactgctag aaggttccan tgaagctaca 1560 

atgngtag 1568 



<210> 78 

<211> 865 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (846) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (853) 

<223> n equals a,t,g, or c 



<400> 78 

catgcacgcc taagcttggg cccctcgagg gatcctctag agcggccgcc cttttttttt 60 

tttttttttt tttttttgag atagagtttt gctcttgttg cccaggctgg agtgcaatag 120 

tgcgatcttt ggtcactgca acctctgcct cccgggttca agtgattctc ccgtcccagc 180 

ctccccagta gctgggatta caggcgtgca ccaccacgcc cagctaattt tgtattgttt 240 

agtagagatg gggtttctct gttttggtca ggctggtcac gaactccgca cctcaggtga 3 00 

ttcgcccgcc ttcgtggcgt gagcmacgct cccggccgat gattctttct tttaatgagt 360 

ctccataaag tcaattttgg gaatgataaa ggaggtgata atacaatagc aaaatccgtg 420 

agggtggtaa gaaactggag tctgggaaat gcctccagac accaaagtag agaaaaggag 4 80 

agaaaggaaa ggaaaccagc caggggctct ctacccagag gctacttaca tttaatgtat 540 
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agttctctcc 
tggcacagac 
gccagcacag 
gcttgaggtc 
aaaaacttca 
atgctngagc 



cagtggccca 
ttcccattta 
tggctcacgc 
aggagtttga 
aaattagtgg 
ccngcaggct 



cccaggctct tactaaggag aaaatacaat gctcagttga 
acaaataaaa accttaaaaa aaaagaaaaa gaaaaaagag 
ctgtaatccc agcatttcca gaggccaaga caggaggact 
gaccagcccg ggcaacacag ggagacttca tgtctaccma 
arctgkggtc ccagctamtc aggaggctga rgcsaragga 
gcggt 



600 
660 
720 
780 
840 
865 



<210> 79 

<211> 1182 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (1134) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1160) 

<223> n equals a,t,g, or c 
<400> 79 

tacatgtcca gtgatgatga tgttgatatg agtctttttc tttcccattt tcggtttgat 60 

ttaggggtag ttttcatgac acctgtattc tggtggcaaa ccctttgcca aaaagctgct 120 

taggtctttt gtccattttg aatagatttt tgtgtatagt gtaagataag ggtcaaattt 180 

cattctttta catgtagaca tccagttttc ccaagtgttt gttgaagaga ctatccttgc 240 

ctcattgtgt gttcctggta cccttgttga aaattagttg aacatatttg catgggttta 300 

tttctgagct ctctattttg ytccattggt tatatgtctg tctttctgcc agtaccgtac 360 

tgttttaatt actgtagctt tgtaatatac tttgaaatca ggaaatatga agcctccacc 420 

tttgttcttc tttctcaaga ttgttttarc tatttggggt cctttgtggt tccatatgaa 4 80 

ttttaggttt gktttttcta tttccatgaa aaatgccatt gggattttga tagggattgc 540 

attgaatctg tagattgctt tatgtattat ggctattgta atgatgttga agtcttccaa 600 

ttcatgaaca tgggatgtct ttttatttat ttgtgtctct taaaatttat ttyatcagtg 660 

ttttatagtt tttcatttgc raatctttca tttccttggt caatgytatt cctaagtatt 720 

ttattctttt tgatcttata gtaaatgaga ttgttttctt aatttgcttt tcaaatagtt 780 

tgatgttatt gtatacagac acagctgatt ttgtatgttg atttttatat cctacaacaa 840 

atttttctga atttgtttag tatgtctaat aaatttttga tgcactcttt agggttttct 900 

acatataagg tcatgtcatc tgtgaacaga aataatttta cttttccctt tctaatttgg 960 

atgcccttta tttcttttta ttgccgaatt gctctgactg tgacttccag tactatattg 1020 

aatagaggtg gtaagaatag gcattttggc tttggttctg acttaaggaa agacttcagt 1080 

ttttcactat taagctaatg gtaactgkga gkttttcata tatggccttc attnttttga 1140 

gatagtctca ccctgtttgn aggtttgctg agatttttat ta 1182 



<210> 80 

<211> 1074 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (1) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
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<222> (2) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (11) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (33) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (694) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (972) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1053) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1055) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1058) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1060) 

<223> n equals a,t,g, or c 



<400> 80 

nnggactaac ngaaaagctc ctatgacttc gcntgcacgc gcaagcttgg gcccctcgag 60 

ggatcctcta gagcggccgc cctttttttt tttttttgta actctcttcc tatctttgtc 120 

atttcttttc aggccgcttc acaactcctt cttcatattg gtgttccctc tggactctgt 180 

attcagctct tacctttcca tggggaatct actctcactg ctatacacaa ctgataaaag 240 

cttgggctct ccagccagaa tgctaggttc agaatccagt tcaacgacct aacagctgtg 300 

taaaatcgtt catgcaactt ttcctctctt tgcttcaatt tcctattctg tgaaataaaa 360 

gagctgtatt gaggattaga taattgatat gatacaaata atgttcaata caatgtctag 420 

catgttaaaa tgcttagtaa atgggagtct ttatttctga agcagaatag tataaatagt 4 80 

tgagaacatg aacacagagt tcagaatgca ttgactcaaa tcaatgttct gccacttaaa 54 0 

agccgtggaa cctcaggcga gtgacatggc ctctctgtgc ctcagctttc tcatctataa 600 

aataagataa caactaatag ctactttgtg gtgktacagt gataattaga tgaatttaca 660 

agagtaaagt gcttggggca gcattaggta aggnttttct aagtattatc gatgcttcca 720 

atgkctyctc agagctgcat attttttcca tttgcaacaa ctgktacttt gatattttaa 780 

ccagaatgtt tgaagaaata aaacmcattw tgkctaagac ttatctattt atcttcttya 840 
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aaaawttcta ctttycctta 
aatttcagta actctttact 
atttgacaaa antcaacact 
ggtggagact atcttcaaaa 



attagtaagc atcaccattt atctaatctt ctaagcaaga 
cttcactttc ttcaagatct cttaatagat gcagaaaggc 
ttttcataaa taaaaaatct tcaacaaact tccaaaacag 
ttaatggaaa ggncnttntn tggaaaaaac ctca 



900 
960 
1020 
1074 



<210> 81 

<211> 546 

<212> DNA 

<213> Homo sapiens 

<400> 81 

tcagctccag ggttgcgagg cacccaccag catcattccc catgcgaggt ggcaaatgca 60 

acatgctctc cagtttgggg tgtctacttc tctgtggaag tattacacta gccctgggaa 120 

atgcacagaa attgccaaaa ggtaaaaggc caaacctcaa agtccacatc aataccacaa 180 

gtgactccat cctcttgaag ttcttgcgtc caagtccaaa tgtaaagctt gaaggtcttc 240 

tcctgggata tggcagcaat gtatcaccaa accagtactt ccctcttccc gctgaaggga 300 

aattcacaga agctatagtt gatgcagagc cgaaatatct gatagttgtg cgacctgctc 360 

cacctccaag tcaaaagaag tcatgttcag gtaaaactcg ttctcgcaaa cctctgcagc 420 

tggtggttgg cactctgaca ccgagctcag tcttcctgtc ctggggtttc ctcatcaacc 4 80 

cacaccatga ctggacattg ccaagtcact gtcccaatga cagattttat acaattcgct 540 

atcgag 546 



<210> 82 
<211> 557 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (73) 

•<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (320) 

<223> n equals a,t,g, or c 
<400> 82 

gcggccgccg actagtgagc tcgtcgaccc gggaattcgc ggccgcgtcg actgggtggc 60 
aagggtgggc ggngagtccc tggcttttta gtggggtggg tagagwccac tgatacattt 12 0 

ctatcagcac ctgatggcct gggtgcttgc ttgacccctg ttcccactcc attcccactg 180 
ggcatcccac tgggtttggg cctagtaggt cttgtagttg tcctattcag aacaggtctg 240 
atgtgtggct tgtcagatgt tctgggcctc acagtagtat aaaatctgtg tggcgcctga 300 
gttgtctttg ctagttcagn tgttcgtgga atcttagttg tgaaaggttc ttgggtggat 360 
tggtctgttt cttccagagt ggtctgtagt tcctcttgac taggacttgg ggaaatcatg 420 
ggtataaaag ggatgcctcg tgtctctaga ggagcaggtt cgctctgaga gacctcaggg 4 80 

tatggtttat gaggaaggag cacatctttt ggagcaggtg tggtgtatga cacttctgga 54 0 

cttggtgacg tttttgg 557 



<210> 83 

<211> 932 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> SITE 

<222> (675) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (920) 

<223> n equals a,t,g, or c 



<400> 83 
gcttatctga 
tctttctgta 
cactagaatc 
caggcattta 
tgaatcacct 
tatagcacac 
tgctccttct 
cagtgtccag 
ccacactatc 
aaagagaatg 
atgtagtaaa 
tttttttaaa 
gtgtacactt 
gttccagaat 
cattcctccc 
ctaggtactt 



aattgtaacc 
atttacttat 
acactccacg 
gaatagtgcc 
ctttatagtg 
tgtgtagctc 
ttcctttaat 
tgatgttaca 
aaagaagttt 
tgaaattgct 
tggaatcttc 
attgnggtaa 
cattggcatt 
atttttacct 
caacccttag 
ttatataagn 



tgcctcctct 
ttattctgtt 
aggtcaggga 
tggcacataa 
cctgtgccct 
tagtgatgcg 
atataaggtc 
tagtaggatt 
aattactatg 
ttgtcttata 
tagtgaatgy 
gtacatataa 
aagtacattc 
tgcaaacctg 
caatcaaagt 
gaaatcatac 



ctttggaact 
tattgtgatt 
ttagtgttta 
taaaggctta 
aaactagatg 
tacatgtatg 
tatttaggaa 
tatcaaattt 
tcttattttt 
gttcagaaac 
catgaaattt 
catamaattt 
tcaccgttgc 
aaattctgta 
tttactttct 
ag 



ctcagtccct 
atctattttg 
tttcgtttat 
ttaaatagat 
atatcttgtc 
ctggttgtat 
ttgtcatcta 
tagaaagaga 
tggtggaatc 
cagttttcaa 
ccaaattgkt 
gccaccttaa 
ataagygtsa 
cccattaaac 
gtacctatga 



ctgatgttgt 
ccccactcta 
tgacagatgc 
gttgaataaa 
tttgtaactt 
cttccaactt 
gcatttggat 
aaggaattta 
atatttaatg 
aacttccttc 
tttttttaat 
ctctttttaa 
ccaccgacca 
agtaactcct 
atttgatatt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
932 



<210> 84 

<211> 661 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 

<222> (2) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (615) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (640) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 

<222> (655) 

<223> n equals a,t,g, or c 



<400> 84 

gnggccgccc tttttttttt ttttttttta agacagagtc tcgctctgtt gccaggctgg 60 

agagcagtgg tgtgatctca gctcactgca acctctacct cccaggttca agcgattctc 120 

agcctcctga gtagctggga ctacaggcgc gcaccaccat gcccagctaa tttttgtatt 180 

tttagtagag acagggtttc accacgttgg ccaggatggt cttgatctct tgacctcgtg 240 
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atccgcccgc ctcggcctac caaagtgctg agattacagg cgtgagccac cgtgcccggc 300 

ctagcaggtg cttttaaaat atctataggt aaatgaatga aaacaactgc tataaaattt 360 

gggtctgtat acctttgtcc cagaaatact gtttttattt atttattcat ttttttgrga 420 

wggagtctcg ctctatcgac caggctagag tgcagtggtg cgatctcagc ttgctgcaac 480 

ctctgcctcc tgggttcaag cacttctcct gcctcagcgt cctgagtagc tgggactaca 540 

ggtgagaaat gccattttta gaagcctggc ttatatatgt ggataagtga tgaggatatt 600 

tttacaagca aatgnattat agcacttttt ttttttgggn ggggttttta agtanaaaac 660 

q 661 



<210> 85 

<211> 2224 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (2186) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2202) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (2218) 

<223> n equals a,t,g, or c 



<400> 85 

acccacgcgt ccggcagaag aggagaagag gttgtgtggg acaagctgct cccgacagaa 60 

ggatgtcgct gctgagcctg ccctggctgg gcctcagacc ggtggcaatg tccccatggc 120 

tactcctgct gctggttgtg ggctcctggc tactcgcccg catcctggct tggacctatg 180 

ccttctataa caactgccgc cggctccagt gtttcccaca gcccccaaaa cggaactggt 24 0 

tttggggtca cctgggcctg atcactccta cagaggaggg cttgaaggac tcgacccaga 300 

tgtcggccac ctattcccag ggctttacgg tatggctggg tcccatcatc cccttcatcg 360 

ttttatgcca ccctgacacc atccggtcta tcaccaatgc ctcagctgcc attgcaccca 420 

aggataatct cttcatcagg ttcctgaagc cctggctggg araaagggat actgctgagt 480 

ggcggtgaca agtggagccg camcgtcgga tgctgacgcc cgccttccat ttcaacatyc 54 0 

tgaagtccta tataacgatc ttcaacaaga gtgcaaacat catgcttgac aagtggcagc 600 

acctggcctc agagggcagc agtcgtctgg acatgtttga gcacatcagc ctcatgacct 660 

tggacagtct acagaaatgc atcttcagct ttgacagcca ttgtcaggag aggcccagtg 720 

aatatattgc caccatcttg gagctcagtg cccttgtaga gaaaagaagc cagcatatcc 780 

tccagcacat ggactttctg tattacctct cccatgacgg gcggcgcttc cacagggcct 84 0 

gccgcctggt gcatgacttc acagacgctg tcatccggga gcggcgtcgc accctcccca 900 

ctcagggtat tgatgatttt ttcaaagaca aagccaagtc caagactttg gatttcattg 960 

atgtgcttct gctgagcaag gatgaagatg ggaaggcatt gtcagatgag gatataagag 102 0 

cagaggctga caccttcatg tttggaggcc atgacaccac ggccagtggc ctctcctggg 1080 

tcctgtacaa ccttgcgagg cacccagaat accaggagcg ctgccgacag gaggtgcaag 1140 

agcttctgaa ggaccgcgat cctaaagaga ttgaatggtg agtgcaagtt cttctggcct 12 00 

gttcctgagc ccatcattgg ttctgctccc caagtgagga ggggtggagg agttgttttg 1260 

tggattcttc cactattgct tagtgggtat aaaagcagag gaccacaggc agggcttgat 1320 

accaagcctg gctgtcaggg gaaaagttgc aggcctttag gaccgaaaga cccgggctgc 1380 

taagagaatt ggtgacaatg tgtraggaca gataatgcta ctttgcacat gttcagcaaa 144 0 

tgaacttccc ctccactctg tttctgttct cccagaaata tcagtttttt cgaaaatcct 1500 

cacttcttga atgtttgctc aggtgggrag ggagaagttg tttttgtcaa ttcttccatt 1560 

attgcttagt agtactagga gcagagcaca gaggcagaac ttggtatcca acctggctag 1620 
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caggggaaag ttttcagact tttgggacag agagtcctag cccgctgaga gaactaagga 1680 

caatatatga aggcagacga tgacatctag acatgttcag tcaatgaatt ttcccttcac 1740 

tcctttcttg tttactctga attatcatat ttttttcaaa catctttact tcctgaatgt 1800 

ttactcttct gttccctaat tcctaccctc cggtccagtc cagggagtcc taagggagac 1860 

ctgggggtaa aagtcatcta tcttttgtct agaacacctg catcgttcat ccattcagtc 1920 

ttcattcagc aaactcttcc acatgccttt ccattgccag ttctgttccc acacctttct 1980 

gtkctctgga gacctggaaa gaaccctgcc tatggatgtg ' ttttccaggt actcccagcc 2040 

tagtaggaac agtcccccac aagacattcc cagtccacat aggcaaggat ggagttgaga 2100 

gcaagagaag catggctggg agwacagaaa gtgtgataga aaatgttttc aagccaaatc 2160 

ttggttggct gttcgcttgt tgatanccaa gttaccgaag anggcttgaa atttgggnta 2220 

aatc 2224 



<210> 86 

<211> 1669 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 

<222> (1162) 

<223> n equals a,t,g, or c 



<400> 86 

ctcgagtttt tttttttttt tttttttttt tttgacagca ccgttttatt catgacaatc 60 

tgcaaaaaaa caggtggatg ggtcagaaag tcactgcaag cytacattca ggggctccac 120 

ccgcagccaa agcccgccct cggcgcgcat gatcaattcc agcttcctgc ggggctcagt 180 

gtggtctggc aggaaccgga agtgcagcag catcaacgcc aggaccactt tcatctccgc 240 

catggcgaac gcctgcccga tgcagttcct gggccctgcg gagaaaggaa taaaagccag 300 

aggtgacctc cccttgctgt tctctgggtc aaagcggaag gggtcgtaga cctgcaggtg 360 

agacaaagaa ggtttgmcag tgggatttcc tatgtccagc agccttggag agacacttgt 420 

gtgtgtkktg gggtgaggtg atgttggatt ttcctcatca aawccctgcc ccctccacta 4 80 

ggaaccttgg aattcacaca cacacacaca aaagtagagg atgggggtgg tggtggtgaa 540 

tggggaaggc agcacctcag gatccggcca cacagttggg ttgtgatgga cccctataat 600 

atcgatgagg caggtaatgc ctttggggat gactcggcca tctgggagaa caatgtcctg 660 

ggtgcagcat cgggagatga agggagctgg gggatgtaac ctcaggctct ccttcacgca 720 

catggtcagg aagggcagct gggccaggtc gtcccattca atctctttag gatcgcggtc 780 

cttcagaagc tcttgcacct cctgtcggca gcgctcctgg tattctgggt gcctcgcaag 840 

gttgtacagg acccaggaga ggccactggc cgtggtgtca tggcctccaa acatgaaggt 900 

gtcagcctct gctcttatat cctcatctga caatgccttc ccatcttcat ccttgctcag 960 

caaaagcaca tcaatgaaat ccaaagtctt ggacttggct ttgtctttga aaraatcrtc 1020 

aataccctra gtrgggaggg tgcgacgccg stcccggwtg acagcgtytg tgaagtcatg 1080 

caccaggcgg caggccctgt ggaagcgccg cccgtcatgg gagaggtaat acagaaagtc 1140 

catgtgctgg aggatatgct gncttctttt ctctacaagg gcactgagct ccaagatggt 1200 

ggcaatatat tcactgggcc tctcctgaca atggctgtca aagctgaaga tgcatttctg 1260 

tagactgtcc aaggtcatga ggctgatgtg ctcaaacatg tccagacgac tgctgccctc 1320 

tgaggccagg tgctgccact tgtcaagcat gatgtttgca ctcttgttga agatcgttat 1380 

ataggacttc aggatgttga aatggaaggc gggcgtcagc atccgacggt ggcggctcca 1440 

cttgtcaccg ccactcagca gtatcccttc tcctagtagg gcagccaagg acaatgggca 1500 

agagcagcac ttcccctacc ctccccgcaa ggttgtcccc aacccctttc acctgcaggt 1560 

actcacccag ccagggcttc aggaacctga tgaaragatt atccttgggt gcaatggcag 1620 

ctgaggcatt ggtgataggg ggatggggtc aaaggcgtct ctatcggcc 1669 



<210> 87 

<211> 1158 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> SITE 
<222> (668) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1020) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1043) 

<223> n equals a,t,g, or c 
<220> 

<221> SITE 
<222> (1096) 

<223> n equals a,t,g, or c 



<400> 87 

tacgcctgca ggtaycggyc cggaattcgc ggccgcgtcg acgtacycac aattttcagg 60 

tgggtgtgta agagctaatg gggccacaga tgctatgcat accactgcct agttgttgct 120 

agagagcctt ttcaacctca gagaacatag cattccatgc taaccatcat ttaaaattcc 180 

tgcaataaat gaaaaaaata aacacagagc tgagagtata attcaactag cctcgctccc 240 

aaatgaagct gattccagat agaaagcaga ttttcatatt tactgtatgt gacagctgca 300 

ggaattaaat gaatcatctg tctatctcta ttgccttgtt cctcctgtgc tgtgtgcatc 360 

tatccctggg gttgtctgtc ttcccattcc aggaagacag atcagtgtag tttcaattat 420 

taattccatg tttggatcac agtaacacca gttccagttc agtgacctgc agttyctatt 4 80 

gatttaagtg atgaattatc tacactgcaa tgtattatta actttatttt gtctcttayt 540 

ccttctgcat tcatgcatca aaataataaa gcaccattca caggctaaaa ggacccgttt 600 

cccttctcac atttcccata agggcgaagc caacacacac cagggaggta attacacaga 660 

gctggggngg gggctggaca tttattttac ctctgaatta tttatctcag ctgtgaattt 720 

gggggagggg ttgggggagg tcctcagtgg ggaacaaagg ggcccaggag ggaagttaat 780 

gaagacaagt gacgattaga acctgggaga ttcataagaa atgaaataac ctcaacccaa 840 

aagtttaact tctgggagtc aatctgccca ttctgataat gatgggggga tgggtgtagg 900 

agtggtaacg acagtggcac agtgtgaagg gaaggaggca agagaagaga gcaccatcag 960 

tttctcctgc catctctttt ggattgctct gcctgcccca tcgcaagacc tactcagcan 1020 

ggtcagactc cagtgagaca tgnatttgcg gatgtttgcc agaaatgtgc tggccttatg 1080 

gctaacctac cattgncttc atcttctttg ggtaaaagca catcctccta ttaccttttg 1140 

aggaacttcc tttccctg 1158 



<210> 88 

<211> 963 

<212> DNA 

<213> Homo sapiens 



<400> 88 

gtggccgccg actagtgagc tcgtcgaccc gggaattcgc ggccgcgtcg actgcttggt 60 

gaacaggatg acaatgtctg gttctgaaat cccaggagct gagggaagcc cctttttgcc 120 

cagttcctgt tctccgaggg ttttttgtga agtgagccta ggagctaaga agagagagag 180 

aaatgaggtc tgctgatccc cagcaaaact acatgcacct ccctttcatc tgttttggtt 240 

gaaaacctac gaaggttaaa atagagaaaa ccttcagggc aggcaagcta tatgtggtta 300 

gctttgtgtg ggaacctgag tcctggagac tgccctgact tttgcagcag gcacatttgt 360 

atgtttggat tttccagaag ggataaatca cacaaacaga gcaccttggg aatccttcag 420 

ggagtcctgt ttggccccag cccccttctg ttaaacmcac accccattct ccaggctgtg 480 
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gagagtggtt caaacactgc ccttgtctga agagctttct ctggaaaact cattcttgga 540 

gagaactttc tttgtgtaat agttcagcct tttagactaa acagacgaga aaatagtgaa 600 

gtacagaaaa aaaggagttc ctcctggtaa acaggggaag agttcctttg ggtttggtat 660 

cctctgcctc tctgattgtt gcatgccatg ttcacagtgg taccccagcc aagacagata 720 

ctgagaaaca gatcctcttt tccactatgt cttgktttct cattgcttgg atggtgttgc 780 

aagcctgtct ggcctccaag tgcacatctt gtcctcttcg ggccccaaca caggcctgtg 840 

atatttagcc tgcagagcag cattcgttta aaatcaaagc tttgaaggtt gatctggttt 900 

gagagcaacc ccgaagcatg agattctttg acatgtgggc cccttggggc tgtgcggaaa 960 

gag 963 



<210> 89 

<211> 579 

<212> DNA 

<213> Homo sapiens 



<400> 89 

gcactgctca cctgcgccct tcccagctct catttwtgtt aggtgatttg ggatagggat 60 

agtgttttgg ggtatggggg gagtgtttct gacctgcttt gcagacgtgc ctccgcacct 120 

cagcagtttg gggtgtggcc ccagggcggt tcttggatgt aaaagatgtg gccatctagc 180 

ctcgtaactt cactgtcacc tgtgtcccat agggtgcctt ctgaatactg ttattagaat 240 

aagtttgttg cagaacgtga ccctgcgtgc aaacatgtac cgtggcctgg tatatgatag 300 

agattgatat taatgtacca tgtatgttaa tgtgaatctg tgggcaggat acttttccat 360 

ggcaggaaat atccaagctg ttgaaactgg ctatgtttta atatgcctca ttgtgccttt 420 

actgttgtgt ggactgcgtg agggacaaga agttccattt gatgtcaata aagcaaagta 4 80 

cttgcctact tttttgaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 540 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaataaa 579 



<210> 90 

<211> 1316 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> SITE 
<222> (157) 

<2 23> n -equals a,t,g, or c 



<400> 90 

cctgcttctc atataagatg ggcctgcacc tacctctggc atgtttttct ttgtgtattt 60 

cctgtttttc atcctgtaac taatgctcat tatttaaaac actccagtta cttttccctt 120 

taggcctggc aaacttttct ttttcttttt ttttttnata actgtacatt ttacaaaaca 180 

cctgaaagga cccagaggca taaatagtat tacatgattt atggtagctc tggggtgagc 240 

tgtgggggag gccagttaca aggtctccaa gacccgcctc catgtcagtg ttggggggtg 300 

ccttgagcac ttcttttatt tcatatagga aaatgcacat ctttcatttg tctcccaaaa 360 

gatgatttcc ataaaaatat acttcaaagt atttactgta catagacttc aatgatttta 420 

tttccagcat caaactaaac atttctaacc ttttaaataa atggggaatt tagtttcatg 480 

agaattttta ctgacaacta ataaacactg tatgtgtaca tattcatata cactgtggac 540 

tggagaaagt cagtatggaa ataaatttca ctgagatcca gaaagtagca atataggact 600 

tttaggggta tgtattagtg taaataatat atgtgcagtc taggctaatc attttaatta 660 

aaaacaaata agcatacttt tttgctttaa aaatatgccc tcaaaatggt gggggataaa 720 

atgtaagata ttctttagct ttaattattt ttccatctta ttcaagtcag agcacttttt 780 

tttaaatagc aatacaacag gcaagagaat actcaaaaat atttaaaact gtattgatac 840 

caagagtatg ttttaaatat tttctaataa atacttgagc ggtttttgtc tggcaggctt 900 

ccaaatttgc caaaattaag cgttcagtat tttcaacaca tacgcttttt actggtttat 960 

actgaactat ctgatgagaa ttcctgtgtt cccaaagcaa ctgatgttta caggtcttgt 1020 

gtttctcctc ctcctttcta aggatgaggg aatccacaac agactttctc tagaaaaoac 1080 
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taatgatgga caactttttg gtgtcatcaa tgagttggct actaccttga tgtaaaaatt 1140 

tgtaaggaaa attttcacca tttcgagtgt caagtgtatt tttaactgtc tggtttgtac 1200 

ttttatgact tttgtactac caaagcggag ttaaaaataa aaatgttaaa cgcaaaaaaa 1260 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 1316 



<210> 91 

<211> 531 

<212> PRT 

<213> Homo sapiens 

<400> 91 

Met Leu Cys Ala Leu Leu Leu Leu Pro Ser Leu Leu Gly Ala Thr Arg 
15 10 15 

Ala Ser Pro Thr Ser Gly Pro Gin Glu Cys Ala Lys Gly Ser Thr Val 
20 25 30 

Trp Cys Gin Asp Leu Gin Thr Ala Ala Arg Cys Gly Ala Val Gly Tyr 
35 40 45 

Cys Gin Gly Ala Val Trp Asn Lys Pro Thr Ala Lys Ser Leu Pro Cys 
50 55 60 

Asp Val Cys Gin Asp lie Ala Ala Ala Ala Gly Asn Gly Leu Asn Pro 
65 70 75 80 

Asp Ala Thr Glu Ser Asp lie Leu Ala Leu Val Met Lys Thr Cys Glu 
85 90 95 

Trp Leu Pro Ser Gin Glu Ser Ser Ala Gly Cys Lys Trp Met Val Asp 
100 105 110 

Ala His Ser Ser Ala lie Leu Ser Met Leu Arg Gly Ala Pro Asp Ser 
115 120 125 

Ala Pro Ala Gin Val Cys Thr Ala Leu Ser Leu Cys Glu Pro Leu Gin 
130 135 140 

Arg His Leu Ala Thr Leu Arg Pro Leu Ser Lys Glu Asp. Thr Phe Glu 
145 150 155 160 

Ala Val Ala Pro Phe Met Ala Asn Gly Pro Leu Thr Phe His Pro Arg 
165 170 175 

Gin Ala Pro Glu Gly Ala Leu Cys Gin Asp Cys Val Arg Gin Val Ser 
180 185 190 

Arg Leu Gin Glu Ala Val Arg Ser Asn Leu Thr Leu Ala Asp Leu Asn 
195 200 205 

He Gin Glu Gin Cys Glu Ser Leu Gly Pro Gly Leu Ala Val Leu Cys 
210 215 220 

Lys Asn Tyr Leu Phe Gin Phe Phe Val Pro Ala Asp Gin Ala Leu Arg 
225 230 235 240 

Leu Leu Pro Pro Gin Glu Leu Cys Arg Lys Gly Gly Phe Cys Glu Glu 
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245 



250 



255 



Leu Gly Ala Pro Ala Arg Leu Thr Gin Val Val Ala Met Asp Gly Val 
260 265 270 

Pro Ser Leu Glu Leu Gly Leu Pro Arg Lys Gin Ser Glu Met Gin Met 
275 280 285 

Lys Ala Gly Val Thr Cys Glu Val Cys Met Asn Val Val Gin Lys Leu 
290 295 300 

Asp His Trp Leu Met Ser Asn Ser Ser Glu Leu Met lie Thr His Ala 
305 310 315 320 

Leu Glu Arg Val Cys Ser Val Met Pro Ala Ser lie Thr Lys Glu Cys 
325 330 335 

lie lie Leu Val Asp Thr Tyr Ser Pro Ser Leu Val Gin Leu Val Ala 
340 345 350 

Lys lie Thr Pro Glu Lys Val Cys Lys Phe lie Arg Leu Cys Gly Asn 
355 360 365 

Arg Arg Arg Ala Arg Ala Val His Asp Ala Tyr Ala lie Val Pro Ser 
370 375 380 

Pro Glu Trp Asp Ala Glu Asn Gin Gly Ser Phe Cys Asn Gly Cys Lys 
385 390 395 400 

Arg Leu Leu Thr Val Ser Ser His Asn Leu Glu Ser Lys Ser Thr Lys 
405 410 415 

Arg Asp lie Leu Val Ala Phe Lys Gly Gly Cys Ser lie Leu Pro Leu 
420 425 430 

Pro Tyr Met lie Gin Cys Lys His Phe Val Thr Gin Tyr Glu Pro Val 
435 440 445 

Leu lie Glu Ser Leu Lys Asp Met Met Asp Pro Val Ala Val Cys Lys 
450 455 460 

Lys Val Gly Ala Cys His Gly Pro Arg Thr Pro Leu Leu Gly Thr Asp 
465 470 475 480 

Gin Cys Ala Leu Gly Pro Ser Phe Trp Cys Arg Ser Gin Glu Ala Ala 
485 490 495 

Ser Cys Ala Thr Leu Cys Asn Thr Ala Arg Ser Met Tyr Gly Lys Arg 
500 505 510 

Cys Thr Ser Thr Leu Gly Asn Thr Arg Asp Arg Gly Cys Gin Arg Pro 
515 520 525 



Arg Ala Cys 
530 



<210> 92 
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<211> 186 
<212> PRT 
<213> Homo sapiens 

<400> 92 

Met Leu Pro Leu Val Ser Gly Cys Pro Gly Phe Ser Leu Gly Cys Phe 
15 10 15 

Phe Phe Leu Thr Ala Leu His He Tyr Ala Asn Tyr Arg Ala Val Arg 
20 25 30 

Ala Leu Val Met Glu Thr Leu Asn Glu Gly Arg Leu Arg Leu Val Leu 
35 40 45 

Lys His Tyr Leu Gin Arg Gly Glu Val Leu Asp Pro Thr Ala Ala Asn 
50 55 60 

Arg Met Glu Pro Leu Trp Thr Gly Phe Trp Pro Ala Pro Ser Leu Ser 
65 70 75 80 

Leu Gly Val Pro Leu His Arg Leu Val Ser Ser Val Phe Glu Leu Gin 
85 90 95 

Gin Leu Val Glu Gly His Gin Glu Ser Tyr Leu Leu Cys Trp Asp Gin 
100 105 HO 

Ser Gin Asn Gin Val Gin Val Val Leu Asn Gin Lys Ala Gly Pro Lys 
115 120 125 

Thr He Leu Arg Ala Ala Thr His Gly Leu Met Leu Gly Ala Leu Gin 
130 135 140 

Gly Asp Gly Pro Leu Pro Ala Glu Leu Glu Glu Leu Arg Asn Arg Val 
145 150 155 160 

Arg Ala Gly Pro Arg Lys Arg Ala Gly Ser Ser Ser Arg Arg His Thr 
165 170 175 

Lys Cys Trp Thr Cys Cys Ser Gin Ser Ser 
180 185 



<210> 93 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 93 

Met Ala Arg Ser Leu Leu He He Leu Gly Ala Asp Phe Thr Phe Pro 
15 10 15 

Thr Ser Phe Asn Cys Phe Gin Lys Met Asn Leu Ala Lys Lys Ser Arg 
20 25 30 

Gly Ser Phe Thr His Leu Leu Thr His Ser Trp Cys Leu Ser Leu Phe 
35 40 45 



Leu Lys Glu 



Ala Asp Gin Gly Leu Arg Glu Asn Asn Phe Asp Phe Ser 
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50 55 60 

His Val Cys Pro Ser Lys Pro Pro Leu Trp Thr Asp Ser Pro Ser Val 
65 70 75 80 

Pro Gly Arg Asn Trp Asp Asn Pro Arg Thr Phe Leu Val Pro Ser Arg 
85 90 95 



<210> 94 

<211> 77 

<212> PRT 

<213> Homo sapiens 

<400> 94 

Met Leu Leu Phe Phe Phe Phe Leu 
1 5 

Leu Val Leu Phe Gly lie Phe Phe 
20 

Ser Gly Asn Met Asn Lys His Thr 
35 40 

Ala Gin Glu Leu Ala Thr Ser Gin 
50 55 

Cys Cys Glu Leu Leu Arg Leu Phe 
65 70 



Leu Phe Phe Phe Phe Phe Phe Trp 
10 15 

Phe Ser Phe Leu Lys Lys Met Phe 
25 30 

Ala Asn Tyr Ser Gly Ala Gly Lys 
45 

Leu His Ser Trp Asp Gly Lys Pro 
60 

Thr Tyr Phe Thr Tyr 
75 



<210> 95 

<211> 40 

<212> PRT 

<213> Homo sapiens 

<400> 95 

Met Arg Arg Gin Thr Phe Met Ser lie Leu Val Phe Gin Cys Ser Pro 
15 10 15 

lie Ser Phe Gly Leu Cys lie Asn Lys Glu Arg Thr Val Val Ser Ser 
20 25 30 

Val lie Thr Asp Asn Leu Cys Leu 
35 40 



<210> 96 
<211> 58 
<212> PRT 

<213> Homo sapiens 



<400> 96 

Met Lys Leu Thr Phe Ser Phe Pro Trp Phe Thr Leu Thr Ala Leu Gin 
15 10 15 
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Leu Trp Ser Ala Thr Glu Cys Gin Ala Val Val Asp Thr Met lie Ala 
20 25 30 

Val Trp Ser Glu Gly Lys Gly Thr Gly Val Ser Trp Glu Pro Trp Leu 
35 40 45 

Leu Gly Lys Leu Gin Ser Ser Ser Phe Leu 
50 55 



<210> 97 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 97 

Met Pro Arg Ala Pro Trp Arg lie Pro Leu Cys Ala Leu Pro Thr Leu 
15 10 15 

Cys Leu Gly Ser Pro Leu Pro Ser Gin Pro Thr His Pro lie Phe Tyr 
20 25 30 

Asp His Arg Ala Pro Thr Trp Lys Met Ala His Pro Gly Gly Pro Arg 
35 40 45 

Ser Ser His Ser Pro Arg Gly Pro Gly Gly His Pro Ala Leu Arg Gin 
50 55 60 

Arg Leu Pro Cys Arg Arg Gly Glu Pro Glu Thr Ala Leu Cys Ser Ser 
65 * ~ 70 75 80 

Ala Pro Gly Ala Gly Phe Ala Glu Pro Pro Cys Lys Ala Ser Pro Gly 
85 90 95 

Trp Gly Pro Pro Ser Arg Gly Pro Gin Gly Asp Arg Ser Gin Gly Glu 
100 105 110 

Trp Leu Pro Ala Leu Gly Thr Pro Cys Gly Gly Pro Asp Asp Ser 
115 120 125 



<210> 98 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Met Ser Leu Cys Arg He Leu Gly Tyr Ser Phe Ser Ser Arg Leu Ser 
1 5 10 15 

Ser Leu He Leu Pro Leu Ala Val Phe His Tyr Cys Leu Ser Cys Pro 
20 25 30 

Leu His Phe Lys Leu Ser Phe Lys Tyr Leu Pro Phe Pro Ser Phe Pro 
35 40 45 

Phe Ser Ser Leu Pro Cys Pro Ala Leu Pro Cys Pro Ala Leu Pro Ser 
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50 55 60 

Pro Pro Leu Pro Cys Pro Pro Leu Pro Ser Pro Pro Leu Pro Leu Pro 
65 70 75 80 

Ser Leu Ser Phe Phe Arg 
85 



<210> 99 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<400> 99 

Met Phe Leu Lys Ala Gin Trp Leu Tyr Ser Leu Leu Leu Asn Cys Leu 
15 10 15 

Leu Pro Glu Gly Thr Ser Ser 
20 



<210> 100 
<211> 822 
<212> PRT 

<213> Homo sapiens 
<400> 100 

Met Ala Ala Ala Val Val Val Ala Glu Gly Asp Ser Asp Ser Arg Pro 
15 10 15 

Gly Gin Glu Leu Leu Val Ala Trp Asn Thr Val Ser Thr Gly Leu Val 
20 25 30 

Pro Pro Ala Ala Leu Gly Leu Val Ser Ser Arg Thr Ser Gly Ala Val 
35 40 45 

Pro Pro Lys Glu Glu Glu Leu Arg Ala Ala Val Glu Val Leu Arg Gly 
50 55 60 

His Gly Leu His Ser Val Leu Glu Glu Trp Phe Val Glu Val Leu Gin 
65 70 75 80 

Asn Asp Leu Gin Ala Asn lie Ser Pro Glu Phe Trp Asn Ala lie Ser 
85 90 95 

Gin Cys Glu Asn Ser Ala Asp Glu Pro Gin Cys Leu Leu Leu Leu Leu 
100 105 110 

Asp Ala Phe Gly Leu Leu Glu Ser Arg Leu Asp Pro Tyr Leu Arg Ser 
115 120 125 

Leu Glu Leu Leu Glu Lys Trp Thr Arg Leu Gly Leu Leu Met Gly Thr 
130 135 140 



Gly Ala Gin Gly Leu Arg Glu Glu Val His Thr Met Leu Arg Gly Val 
145 150 155 " 160 
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Leu Phe Phe Ser Thr Pro Arg Thr Phe Gin Glu Met lie Gin Arg Leu 
165 170 175 

Tyr Gly Cys Phe Leu Arg Val Tyr Met Gin Ser Lys Arg Lys Gly Glu 
180 185 . 190 

Gly Gly Thr Asp Pro Glu Leu Glu Gly Glu Leu Asp Ser Arg Tyr Ala 
195 200 205 

Arg Arg Arg Tyr Tyr Arg Leu Leu Gin Ser Pro Leu Cys Ala Gly Cys 
210 215 220 

Ser Ser Asp Lys Gin Gin Cys Trp Cys Arg Gin Ala Leu Glu Gin Phe 
225 230 235 240 

His Gin Leu Ser Gin Val Leu His Arg Leu Ser Leu Leu Glu Arg Val 
245 250 255 

Ser Ala Glu Ala Val Thr Thr Thr Leu His Gin Val Thr Arg Glu Arg 
260 265 270 

Met Glu Asp Arg Cys Arg Gly Glu Tyr Glu Arg Ser Phe Leu Arg Glu 
275 280 285 

Phe His Lys Trp He Glu Arg Val Val Gly Trp Leu Gly Lys Val Phe 
290 295 300 

Leu Gin Asp Gly Pro Ala Arg Pro Ala Ser Pro Glu Ala Gly Asn Thr 
305 310 315 320 

Leu Arg Arg Trp Arg Cys His Val Gin Arg Phe Phe Tyr Arg He Tyr 
325 330 335 

Ala Ser Leu Arg He Glu Glu Leu Phe Ser He Val Arg Asp Phe Pro 
340 345 350 

Asp Ser Arg Pro Ala He Glu Asp Leu Lys Tyr Cys Leu Glu Arg Thr 
355 360 365 

Asp Gin Arg Gin Gin Leu Leu Val Ser Leu Lys Ala Ala Leu Glu Thr 
370 375 380 

Arg Leu Leu His Pro Gly Val Asn Thr Cys Asp He He Thr Leu Tyr 
385 390 395 400 

He Ser Ala He Lys Ala Leu Arg Val Leu Asp Pro Ser Met Val He 
405 410 415 

Leu Glu Val Ala Cys Glu Pro He Arg Arg Tyr Leu Arg Thr Arg Glu 
420 425 430 

Asp Thr Val Arg Gin He Val Ala Gly Leu Thr Gly Asp Ser Asp Gly 
435 440 445 

Thr Gly Asp Leu Ala Val Glu Leu Ser Lys Thr Asp Pro Ala Ser Leu 
450 455 460 

Glu Thr Gly Gin Asp Ser Glu Asp Asp Ser Gly Glu Pro Glu Asp Trp 
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465 



470 



475 



480 



Val Pro Asp Pro Val Asp Ala Asp Pro Gly Lys Ser Ser Ser Lys Arg 
485 490 495 

Arg Ser Ser Asp lie lie Ser Leu Leu Val Ser lie Tyr Gly Ser Lys 
500 505 510 

Asp Leu Phe lie Asn Glu Tyr Arg Ser Leu Leu Ala Asp Arg Leu Leu 
515 520 525 

His Gin Phe Ser Phe Ser Pro Glu Arg Glu lie Arg Asn Val Glu Leu 
530 535 540 

Leu Lys Leu Arg Phe Gly Glu Ala Pro Met His Phe Cys Glu Val Met 
545 550 555 560 

Leu Lys Asp Met Ala Asp Ser Arg Arg lie Asn Ala Asn lie Arg Glu 
565 570 575 

Glu Asp Glu Lys Arg Pro Ala Glu Glu Gin Pro Pro Phe Gly Val Tyr 
580 585 590 

Ala Val lie Leu Ser Ser Glu Phe Trp Pro Pro Phe Lys Asp Glu Lys 
595 600 605 

Leu Glu Val Pro Glu Asp lie Arg Ala Ala Leu Glu Ala Tyr Cys Lys 
610 615 620 

Lys Tyr Glu Gin Leu Lys Ala Met Arg Thr Leu Ser Trp Lys His Thr 
625 630 635 640 

Leu Gly Leu Val Thr Met Asp Val Glu Leu Ala Asp Arg Thr Leu Ser 
645 650 655 

Val Ala Val Thr Pro Val Gin Ala Val lie Leu Leu Tyr Phe Gin Asp 
660 665 670 

Gin Ala Ser Trp Thr Leu Glu Glu Leu Ser Lys Ala Val Lys Met Pro 
675 680 685 

Val Ala Leu Leu Arg Arg Arg Met Ser Val Trp Leu Gin Gin Gly Val 
690 695 700 

Leu Arg Glu Glu Pro Pro Gly Thr Phe Ser Val lie Glu Glu Glu Arg 
705 710 715 720 

Pro Gin Asp Arg Asp Asn Met Val Leu lie Asp Ser Asp Asp Glu Ser 
725 730 735 

Asp Ser Gly Met Ala Ser Gin Ala Asp Gin Lys Glu Glu Glu Leu Leu 
740 745 750 

Leu Phe Trp Thr Tyr lie Gin Ala Met Leu Thr Asn Leu Glu Ser Leu 
755 760 765 



Ser Leu Asp Arg lie Tyr Asn Met Leu Arg Met Phe Val Val Thr Gly 
770 ' 775 780 
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Pro Ala Leu Ala Glu He Asp Leu Gin Glu Leu Gin Gly Tyr Leu Gin 
785 790 795 800 

Lys Lys Val Arg Asp Gin Gin Leu Val Tyr Ser Ala Gly Val Tyr Arg 
805 810 815 

Leu Pro Lys Asn Cys Ser 
820 



<210> 101 
<211> 302 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (262) 

<223> Xaa equals any of the naturally occurring L-amino acids 



<220> 

<221> SITE 
<222> (279) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (294) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (295) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 101 

Met Leu Leu Leu Trp Lys Asn Phe Met Tyr Arg Arg Arg Gin Pro Val 
1 5 10 15 

Gin Leu Leu Val Glu Leu Leu Trp Pro Leu Phe Leu Phe Phe He Leu 
20 25 30 

Val Ala Val Arg His Ser His Pro Pro Leu Glu His His Glu Cys His 
35 40 45 

Phe Pro Asn Lys Pro Leu Pro Ser Ala Gly Thr Val Pro Trp Leu Gin 
50 55 60 

Gly Leu He Cys Asn Val Asn Asn Thr Cys Phe Pro Gin Leu Thr Pro 
65 70 75 80 

Gly Glu Glu Pro Gly Arg Leu Ser Asn Phe Asn Asp Ser Leu Val Ser 
85 90 95 

Arg Leu Leu Ala Asp Ala Arg Thr Val Leu Gly Gly Ala Ser Ala His 
100 105 HO 
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Arg Thr Leu Ala Gly Leu Gly Lys Leu lie Ala Thr Leu Arg Ala Ala 
115 120 125 

Arg Ser Thr Ala Gin Pro Gin Pro Thr Lys Gin Ser Pro Leu Glu Pro 
130 135 140 

Pro Met Leu Asp Val Ala Glu Leu Leu Thr Ser Leu Leu Arg Thr Glu 
145 150 155 160 

Ser Leu Gly Leu Ala Leu Gly Gin Ala Gin Glu Pro Leu His Ser Leu 
165 170 175 

Leu Glu Ala Ala Glu Asp Leu Ala Gin Glu Leu Leu Ala Leu Arg Ser 
180 185 190 

Leu Val Glu Leu Arg Ala Leu Leu Gin Arg Pro Arg Gly Thr Ser Gly 
195 200 205 

Pro Leu Glu Leu Leu Ser Glu Ala Leu Cys Ser Val Arg Gly Pro Ser 
210 215 220 

Ser Thr Val Gly Pro Ser Leu Asn Trp Tyr Glu Ala Ser Asp Leu Met 
225 230 235 240 

Glu Leu Val Gly Gin Glu Pro Glu Ser Ala Cys Arg Gin Gin Leu Ser 
245 250 255 

Pro Leu Leu Gly Ala Xaa Trp Ser Leu Asp Ser Thr Arg Cys Pro Leu 
260 265 270 

Val Trp Asn Ala Glu Ala Xaa Ser Ser Glu Val Leu Leu Thr Asp His 
275 280 285 

Phe Thr Glu Val Met Xaa Xaa Glu Arg Leu Gin Ser Tyr Leu 
290 295 300 



<210> 102 
<211> 39 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Ala Gly Gin Phe Arg Ser Tyr Val Trp Asp Pro Leu Leu lie Leu 
15 10 15 

Ser Gin Ser Ser Ser Cys Arg Pro Cys lie Thr Ala Arg Trp Ala Cys 
20 25 30 

Gly Trp Arg Trp Trp Thr Gly 
35 



<210> 103 

<211> 802 

<212> PRT 

<213> Homo sapiens 
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<4Q0> 103 

Met Leu Gly Ala Arg Ala Trp Leu Gly Arg Val Leu Leu Leu Pro Arg 
15 10 15 

Ala Gly Ala Gly Leu Ala Ala Ser Arg Arg Cys Pro Gly Val Trp Pro 
20 25 30 

Arg Thr Trp Pro His Arg Ser Pro Ser Arg Gly Ser Ser Ser Arg Asp 
35 40 45 

Lys Asp Arg Ser Ala Thr Val Ser Ser Ser Val Pro Met Pro Ala Gly 
50 55 60 

Gly Lys Gly Ser His Pro Ser Ser Thr Pro Gin Arg Val Pro Asn Arg 
65 70 75 80 

Leu lie His Glu Lys Ser Pro Tyr Leu Leu Gin His Ala Tyr Asn Pro 
85 90 95 

Val Asp Trp Tyr Pro Trp Gly Gin Glu Ala Phe Asp Lys Ala Arg Lys 
100 105 110 

Glu Asn Lys Pro lie Phe Leu Ser Val Gly Tyr Ser Thr Cys His Trp 
115 120 125 

Cys His Met Met Glu Glu Glu Ser Phe Gin Asn Glu Glu lie Gly Arg 
130 135 140 

Leu Leu Ser Glu Asp Phe Val Ser Val Lys Val Asp Arg Glu Glu Arg 
145 150 155 160 

Pro Asp Val Asp Lys Val Tyr Met Thr Phe Val Gin Ala Thr Ser Ser 
165 170 175 

Gly Gly Gly Trp Pro Met Asn Val Trp Leu Thr Pro Asn Leu Gin Pro 
180 185 190 

Phe Val Gly Gly Thr Tyr Phe Pro Pro Glu Asp Gly Leu Thr Arg Val 
195 200 205 

Gly Phe Arg Thr Val Leu Leu Arg lie Arg Glu Gin Trp Lys Gin Asn 
210 215 220 

Lys Asn Thr Leu Leu Glu Asn Ser Gin Arg Val Thr Thr Ala Leu Leu 
225 230 235 240 

Ala Arg Ser Glu lie Ser Val Gly Asp Arg Gin Leu Pro Pro Ser Ala 
245 250 255 

Ala Thr Val Asn Asn Arg Cys Phe Gin Gin Leu Asp Glu Gly Tyr Asp 
260 265 270 



Glu Glu Tyr Gly Gly Phe Ala Glu Ala Pro Lys Phe Pro Thr Pro Val 
275 280 285 



lie Leu Ser Phe Leu Phe Ser Tyr Trp Leu Ser His Arg Leu Thr Gin 
290 295 300 
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Asp Gly Ser Arg Ala Gin Gin Met Ala Leu His Thr Leu Lys Met Met 
305 310 315 320 

Ala Asn Gly Gly He Arg Asp His Val Gly Gin Gly Phe His Arg Tyr 
325 330 335 

Ser Thr Asp Arg Gin Trp His Val Pro His Phe Glu Lys Met Leu Tyr 
340 345 350 

Asp Gin Ala Gin Leu Ala Val Ala Tyr Ser Gin Ala Phe Gin Leu Ser 
355 360 365 

Gly Asp Glu Phe Tyr Ser Asp Val Ala Lys Gly He Leu Gin Tyr Val 
370 375 380 

Ala Arg Ser Leu Ser His Arg Ser Gly Gly Phe Tyr Ser Ala Glu Asp 
385 390 395 400 

Ala Asp Ser Pro Pro Glu Arg Gly Gin Arg Pro Lys Glu Gly Ala Tyr 
405 410 415 

Tyr Val Trp Thr Val Lys Glu Val Gin Gin Leu Leu Pro Glu Pro Val 
420 425 430 

Leu Gly Ala Thr Glu Pro Leu Thr Ser Gly Gin Leu Leu Met Lys His 
435 440 445 

Tyr Gly Leu Thr Glu Ala Gly Asn He Ser Pro Ser Gin Asp Pro Lys 
450 455 460 

Gly Glu Leu Gin Gly Gin Asn Val Leu Thr Val Arg Tyr Ser Leu Glu 
465 470 475 480 

Leu Thr Ala Ala Arg Phe Gly Leu Asp Val Glu Ala Val Arg Thr Leu 
485 490 495 

Leu Asn Ser Gly Leu Glu Lys Leu Phe Gin Ala Arg Lys His Arg Pro 
500 505 510 

Lys Pro His Leu Asp Ser Lys Met Leu Ala Ala Trp Asn Gly Leu Met 
515 520 525 

Val Ser Gly Tyr Ala Val Thr Gly Ala Val Leu Gly Gin Asp Arg Leu 
530 535 540 

He Asn Tyr Ala Thr Asn Gly Ala Lys Phe Leu Lys Arg His Met Phe 
545 550 555 560 

Asp Val Ala Ser Gly Arg Leu Met Arg Thr Cys Tyr Thr Gly Pro Gly 
565 570 575 

Gly Thr Val Glu His Ser Asn Pro Pro Cys Trp Gly Phe Leu Glu Asp 
580 585 590 

Tyr Ala Phe val Val Arg Gly Leu Leu Asp Leu Tyr Glu Ala Ser Gin 
595 600 605 



Glu Ser Ala Trp Leu Glu Trp Ala Leu Arg Leu Gin Asp Thr Gin Asp 
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610 



615 



620 



Arg Leu Phe Trp Asp Ser Gin Gly Gly Gly Tyr Phe Cys Ser Glu Ala 
625 630 635 640 

Glu Leu Gly Ala Gly Leu Pro Leu Arg Leu Lys Asp Asp Gin Asp Gly 
645 650 655 

Ala Glu Pro Ser Ala Asn Ser Val Ser Ala His Asn Leu Leu Arg Leu 
660 665 670 

His Gly Phe Thr Gly His Lys Asp Trp Met Asp Lys Cys Val Cys Leu 
675 680 685 

Leu Thr Ala Phe Ser Glu Arg Met Arg Arg Val Pro Val Ala Leu Pro 
690 695 700 

Glu Met Val Arg Ala Leu Ser Ala Gin Gin Gin Thr Leu Lys Gin lie 
705 710 715 720 

Val lie Cys Gly Asp Arg Gin Ala Lys Asp Thr Lys Ala Leu Val Gin 
725 730 735 

Cys Val His Ser Val Tyr lie Pro Asn Lys Val Leu lie Leu Ala Asp 
740 745 750 

Gly Asp Pro Ser Ser Phe Leu Ser Arg Gin Leu Pro Phe Leu Ser Thr 
755 760 765 

Leu Arg Arg Leu Glu Asp Gin Ala Thr Ala Tyr Val Cys Glu Asn Gin 
770 775 780 

Ala Cys Ser Val Pro lie Thr Asp Pro Cys Glu Leu Arg Lys Leu Leu 
785 790 795 800 



His Pro 



<210> 104 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 104 

Met Lys Pro Ala Thr Ala Ser Ala Leu Leu Leu Leu Leu Leu Gly Leu 
1 5 10 15 

Ala Trp Thr Gin Gly Ser His Gly Trp Gly Ala Asp Ala Ser Ser Leu 
20 25 30 

Gin Lys Arg Ala Gly Arg Ala Asp Gin Val Ser Leu Cys Pro Gin Val 
35 40 45 

Thr Leu Gin Gly Pro Trp Ser Pro Leu Ala Leu Leu Pro Gly Leu Gly 
50 55 60 



Asn Leu Lys Phe Ser Phe Thr Pro Pro Phe Asn Gly Phe Leu Ser Arg 
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65 



70 



75 



80 



Val Gin Asp Gly Arg Arg Trp Gin Leu 
85 



<210> 105 

<211> 79 

<212> PRT 

<213> Homo sapiens 

<400> 105 

Met Arg Lys Trp Gly Leu Met Lys 
1 5 

Val Leu Leu Glu Leu Leu Ser Val 
20 

Arg Asn lie His Asp Ser His Ser 

35 40 

Ser Gly Ser Trp Leu Gin Ala Gly 
50 55 

Ala Leu lie Leu Glu Ser Pro Arg 
65 70 



Leu lie Ala Ser Met Met Gin Pro 
10 15 

Trp Arg Lys Glu Gly Arg Asp Ser 
25 30 

Met Tyr Val Leu Arg Lys Arg Leu 
45 

Leu Tyr Ser Thr Val lie Ser Ala 
60 

Ala Cys Leu Pro Ser Lys Gly 
75 



<210> 106 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 106 

Met His Cys Cys Gin Leu Pro Trp Arg Cys Ala Gin Ala Pro Gin Glu 
15 10 15 

Ala Phe Leu Leu Cys Leu Leu Phe Leu lie Leu Val Leu Val Leu Leu 
20 25 30 

Gly Cys Ser Arg Gly Leu Pro Gly His Thr Pro Trp Arg Leu His Pro 
35 40 45 

Ala Ala Ala Ala Leu Leu Ala Pro Leu Leu His Asp Ala Leu Gly Ala 
50 55 60 

Cys Gly Phe Gin Gly Pro Glu Tyr Leu Leu Pro Cys Leu Leu Pro Leu 
65 70 75 80 

Pro Lys Pro Gly Gin Leu Gin Gly Pro Trp Gly Pro Leu Trp Ala Leu 
85 90 95 

Leu Pro 



<210> 107 
<211> 1887 
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<212> PRT 

<213> Homo sapiens 

<400> 107 

Met Ala Ala Arg Gly Arg Gly Leu Leu Leu Leu Thr Leu Ser Val Leu 
15 10 15 

Leu Ala Ala Gly Pro Ser Ala Ala Ala Ala Lys Leu Asn lie Pro Lys 
20 25 30 

Val Leu Leu Pro Phe Thr Arg Ala Thr Arg Val Asn Phe Thr Leu Glu 
35 40 45 

Ala Ser Glu Gly Cys Tyr Arg Trp Leu Ser Thr Arg Pro Glu Val Ala 
50 55 60 

Ser lie Glu Pro Leu Gly Leu Asp Glu Gin Gin Cys Ser Gin Lys Ala 
65 70 75 80 

Val Val Gin Ala Arg Leu Thr Gin Pro Ala Arg Leu Thr Ser He He 
85 90 95 

Phe Ala Glu Asp He Thr Thr Gly Gin Val Leu Arg Cys Asp Ala He 
100 105 110 

Val Asp Leu He His Asp He Gin He Val Ser Thr Thr Arg Glu Leu 
115 120 125 

Tyr Leu Glu Asp Ser Pro Leu Glu Leu Lys He Gin Ala Leu Asp Ser 
130 135 140 

Glu Gly Asn Thr Phe Ser Thr Leu Ala Gly Leu Val Phe Glu Trp Thr 
145 150 155 160 

He Val Lys Asp Ser Glu Ala Asp Arg Phe Ser Asp Ser His Asn Ala 
165 170 175 

Leu Arg He Leu Thr Phe Leu Glu Ser Thr Tyr He Pro Pro Ser Tyr 
180 185 190 

He Ser Glu Met Glu Lys Ala Ala Lys Gin Gly Asp Thr He Leu Val 
195 200 205 

Ser Gly Met Lys Thr Gly Ser Ser Lys Leu Lys Ala Arg He Gin Glu 
210 215 220 

Ala Val Tyr Lys Asn Val Arg Pro Ala Glu Val Arg Leu Leu He Leu 
225 230 235 240 

Glu Asn He Leu Leu Asn Pro Ala Tyr Asp Val Tyr Leu Met Val Gly 
245 250 255 

Thr Ser He His Tyr Lys Val Gin Lys He Arg Gin Gly Lys He Thr 
260 265 270 



Glu Leu Ser Met Pro Ser Asp Gin Tyr Glu Leu Gin Leu Gin Asn Ser 
275 280 285 
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He Pro Gly Pro Glu Gly Asp Pro Thr Arg Pro Val Ala Val Leu Ala 
290 295 300 

Gin Asp Thr Ser Met Val Thr Ala Leu Gin Leu Gly Gin Ser Ser Leu 
305 310 315 320 

Val Leu Gly His Arg Ser He Arg Met Gin Gly Ala Ser Arg Leu Pro 
325 330 335 

Asn Ser Thr He Tyr Val Val Glu Pro Gly Tyr Leu Gly Phe Thr Val 
340 345 350 

His Pro Gly Asp Arg Trp Val Leu Glu Thr Gly Arg Leu Tyr Glu He 
355 360 365 

Thr He Glu Val Phe Asp Lys Phe Ser Asn Lys Val Tyr Val Ser Asp 
370 375 380 

Asn He Arg He Glu Thr Val Leu Pro Ala Glu Phe Phe Glu Val Leu 
385 390 395 400 

Ser Ser Ser Gin Asn Gly Ser Tyr His Arg He Arg Ala Leu Lys Arg 
405 410 415 

Gly Gin Thr Ala He Asp Ala Ala Leu Thr Ser Val Val Asp Gin Asp 
420 425 430 

Gly Gly Val His He Leu Gin Val Pro Val Trp Asn Gin Gin Glu Val 
435 440 445 

Glu He His He Pro He Thr Leu Tyr Pro Ser He Leu Thr Phe Pro 
450 455 460 

Trp Gin Pro Lys Thr Gly Ala Tyr Gin Tyr Thr He Arg Ala His Gly 
465 470 475 480 

Gly Ser Gly Asn Phe Ser Trp Ser Ser Ser Ser His Leu Val Ala Thr 
485 490 495 

Val Thr Val Lys Gly Val Met Thr Thr Gly Ser Asp He Gly Phe Ser 
500 505 510 

Val He Gin Ala His Asp Val Gin Asn Pro Leu His Phe Gly Glu Met 
515 520 525 

Lys Val Tyr Val lie Glu Pro His Ser Met Glu Phe Ala Pro Cys Gin 
530 535 540 

Val Glu Ala Arg Val Gly Gin Ala Leu Glu Leu Pro Leu Arg He Ser 
545 550 555 560 

Gly Leu Met Pro Gly Gly Ala Ser Glu Val Val Thr Leu Ser Asp Cys 
565 570 575 



Ser His Phe Asp Leu Ala Val Glu Val Glu Asn Gin Gly Val Phe Gin 
580 585 590 



Pro Leu Pro Gly Arg Leu Pro Pro Gly Ser Glu His Cys Ser Gly Val 
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595 



600 



605 



Arg Val Lys Ala Glu Ala Gin Gly Ser Thr Thr Leu Leu Val Ser Tyr 
610 615 620 

Arg His Gly His Val His Leu Ser Ala Lys He Thr He Ala Ala Tyr 
625 630 635 640 

Leu Pro Leu Lys Ala Val Asp Pro Ser Ser Val Ala Leu Val Thr Leu 
645 650 655 

Gly Ser Ser Lys Glu Met Leu Phe Glu Gly Gly Pro Arg Pro Trp He 
660 665 670 

Leu Glu Pro Ser Lys Phe Phe Gin Asn Val Thr Ala Glu Asp Thr Asp 
675 680 685 

Ser He Gly Leu Ala Leu Phe Ala Pro His Ser Ser Arg Asn Tyr Gin 
690 695 700 

Gin His Trp He Leu Val Thr Cys Gin Ala Leu Gly Glu Gin Val He 
705 710 715 720 

Ala Leu Ser Val Gly Asn Lys Pro Ser Leu Thr Asn Pro Phe Pro Ala 
725 730 735 

Val Glu Pro Ala Val Val Lys Phe Val Cys Ala Pro Pro Ser Arg Leu 
740 745 750 

Thr Leu Val Pro Val Tyr Thr Ser Pro Gin Leu Asp Met Ser Cys Pro 
755 760 765 

Leu Leu Gin Gin Asn Lys Gin Val Val Pro Val Ser Ser His Arg Asn 
770 775 780 

Pro Leu Leu Asp Leu Ala Ala Tyr Asp Gin Glu Gly Arg Arg Phe Asp 
785 790 795 800 

Asn Phe Ser Ser Leu Ser He Gin Trp Glu Ser Thr Arg Pro Val Leu 
805 810 815 

Ala Ser He Glu Pro Glu Leu Pro Met Gin Leu Val Ser Gin Asp Asp 
820 825 830 

Glu Ser Gly Gin Lys Lys Leu His Gly Leu Gin Ala He Leu Val His 
835 840 845 

Glu Ala Ser Gly Thr Thr Ala He Thr Ala Thr Ala Thr Gly Tyr Gin 
850 855 860 

Glu Ser His Leu Ser Ser Ala Arg Thr Lys Gin Pro His Asp Pro Leu 
865 870 875 880 

Val Pro Leu Ser Ala Ser He Glu Leu He Leu Val Glu Asp Val Arg 
885 890 895 

Val Ser Pro Glu Glu Val Thr He Tyr Asn His Pro Gly lie Gin Ala 



900 



905 



910 
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Glu Leu Arg lie Arg Glu Gly Ser Gly Tyr Phe Phe Leu Asn Thr Ser 
915 920 925 

Thr Ala Asp Val Val Lys Val Ala Tyr Gin Glu Ala Arg Gly Val Ala 
930 935 940 

Met Val His Pro Leu Leu Pro Gly Ser Ser Thr lie Met lie His Asp 
945 950 955 960 

Leu Cys Leu Val Phe Pro Ala Pro Ala Lys Ala Val Val Tyr Val Ser 
965 970 975 

Asp He Gin Glu Leu Tyr He Arg Val Val Asp Lys Val Glu He Gly 
980 985 990 

Lys Thr Val Lys Ala Tyr Val Arg Val Leu Asp Leu His Lys Lys Pro 
995 1000 1005 

Phe Leu Ala Lys Tyr Phe Pro Phe Met Asp Leu Lys Leu Arg Ala Ala 
1010 1015 1020 

Ser Pro He He Thr Leu Val Ala Leu Asp Glu Ala Leu Asp Asn Tyr 
1030 1035 1040 

Thr He Thr Phe Leu He Arg Gly Val Ala He Gly Gin Thr Ser Leu 
1045 1050 1055 

Thr Ala Ser Val Thr Asn Lys Ala Gly Gin Arg He Asn Ser Ala Pro 
1060 1065 1070 

Gin Gin He Glu Val Phe Pro Pro Phe Arg Leu Met Pro Arg Lys Val 
1075 1080 1085 

Thr Leu Leu He Gly Ala Thr Met Gin Val Thr Ser Glu Gly Gly Pro 
1090 1095 1100 

Gin Pro Gin Ser Asn lie Leu Phe Ser He Ser Asn Glu Ser Val Ala 
1110 1115 1120 

Leu Val Ser Ala Ala Gly Leu Val Gin Gly Leu Ala He Gly Asn Gly 
1125 1130 1135 

Thr Val Ser Gly Leu Val Gin Ala Val Asp Ala Glu Thr Gly Lys Val 
1140 1145 1150 

Val He He Ser Gin Asp Leu Val Gin Val Glu Val Leu Leu Leu Arg 
1155 1160 1165 

Ala Val Arg He Arg Ala Pro He Met Arg Met Arg Thr Gly Thr Gin 
1170 1175 1180 

Met Pro He Tyr Val Thr Gly He Thr Asn His Gin Asn Pro Phe Ser 
1190 1195 1200 



Phe Gly Asn Ala Val Pro Gly Leu Thr Phe His Trp Ser Val Thr Lys 
1205 1210 1215 
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Arg Asp Val Leu Asp Leu Arg Gly Arg His His Glu Ala Ser lie Arg 
1220 1225 1230 

Leu Pro Ser Gin Tyr Asn Phe Ala Met Asn Val Leu Gly Arg Val Lys 
1235 1240 1245 

Gly Arg Thr Gly Leu Arg Val Val Val Lys Ala Val Asp Pro Thr Ser 
1250 1255 1260 

Gly Gin Leu Tyr Gly Leu Ala Arg Glu Leu Ser Asp Glu lie Gin Val 
1270 1275 1280 

Gin Val Phe Glu Lys Leu Gin Leu Leu Asn Pro Glu lie Glu Ala Glu 
1285 1290 1295 

Gin lie Leu Met Ser Pro Asn Ser Tyr lie Lys Leu Gin Thr Asn Arg 
1300 1305 1310 

Asp Gly Ala Ala Ser Leu Ser Tyr Arg Val Leu Asp Gly Pro Glu Lys 
1315 1320 1325 

Val Pro Val Val His Val Asp Glu Lys Gly Phe Leu Ala Ser Gly Ser 
1330 1335 1340 

Met lie Gly Thr Ser Thr He Gly Val He Ala Gin Glu Pro Phe Gly 
1350 1355 1360 

Ala Asn Gin Thr He He Val Ala Val Lys Val Ser Pro Val Ser Tyr 
1365 1370 1375 

Leu Arg Val Ser Met Ser Pro Val Leu His Thr Gin Asn Lys Glu Ala 
1380 1385 1390 

Leu Val Ala Val Pro Leu Gly Met Thr Val Thr Phe Thr Val His Phe 
1395 1400 1405 

His Asp Asn Ser Gly Asp Val Phe His Ala His Ser Ser Val Leu Asn 
1410 1415 1420 

Phe Ala Thr Asn Arg Asp Asp Phe Val Gin He Gly Lys Gly Pro Thr 
1430 1435 1440 

Asn Asn Thr Cys Val Val Arg Thr Val Ser Val Gly Leu Thr Leu Leu 
1445 1450 1455 

Arg Val Trp Asp Ala Glu His Pro Gly Leu Ser Asp Phe Met Pro Leu 
1460 1465 1470 

Pro Val Leu Gin Ala He Ser Pro Glu Leu Ser Gly Ala Met Val Val 
1475 1480 1485 

Gly Asp Val Leu Cys Leu Ala Thr Val Leu Thr Ser Leu Glu Gly Leu 
1490 1495 1500 

Ser Gly Thr Trp Ser Ser Ser Ala Asn Ser He Leu His He Asp Pro 
1510 1515 1520 



Lys Thr Gly Val Ala Val Ala Arg Ala Val Gly Ser Val Thr Val Tyr 
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1525 1530 1535 

Tyr Glu Val Ala Gly His Leu Arg Thr Tyr Lys Glu Val Val Val Ser 
1540 1545 1550 

Val Pro Gin Arg He Met Ala Arg His Leu His Pro He Gin Thr Ser 
1555 1560 1565 

Phe Gin Glu Ala Thr Ala Ser Lys Val He Val Ala Val Gly Asp Arg 
1570 1575 1580 

Ser Ser Asn Leu Arg Gly Glu Cys Thr Pro Thr Gin Arg Glu Val He 
1590 1595 1600 

Gin Ala Leu His Pro Glu Thr Leu He Ser Cys Gin Ser Gin Phe Lys 
1605 1610 1615 

Pro Ala Val Phe Asp Phe Pro Ser Gin Asp Val Phe Thr Val Glu Pro 
1620 1625 1630 

Gin Phe Asp Thr Ala Leu Gly Gin Tyr Phe Cys Ser He Thr Met His 
1635 1640 1645 

Arg Leu Thr Asp Lys Gin Arg Lys His Leu Ser Met Lys Lys Thr Ala 
1650 1655 1660 

Leu Val Val Ser Ala Ser Leu Ser Ser Ser His Phe Ser Thr Glu Gin 
1670 1675 1680 

Val Gly Ala Glu Val Pro Phe Ser Pro Gly Leu Phe Ala Asp Gin Ala 
1685 1690 1695 

Glu He Leu Leu Ser Asn His Tyr Thr Ser Ser Glu He Arg Val Phe 
1700 1705 1710 

Gly Ala Pro Glu Val Leu Glu Asn Leu Glu Val Lys Ser Gly Ser Pro 
1715 1720 1725 

Ala Val Leu Ala Phe Ala Lys Glu Lys Ser Phe Gly Trp Pro Ser Phe 
1730 1735 1740 

He Thr Tyr Thr Val Gly Val Leu Asp Pro Ala Ala Gly Ser Gin Gly 
1750 1755 1760 

Pro Leu Ser Thr Thr Leu Thr Phe Ser Ser Pro Val Thr Asn Gin Ala 
1765 1770 1775 

He Ala He Pro Val Thr Val Ala Phe Val Val Asp Arg Arg Gly Pro 
1780 1785 1790 

Gly Pro Tyr Gly Ala Ser Leu Phe Gin His Phe Leu Asp Ser Tyr Gin 
1795 1800 1805 

Val Met Phe Phe Thr Leu Phe Ala Leu Leu Ala Gly Thr Ala Val Met 
1810 1815 1820 

He He Ala Tyr His Thr Val Cys Thr Pro Arg Asp Leu Ala Val Pro 
1830 1835 1840 
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Ala Ala Leu Thr Pro Arg Ala Ser Pro Gly His Ser Pro His Tyr Phe 
1845 1850 1855 

Ala Ala Ser Ser Pro Thr Ser Pro Asn Ala Leu Pro Pro Ala Arg Lys 
1860 1865 1870 

Ala Ser Pro Pro Ser Gly Leu Trp Ser Pro Ala Tyr Ala Ser His 
1875 1880 1885 



<210> 108 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 108 

Met Tyr Val Trp Val Ser Gly Ala 
1 5 

Pro Ala Ser Arg Thr Leu Cys Leu 
20 



Leu Val Leu Val Leu Ser Pro His 
10 15 

Met Ala Gin Ala Val 
25 



<210> 109 
<211> 378 
<212> PRT 

<213> Homo sapiens 
<400> 109 

Ala Arg Glu Lys Pro Tyr Leu Val Glu Glu Ala Val Ser Tyr Asn Glu 
15 10 15 

Leu Asp Tyr Val Ser Val Gly Leu Asp Gin Gin Thr Val Lys Leu Val 
20 25 30 

Cys Thr Asn Arg Arg Lys Gin Phe Leu Leu Asp Thr Ala Asp Val Ala 
35 40 45 

Leu Ala Glu Phe Phe Leu Ala Ser Leu Lys Ser Ala Met lie Lys Gly 
50 55 60 

Cys Arg Glu Pro Pro Tyr Pro Ser lie Leu Thr Asp Ala Thr Met Glu 
65 70 75 80 

Lys Leu Ala Leu Ala Lys Phe Val Ala Gin Glu Ser Lys Cys Glu Ala 
85 90 95 

Ser Ala Val Thr Val Arg Phe Tyr Gly Leu Val His Trp Glu Asp Pro 
100 105 110 

Thr Asp Glu Ser Leu Gly Pro Thr Pro Cys His Cys Ser Pro Pro Glu 
115 120 125 

Gly Thr lie Thr Lys Glu Gly Met Leu His Tyr Lys Ala Gly Thr Ser 
130 135 140 



Tyr Leu Gly Lys Glu His Trp Lys Thr Cys Phe Val Val Leu Ser Asn 
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145 150 155 160 

Gly lie Leu Tyr Gin Tyr Pro Asp Arg Thr Asp Val He Pro Leu Leu 
165 170 175 

Ser Val Asn Met Gly Gly Glu Gin Cys Gly Gly Cys Arg Arg Ala Asn 
180 185 190 

Thr Thr Asp Arg Pro His Ala Phe Gin Val He Leu Ser Asp Arg Pro 
195 200 205 

Cys Leu Glu Leu Ser Ala Glu Ser Glu Ala Glu Met Ala Glu Trp Met 
210 215 220 

Gin His Leu Cys Gin Ala Val Ser Lys Gly Val He Pro Gin Gly Val 
225 230 235 240 

Ala Pro Ser Pro Cys He Pro Cys Cys Leu Val Leu Thr Asp Asp Arg 
245 250 255 

Leu Phe Thr Cys His Glu Asp Cys Gin Thr Ser Phe Phe Arg Ser Leu 
260 265 270 

Gly Thr Ala Lys Leu Gly Asp He Ser Ala Val Ser Thr Glu Pro Gly 
275 280 285 

Lys Glu Tyr Cys Val Leu Glu Phe Ser Gin Asp Ser Gin Gin Leu Leu 
290 295 300 

Pro Pro Trp Val He Tyr Leu Ser Cys Thr Ser Glu Leu Asp Arg Leu 
305 310 315 320 

Leu Ser Ala Leu Asn Ser Gly Trp Lys Thr He Tyr Gin Val Asp Leu 
325 330 335 

Pro His Thr Ala He Gin Glu Ala Ser Asn Lys Lys Lys Phe Glu Asp 
340 345 350 

Ala Leu Ser Leu He His Ser Ala Trp Gin Arg Ser Asp Ser Leu Cys 
355 360 365 

Arg Gly Arg Ala Ser Arg Asp Pro Trp Cys 
370 375 



<210> 110 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<400> 110 

Met Ser Trp Val He Val Val He He Trp Gly Tyr Leu Leu Glu Gly 
15 10 15 

His Gly Val Pro Phe Cys Lys Ser Tyr Gly Pro Ser Pro Trp Lys Leu 
20 25 30 

His Thr His His Ala Ala Tyr Asn Ser Gly Ser Ser Gin Val Tyr Arg 
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35 40 45 

lie Leu Glu Thr Leu Met Ser Gly Ser Thr His Cys Ser Phe Ser Gly 
50 55 60 

Thr Phe 
65 



<210> 111 
<211> 48 
<212> PRT 

<213> Homo sapiens 
<400> 111 

Met Lys Pro Pro Pro Leu Phe Phe Phe Leu Lys lie Val Leu Ala lie 
1 5 10 15 

Trp Gly Pro Leu Trp Phe His Met Asn Phe Arg Phe Val Phe Ser lie 
20 25 30 

Ser Met Lys Asn Ala He Gly He Leu He Gly He Ala Leu Asn Leu 
35 40 45 



<210> 112 

<211> 778 

<212> PRT 

<213> Homo sapiens 



<400> 112 

Met Leu Ser Ser Leu Gly Cys Leu Leu Leu Cys Gly Ser He Thr Leu 
1 5 10 15 

Ala Leu Gly Asn Ala Gin Lys Leu Pro Lys Gly Lys Arg Pro Asn Leu 
20 25 30 

Lys Val His He Asn Thr Thr Ser Asp Ser He Leu Leu Lys Phe Leu 
35 40 45 

Arg Pro Ser Pro Asn Val Lys Leu Glu Gly Leu Leu Leu Gly Tyr Gly 
50 55 60 

Ser Asn Val Ser Pro Asn Gin Tyr Phe Pro Leu Pro Ala Glu Gly Lys 
65 70 75 80 

Phe Thr Glu Ala He Val Asp Ala Glu Pro Lys Tyr Leu He Val Val 
85 90 95 



Arg Pro Ala Pro Pro Pro Ser Gin Lys Lys Ser Cys Ser Gly Lys Thr 
100 105 110 



Arg Ser Arg 
115 



Lys 



Pro Leu Gin Leu Val Val Gly Thr Leu Thr Pro Ser 
120 125 
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Ser Val Phe Leu Ser Trp Gly Phe Leu lie Asn Pro His His Asp Trp 
130 135 140 

Thr Leu Pro Ser His Cys Pro Asn Asp Arg Phe Tyr Thr lie Arg Tyr 
145 150 155 160 

Arg Glu Lys Asp Lys Glu Lys Lys Trp lie Phe Gin lie Cys Pro Ala 
165 170 175 

Thr Glu Thr lie Val Glu Asn Leu Lys Pro Asn Thr Val Tyr Glu Phe 
180 185 190 

Gly Val Lys Asp Asn Val Glu Gly Gly lie Trp Ser Lys lie Phe Asn 
195 200 205 

* 

His Lys Thr Val Val Gly Ser Lys Lys Val Asn Gly Lys lie Gin Ser 
210 215 220 

Thr Tyr Asp Gin Asp His Thr Val Pro Ala Tyr Val Pro Arg Lys Leu 
225 230 235 240 

lie Pro He Thr He He Lys Gin Val He Gin Asn Val Thr His Lys 
245 250 255 

Asp Ser Ala Lys Ser Pro Glu Lys Ala Pro Leu Gly Gly Val He Leu 
260 265 270 

Val His Leu He He Pro Gly Leu Asn Glu Thr Thr Val Lys Leu Pro 
275 280 285 

Ala Ser Leu Met Phe Glu He Ser Asp Ala Leu Lys Thr Gin Leu Ala 
290 295 300 

Lys Asn Glu Thr Leu Ala Leu Pro Ala Glu Ser Lys Thr Pro Glu Val 
305 310 315 320 

Glu Lys He Ser Ala Arg Pro Thr Thr Val Thr Pro Glu Thr Val Pro 
325 330 335 

Arg Ser Thr Lys Pro Thr Thr Ser Ser Ala Leu Asp Val Ser Glu Thr 
340 345 350 

Thr Leu Val Leu Ser Lys Arg Thr Pro Glu Thr Leu Gin Thr He Leu 
355 360 365 

He Pro Gin Phe Glu Leu Pro Leu Ser Thr Leu Ala Pro Lys Ser Leu 
370 375 380 

Pro Glu Phe Pro Glu Ala Lys Thr Pro Phe Pro Phe Glu Lys Pro Arg 
385 390 395 400 

Gly Thr Leu Ala Ser Ser Glu Lys Pro Trp He Val Pro Thr Ala Lys 
405 410 415 



He Ser Glu Asp Ser Lys Val Leu Gin Pro Gin Thr Ala Thr Tyr Asp 
420 425 430 



Val Phe Ser Ser Pro Thr Thr Ser Asp Glu Pro Glu He Ser Asp Ser 
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435 



440 



445 



Tyr Thr Ala Thr Ser Asp Arg lie Leu Asp Ser lie Pro Pro Lys Thr 
450 455 460 

Ser Arg Thr Leu Glu Gin Pro Arg Ala Thr Leu Ala Pro Ser Glu Thr 
465 470 475 480 

Pro Phe Val Pro Gin Lys Leu Glu lie Phe Thr Ser Pro Glu Met Gin 
485 490 495 

Pro Thr Thr Pro Ala Pro Gin Gin Thr Thr Ser lie Pro Ser Thr Pro 
500 505 510 

Lys Arg Arg Pro Arg Pro Lys Pro Pro Arg Thr Lys Pro Glu Arg Thr 
515 520 525 

Thr Ser Ala Gly Thr lie Thr Pro Lys lie Ser Lys Ser Pro Glu Pro 
530 535 540 

Thr Trp Thr Thr Pro Ala Pro Gly Lys Thr Gin Phe He Ser Leu Lys 
545 550 555 560 

Pro Lys He Pro Leu Ser Pro Glu Val Thr His Thr Lys Pro Ala Pro 
565 570 575 

Lys Gin Thr Pro Arg Ala Pro Pro Lys Pro Lys Thr Ser Pro Arg Pro 
580 585 590 

Arg He Pro Gin Thr Gin Pro Val Pro Lys Val Pro Gin Arg Val Thr 
595 600 605 

Ala Lys Pro Lys Thr Ser Pro Ser Pro Glu Val Ser Tyr Thr Thr Pro 
610 615 620 

Ala Pro Lys Asp Val Leu Leu Pro His Lys Pro Tyr Pro Glu Val Ser 
625 630 635 640 

Gin Ser Glu Pro Ala Pro Leu Glu Thr Arg Gly He Pro Phe He Pro 
645 650 655 

Met He Ser Pro Ser Pro Ser Gin Glu Glu Leu Gin Thr Thr Leu Glu 
660 665 670 

Glu Thr Asp Gin Ser Thr Gin Glu Pro Phe Thr Thr Lys He Pro Arg 
675 680 685 

Thr Thr Glu Leu Ala Lys Thr Thr Gin Ala Pro His Arg Phe Tyr Thr 
690 695 700 

Thr Val Arg Pro Arg Thr Ser Asp Lys Pro His He Arg Pro Val Leu 
705 710 715 720 

Asn Arg Thr Thr Thr Arg Pro Thr Arg Pro Lys Pro Ser Gly Met Pro 



725 



730 



735 



Ser Gly Asn Gly Val Gly Thr Gly Val Lys Gin Ala Pro Arg Pro Ser 
740. 745 750 
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Gly Ala Asp Arg Asn Val Ser Val Asp Ser Thr His Pro Thr Lys Lys 
755 760. 765 

Pro Gly Thr Arg Arg Pro Pro Leu Pro Pro 
770 775 



<210> 113 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 113 

Met Cys Val Gly Leu Phe Leu Ser Ser Val Phe Phe His lie Cys Val 
15 10 15 

His Pro Phe Ala Asn Ala Thr Leu Ser Cys Leu Leu Glu lie Gly Lys 
20 25 30 

Leu Cys Glu Ser Phe Asn Phe Val Leu Phe Gin lie Val Leu Ala lie 
35 40 45 

Leu Val Pro Leu Thr Phe lie 
50 55 



<210> 114 
<211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 114 

Met lie Ser Cys Leu Cys Asn Phe lie Ala His Cys Val Ala Leu Val 
15 10 15 

Met Arg Thr Cys Met Leu Val Val Ser Ser Asn Phe Ala Pro Ser Phe 
20 25 30 

Leu 



<210> 115 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 115 

Met Ser Pro Trp Leu Leu Leu Leu Leu Val Val Gly Ser Trp Leu Leu 
15 10 15 

Ala Arg lie Leu Ala Trp Thr Tyr Ala Phe Tyr Asn Asn Cys Arg Arg 
20 25 30 

Leu Gin Cys Phe Pro Gin Pro Pro Lys Arg Asn Trp Phe Trp Gly His 
35 40 45 



WO 01/34627 



PCT/US00/30628 



95 



Leu Gly Leu lie Thr Pro Thr Glu 
50 55 

Met Ser Ala Thr Tyr Ser Gin Gly 
65 70 

lie Pro Phe lie Val Leu Cys His 
85 

Asn Ala Ser Ala Ala lie Ala Pro 
100 

Leu Lys Pro Trp Leu Gly Glu Tyr 
115 120 

Asn Leu Ala Gly Arg Val Gly Glu 
130 135 

Gly Cys Pro Thr Arg Arg Arg Asp 
145 150 



Glu Gly Leu Lys Asp Ser Thr Gin 
60 

Phe Thr Val Trp Leu Gly Pro lie 
75 80 

Pro Asp Thr He Arg Ser He Thr 
90 95 

Lys Asp Asn Leu Phe He Arg Phe 
105 110 

Leu Gin Val Lys Gly Val Gly Asp 
125 

Val Leu Leu Leu Pro He Val Leu 
140 

Thr Ala Glu Trp Arg 
155 



<210> 116 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 116 

Met Asn Tyr Leu His Cys Asn Val Leu Leu Thr Leu Phe Cys Leu Leu 
15 10 15 

Phe Leu Leu His Ser Cys He Lys He He Lys His His Ser Gin Ala 
20 25 30 

Lys Arg Thr Arg Phe Pro Ser His He Ser His Lys Gly Glu Ala Asn 
35 40 45 

Thr His Gin Gly Gly Asn Tyr Thr Glu Leu Gly Trp Gly Leu Asp He 
50 55 60 

Tyr Phe Thr Ser Glu Leu Phe He Ser Ala Val Asn Leu Gly Glu Gly 
65 70 75 80 

Leu Gly Glu Val Leu Ser Gly Glu Gin Arg Gly Pro Gly Gly Lys Leu 
85 90 95 

Met Lys Thr Ser Asp Asp 
100 



<210> 117 
<211> 72 
<212> PRT 

<213> Homo sapiens 



<400> 117 

Met Ala Gly Asn He Gin Ala Val Glu Thr Gly Tyr Val Leu He Cys 
15 10 15 
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Leu lie Val Pro Leu Leu Leu Cys 
20 

Pro Phe Asp Val Asn Lys Ala Lys 
35 40 

Lys Lys Lys Lys Lys Lys Lys Lys 
50 55 

Lys Lys Lys Lys Lys Lys Lys Lys 
65 70 



Gly Leu Arg Glu Gly Gin Glu Val 
25 30 

Tyr Leu Pro Thr Phe Leu Lys Lys 
45 

Lys Lys Lys Lys Lys Lys Lys Lys 
60 



<210> 118 

<211> 46 

<212> PRT 

<213> Homo sapiens 

<400> 118 

Met Arg lie Pro Val Phe Pro Lys Gin Leu Met Phe Thr Gly Leu Val 
15 10 15 

Phe Leu Leu Leu Leu Ser Lys Asp Glu Gly lie His Asn Arg Leu Ser 
20 25 30 

Leu Glu Asn Thr Asn Asp Gly Gin Leu Phe Gly Val lie Lys 
35 '40 45 



<210> 119 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (7) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (11) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 119 

Met Pro Phe Thr Leu Gly Xaa Thr Arg Arg Xaa Arg Gly Leu Ala Lys 
1 5 10 15 

Lys Pro Lys 



<210> 120 

<211> 245 

<212> PRT 

<213> Homo sapiens 



WO 01/34627 



PCT/US00/30628 



97 



<400> 120 

Met Ala Asp Val Ser Ala Lys Asp Ser Ser Gin Glu Thr Leu Val Asn 
15 10 15 

Leu Ala Gly Leu Leu Val Ser Leu Leu Met Leu Pro Leu Val Ser Gly 
20 25 30 

Cys Pro Gly Phe Ser Leu Gly Cys Phe Phe Phe Leu Thr Ala Leu His 
35 40 45 

He Tyr Ala Asn Tyr Arg Ala Val Arg Ala Leu Val Met Glu Thr Leu 
50 55 60 

Asn Glu Gly Arg Leu Arg Leu Val Leu Lys His Tyr Leu Gin Arg Gly 
65 70 75 80 

Glu Val Leu Asp Pro Thr Ala Ala Asn Arg Met Glu Pro Leu Trp Thr 
85 90 95 

Gly Phe Trp Pro Ala Pro Ser Leu Ser Leu Gly Val Pro Leu His Arg 
100 105 110 

Leu Val Ser Ser Val Phe Glu Leu Gin Gin Leu Val Glu Gly His Gin 
115 120 125 

Glu Ser Tyr Leu Leu Cys Trp Asp Gin Ser Gin Asn Gin Val Gin Val 
130 135 140 

Val Leu Asn Gin Lys Ala Gly Pro Lys Thr He Leu Arg Ala Ala Thr 
145 150 155 160 

His Gly Leu Met Leu Gly Ala Leu Gin Gly Asp Gly Pro Leu Pro Ala 
165 170 175 

Glu Leu Glu Glu Leu Arg Asn Arg Val Arg Ala Gly Pro Lys Lys Glu 
180 185 190 

Ser Trp Val Val Val Lys Glu Thr His Glu Val Leu Asp Met Leu Phe 
195 200 205 

Pro Lys Phe Leu Lys Gly Leu Gin Asp Ala Gly Trp Lys Thr Glu Lys 
210 215 220 

His Gin Leu Glu Val Asp Glu Trp Arg Ala Thr Trp Leu Leu Ser Pro 
225 230 235 240 

Glu Lys Lys Val Leu 
245 



<210> 121 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (62) 
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<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (63) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 121 

Leu Pro Val Gin Asn Gly Cys Pro Glu Ser Ala Met Glu Met Asn Gly 
15 10 15 

Arg Ala Pro Cys Trp Glu Val Gly Leu Glu Glu Leu Ser Ser Arg Lys 
20 25 30 

Leu Thr Ala Gly Pro Gin Phe Pro Ser Glu Pro Gin Ala Pro Ala Pro 
35 40 45 

Ser Leu Phe Arg Gin Cys Leu Leu Trp Phe Cys Gly Met Xaa Xaa Gly 
50 55 60 

Gly Val Gly Ser Pro Pro Pro Leu Thr Gin Glu 
65 70 75 



<210> 122 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 122 

Met Ala Arg Ser Leu Leu lie lie Leu Gly Ala Asp Phe Thr Phe Pro 
15 10 15 

Thr Ser Phe Asn Cys Phe Gin Lys Met Asn Leu Ala Lys Lys Ser Arg 
20 25 30 

Gly Ser Phe Thr His Leu Leu Thr His Ser Trp Cys Leu Ser Leu Phe 
35 40 45 

Leu Lys Glu Ala Asp Gin Gly Leu Arg Glu Asn Asn Phe Asp Phe Ser 
50 55 60 

His Val Cys Pro Ser Lys Pro Pro Leu Trp Thr Asp Ser Pro Ser Val 
65 70 75 80 

Pro Gly Arg Asn Trp Asp Asn Pro Arg Thr Phe Leu Val Pro Ser Arg 
85 90 95 



<210> 123 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 123 
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Leu Gly Ala Phe Ser Trp Ser Pro Lys 
1 5 



<210> 124 

<211> 44 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (3) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 124 

Leu Lys Xaa He Thr He Cys Cys Leu Gin Lys Thr His Leu His Ser 
15 10 15 

Lys Gly Thr Glu Arg Met Lys Val Lys Gly Trp Glu Arg Val Tyr Trp 
20 25 30 

Gly Asn He Thr Glu Gly Asn Met Met Asn Leu Tyr 
35 40 



<210> 125 

<211> 77 

<212> PRT 

<213> Homo sapiens 

<400> 125 

Met Leu Leu Phe Phe Phe Phe Leu Leu Phe Phe Phe Phe Phe Phe Trp 
15 10 15 

Leu Val Leu Phe Gly He Phe Phe Phe Ser Phe Leu Lys Lys Met Phe 
20 25 30 

Ser Gly Asn Met Asn Lys His Thr Ala Asn Tyr Ser Gly Ala Gly Lys 
35 40 45 

Ala Gin Glu Leu Ala Thr Ser Gin Leu His Ser Trp Asp Gly Lys Pro 
50 55 60 

Cys Cys Glu Leu Leu Arg Leu Phe Thr Tyr Phe Thr Tyr 
65 70 75 



<210> 126 

<211> 26 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (3) 

<223> Xaa equals any of the naturally occurring L-amino acids 



<220> 
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<221> SITE 
<222> (5) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 126 

Met Leu Xaa Phe Xaa Phe Phe Leu Leu Phe Phe Phe Phe Phe Trp Trp 
15 10 15 

Cys Cys Leu Ala Phe Phe" Ser Phe Pro Phe 
20 25 



<210> 127 
<211> 40 
<212> PRT 

<213> Homo sapiens 
<400> 127 

Met Arg Arg Gin Thr Phe Met Ser lie Leu Val Phe Gin Cys Ser Pro 
15 10 15 

lie Ser Phe Gly Leu Cys lie Asn Lys Glu Arg Thr Val Val Ser Ser 
20 25 30 

Val He Thr Asp Asn Leu Cys Leu 
35 40 



<210> 128 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 128 

Met Lys Leu Thr Phe Ser Phe Pro Trp Phe Thr Leu Thr Ala Leu Gin 
1 5 10 15 

Leu Trp Ser Ala Thr Glu Cys Gin Ala Val Val Asp Thr Met He Ala 
20 25 30 

Val Trp Ser Glu Gly Lys Gly Thr Gly Val Ser Trp Glu Pro Trp Leu 
35 40 45 

Leu Gly Lys Leu Gin Ser Ser Ser Phe Leu 
50 55 



<210> 129 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 129 

Thr Leu Thr Ala Lys Thr 
1 5 



<210> 130 
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<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 130 

Leu Cys Val Ser His Pro Gly He Thr Cys Thr Pro Leu Trp Leu Cys 
15 10 15 

Val He Ser Gin Asn Met Glu Leu He Leu Met Phe Arg Arg Pro Lys 
20 25 30 

Leu Thr 



<210> 131 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (22) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (25) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (26) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 131 

Gin Asn Thr He Glu Cys Gly Ser Ser Thr Ala Gly Val Cys Cys Ser 
15 10 15 

Gin Leu Trp Arg Leu Xaa Val Gin Xaa Xaa Gly Thr Gly Arg Leu His 
20 25 30 

Val Trp Trp Gly Pro Ala Ser Trp Ser He Ala Ser Thr Phe Ser Leu 
35 40 45 

His Pro Tyr Val Val Glu Glu Ala Gly Glu Leu Ser Gly Val Ser Phe 
50 55 60 

Val Thr Pro Phe Leu Arg Leu Val His Ser His Asp Leu He Thr Ser 
65 * 70 75 80 

Gin Arg Pro Cys Leu Leu Thr Pro Leu Pro 
85 90 



<210> 132 
<211> 90 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> SITE 
<222> (31) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (57) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 132 

Met Pro Arg Ala Pro Trp Arg lie Pro Leu Cys Ala Leu Pro Thr Leu 
1 5 10 15 

Cys Leu Gly Ser Pro Leu Pro Ser Gin Pro Thr His Pro lie Xaa Tyr 
20 25 30 

Asp His Arg Ala Pro Thr Trp Lys Met Ala His Pro Gly Gly Pro Arg 
35 40 45 

Ser Ser His Ser Pro Arg Thr Trp Xaa Thr Pro Ser Ser Gin Thr Lys 
50 55 60 

Ala Ala Leu Pro Ala Gly Gly Ala Arg Asn Ser Pro Leu Gin Leu Cys 
65 70 75 80 

Thr Arg Ser Arg Phe Cys Gly Thr Pro Met 
85 90 



<210> 133 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<400> 133 

Met Ser Leu Cys Arg He Leu Gly Tyr Ser Phe Ser Ser Arg Leu Ser 
15 10 15 

Ser Leu He Leu Pro Leu Ala Val Phe His Tyr Cys Leu Ser Cys Pro 
20 25 30 

Leu His Phe Lys Leu Ser Phe Lys Tyr Leu Pro Phe Pro Ser Phe Pro 
35 40 45 

Phe Ser Ser Leu Pro Cys Pro Ala Leu Pro Cys Pro Ala Leu Pro Ser 
50 55 60 

Pro Pro Leu 
65 



<210> 134 

<211> 23 

<212> PRT 

<213> Homo sapiens 
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<400> 134 

Met Phe Leu Lys Ala Gin Trp Leu Tyr Ser Leu Leu Leu Asn Cys Leu 
1 5 10 15 

Leu Pro Glu Gly Thr Ser Ser 
20 



<210> 135 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 135 

Glu Ala Pro Trp Gin Phe Ser 
1 5 



<210> 136 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (60) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 136 

Ser Leu Leu Leu Ser Cys Cys Pro Leu Gly Asn Arg Ala Tyr Gly Ala 
1 5 10 15 

Thr Gly Ala Glu Val Ala Ser Arg Ala Ser Leu Glu Gly Ser Glu His 
20 25 30 

Ser Met Gin Arg Ser His Arg Glu Ala Gly Asn Gin Gly Pro Gly Arg 
35 40 45 

Ala Ala Ser Cys Ala Ser Pro Ala Phe Val Met Xaa Phe Ser Phe Phe 
50 55 60 

Thr His Cys Gin lie Cys Phe Leu Pro 
65 70 



<210> 137 

<211> 64 

<212> PRT 

<213> Homo sapiens 

<400> 137 

Arg Thr Leu Arg Met Ser Pro Ser Ala Phe Cys Tyr Ser Leu Thr Leu 
15 10 15 

Leu Ala Cys Trp Arg Ala Ala Trp He Pro Thr Cys Val Pro Arg Ala 
20 25 30 
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Ala Gly Glu Met Asp Ser Pro Gly Leu Ala Asp Gly His Trp Cys Ser 

35 40 45 

Gly Ala Ala Arg Arg Ser Pro His Tyr Val Ala Arg Ser Leu val Leu 

50 55 60 



<210> 138 
<211> 37 
<212> PRT 

<213> Homo sapiens 
<400> 138 

Leu Pro Trp Leu Pro Phe Phe Phe Ser Cys Leu Val Ser Thr Leu Pro 
15 10 15 

Ser Met Ser Val Ser Ala Phe Ser Leu Val Val Arg Gly Arg Arg Ala 
20 25 30 

Phe Thr Ser Val Arg 
35 



<210> 139 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 139 

Pro Leu Cys Leu Ala Leu Glu Leu Gly Trp Val Cys Leu Ser Ser Thr 
15 10 15 



<210> 140 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (43) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 140 

Met Ala Gly Gin Phe Arg Ser Tyr Val Trp Asp Pro Leu Leu lie Leu 
15 10 15 

Ser Gin lie Val Leu Met Gin Thr Val Tyr Tyr Gly Ser Leu Gly Leu 
20 25 30 



Trp Leu Ala Leu Val Asp Gly Leu Val Arg Xaa Ala Pro Arg Trp Thr 
35 40 45 
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Arg Cys Ser Thr Pro Arg Ser Trp Ala Phe Pro Pro Leu Gin Ala Gly 
50 55 60 

Ser Pro 
65 



<210> 141 
<211> 124 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (28) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 141 

Thr Gin He Pro Thr His He Ser Arg Tyr Thr Pro Leu His Ser Ser 
15 10 15 

Leu Gly Asn Arg Ala Arg Leu Arg Leu Lys Lys Xaa Lys He Lys Tyr 
20 25 30 

Ala Tyr Leu Cys Pro Pro Ser Leu Lys Gin Leu Leu Asn Tyr Ala Val 
35 40 45 

He Asn Gly Leu Ser Ser Ala Asn Tyr Phe Cys Leu Tyr Thr Lys Val 
50 55 60 

Pro Gin Ala Met Leu Leu Leu Ala Ser Gly Leu Ser Ser Ala Phe Pro 
65 70 75 80 

Tyr Asp Ser Leu Gly Phe Thr Leu Ser Met Leu Leu Phe Phe Glu Arg 
85 90 95 

Asn Lys Ser Arg Val Glu Val Leu Ala Lys Glu Pro Ser Ala Pro Ser 
100 105 HO 

Ser Tyr Trp Asp Ser Glu Asn Arg Gly Cys Gin Leu 
115 120 



<210> 142 
<211> 214 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (199) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (206) 

<223> Xaa equals any of the naturally occurring L-amino acids 
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<220> 

<221> SITE 
<222> (214) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 142 

Met Leu Gly Ala Arg Ala Trp Leu Gly Arg Val Leu Leu Leu Pro Arg 
15 10 15 

Ala Gly Ala Gly Leu Ala Ala Ser Arg Arg Cys Pro Gly Val Trp Pro 
20 25 30 

Arg Thr Trp Pro His Arg Ser Pro Ser Arg Gly Ser Ser Ser Arg Asp 
35 40 45 

Lys Asp Arg Ser Ala Thr Val Ser Ser Ser Val Pro Met Pro Ala Gly 
50 55 60 

Gly Lys Gly Ser His Pro Ser Ser Thr Pro Gin Arg Val Pro Asn Arg 
65 70 75 80 

Leu lie His Glu Lys Ser Pro Tyr Leu Leu Gin His Ala Tyr Asn Pro 
85 90 95 

Val Asp Trp Tyr Pro Trp Gly Gin Glu Ala Phe Asp Lys Ala Arg Lys 
100 105 110 

Glu Asn Lys Pro lie Phe Leu Ser Val Gly Tyr Ser Thr Cys His Trp 
115 120 125 

Cys His Met Met Glu Glu Glu Ser Phe Gin Asn Glu Glu lie Gly Arg 
130 135 140 

Leu Leu Ser Glu Asp Phe Val Ser Val Lys Val Asp Arg Glu Glu Arg 
145 150 155 160 

Pro Asp Val Asp Lys Val Tyr Met Thr Phe Val Gin Ala Thr Ser Ser 
165 170 175 

Gly Gly Gly Trp Pro Met Asn Val Trp Leu Thr Pro Asn Leu Gin Pro 
180 185 190 

Phe Val Gly Gly Thr lie Xaa Leu Leu Lys Asp Gly Leu Xaa Arg Val 
195 200 205 

Gly Ser Ala Gin Cys Xaa 
210 



<210> 143 

<211> 43 

<212> PRT 

<213> Homo sapiens 



<400> 143 

Met Leu Gly Ala Arg Ala Trp Leu Gly Arg Val Leu Leu Leu Pro Arg 
15 10 15 
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Ala Gly Ala Gly Leu Ala Ala Ser 
20 

Ser Arg Leu Asn Ser Leu Arg Ser 
35 40 



Arg Arg Ser Ala Cys Ser Pro Thr 
25 30 

Leu He Pro 



<210> 144 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 144 

Ser Lys Ser Asn Pro Lys Pro Arg Cys Gin Lys Gly Thr Pro Trp Val 
1 5 10 15 

He Arg Pro His Phe His Ser Asp Gly Val Ala Ser Ser Lys Thr Gly 
20 25 30 

Leu Thr Val Phe Gin Met Ser Gly Leu Gin Ala Pro He Pro Ser Arg 
35 40 45 

Cys Ser Ala Ala Ala Leu He Leu Arg Gly Gly Leu Pro Cys Thr Pro 
50 55 60 

Leu Glu Ala Phe His Trp Gly Asn Cys Leu Pro Gly Ser Ala Leu Arg 
65 70 75 80 

He Arg He Ala Lys Ala Gly Gin Ser Leu Pro Gin Gly Cys Ser Thr 
85 90 95 

Gly Gin Ala 



<210> 145 
<211> 60 
<212> PRT 

<213> Homo sapiens 
<400> 145 

Met Arg Lys Trp Gly Leu Met Lys Leu He Ala Ser Met Met Gin Pro 
1 5 10 15 

Val Leu Leu Glu Leu Leu Ser Val Trp Arg Lys Glu Gly Arg Asp Ser 
20 25 30 

Arg Asn He His Asp Ser His Ser Met Tyr Val Leu Arg Lys Arg Leu 
35 40 45 

Ser Gly Ser Trp Leu Gin Gin Val Cys Thr Leu Leu 
50 55 60 



<210> 146 
<211> 101 
<212> PRT 
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<213> Homo sapiens 
<400> 146 

Val Asp Pro Arg Val Arg Thr Ser Ser Arg Ser Arg Ala Ala Ala Leu 
15 10 15 

Phe Glu Cys Phe Leu Met Val Phe Leu Leu Lys Cys Gin Val Asn Asn 
20 25 30 

Phe Asn Pro lie Gin Gin Tyr Ser Leu Phe Pro Leu Lys Ser Ser Gly 
35 40 45 

Thr Cys Ser lie Ser Leu Phe Cys Met Arg Gly Leu Tyr Phe Cys Leu 
50 55 60 

Gly Val Val lie Cys Thr His Ala lie Leu Leu Lys Pro Ser Cys Leu 
65 70 75 80 

Val Leu Phe Leu Glu Ser Phe Phe Phe Pro Val Leu Met Tyr Ala Gly 
85 90 95 

Phe Gly Asn Ser Ser 
100 



<210> 147 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 147 

Met His Cys Cys Gin Leu Pro Trp Arg Cys Ala Gin Ala Pro Gin Glu 
15 10 15 

Ala Phe Leu Leu Cys Leu Leu Phe Leu lie Leu Val Leu Val Leu Leu 
20 25 30 

Gly Cys Ser Arg Gly Leu Pro Gly His Thr Pro Trp Arg Leu His Pro 
35 40 45 

Ala Ala Ala Ala Leu Leu Ala Pro Leu Leu His Asp Ala Leu Gly Ala 
50 55 60 

Cys Gly Phe Gin Gly Pro Glu Tyr Leu Leu Pro Cys Leu Leu Pro Leu 
65 70 75 80 

Pro Lys Pro Gly. Gin Leu Gin Gly Pro Trp Gly Pro Leu Trp Ala Leu 
85 90 95 

Leu Pro 



<210> 148 

<211> 22 

<212> PRT 

<213> Homo sapiens 
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<400> 148 

Leu Pro Arg Pro Cys Ala Pro Ser Pro Val Trp Arg Gin Val Gly Arg 
X 5 10 15 

Glu Glu Ala Ser Leu Leu 
20 



<210> 149 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (9) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 149 

Cys Ala Val Arg Phe Arg Glu Gin Xaa Ala Pro Glu Arg Val Phe Leu 
15 10 15 

Pro Thr Arg Gly Arg Lys Ser Glu Pro 
20 25 



<210> 150 
<211> 886 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (26) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (216) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (234) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (275) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> .SITE 
<222> (871) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 150 

Met Ala Ala Arg Gly Arg Gly Leu Leu Leu Leu Thr Leu Ser Val Leu 
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10 



15 



Leu Ala Ala Gly Pro Ser Ala Ala Ala Xaa Lys Leu Asn lie Pro Lys 

20 25 J 30 

Val Leu Leu Pro Phe Thr Arg Ala Thr Arg Val Asn Phe Thr Leu Glu 
35 40 45 

Ala Ser Glu Gly Cys Tyr Arg Trp Leu Ser Thr Arg Pro Glu Val Ala 
50 55 60 

Ser lie Glu Pro Leu Gly Leu Asp Glu Gin Gin Cys Ser Gin Lys Ala 
65 70 75 80 

Val Val Gin Ala Arg Leu Thr Gin Pro Ala Arg Leu Thr Ser He He 
85 90 95 

Phe Ala Glu Asp He Thr Thr Gly Gin Val Leu Arg Cys Asp Ala He 
100 105 110 

Val Asp Leu He His Asp He Gin lie Val Ser Thr Thr Arg Glu Leu 
115 120 125 

Tyr Leu Glu Asp Ser Pro Leu Glu Leu Lys He Gin Ala Leu Asp Ser 
130 135 140 

Glu Gly Asn Thr Phe Ser Thr Leu Ala Gly Leu Val Phe Glu Trp Thr 
145 150 155 160 

lie Val Lys Asp Ser Glu Ala Asp Arg Phe Ser Asp Ser His Asn Ala 
165 170 175 

Leu Arg He Leu Thr Phe Leu Glu Ser Thr Tyr He Pro Pro Ser Tyr 
180 185 190 

lie Ser Glu Met Glu Lys Ala Ala Lys Gin Gly Asp Thr He Leu Val 
195 200 205 

Ser Gly Met Lys Thr Gly Ser Xaa Lys Leu Lys Ala Arg lie Gin Glu 
210 215 220 

Ala Val Tyr Lys Asn Val Arg Pro Ala Xaa Val Arg Leu Leu He Leu 
225 230 235 240 

Glu Asn lie Leu Leu Asn Pro Ala Tyr Asp Val Tyr Leu Met Val Gly 
245 250 255 

Thr Ser lie His Tyr Lys Val Gin Lys He Arg Gin Gly Lys lie Thr 
260 265 270 

Glu Leu Xaa Met Pro Ser Asp Gin Tyr Glu Leu Gin Leu Gin Asn Ser 
275 280 285 

lie Pro Gly Pro Glu Gly Asp Pro Thr Arg Pro Val Ala Val Leu Ala 
290 295 300 



Gin Asp Thr Ser Met Val Thr Ala Leu Gin Leu Gly Gin Ser Ser Leu 
305 310 315 320 
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Val Leu Gly His Arg Ser He Arg Met Gin Gly Ala Ser Arg Leu Pro 
325 330 335 

Asn Ser Thr He Tyr Val Val Glu Pro Gly Tyr Leu Gly Phe Thr Val 
340 345 350 

His Pro Gly Asp Arg Trp Val Leu Glu Thr Gly Arg Leu Tyr Glu He 
355 360 365 

Thr He Glu Val Phe Asp Lys Phe Ser Asn Lys Val Tyr Val Ser Asp 
370 375 380 

Asn He Arg He Glu Thr Val Leu Pro Ala Glu Phe Phe Glu Val Leu 
385 " 390 395 400 

Ser Ser Ser Gin Asn Gly Ser Tyr His Arg He Arg Ala Leu Lys Arg 
405 410 415 

Gly Gin Thr Ala He Asp Ala Ala Leu Thr Ser Val Val Asp Gin Asp 
420 425 430 

Gly Gly Val His He Leu Gin Val Pro Val Trp Asn Gin Gin Glu Val 
435 440 445 

Glu He His He Pro He Thr Leu Tyr Pro Ser He Leu Thr Phe Pro 
450 455 460 

Trp Gin Pro Lys Thr Gly Ala Tyr Gin Tyr Thr He Arg Ala His Gly 
465 470 475 480 

Gly Ser Gly Asn Phe Ser Trp Ser Ser Ser Ser His Leu Val Ala Thr 
4 85 490 495 

Val Thr Val Lys Gly Val Met Thr Thr Gly Ser Asp He Gly Phe Ser 
500 505 510 

Val He Gin Ala His Asp Val Gin Asn Pro Leu His Phe Gly Glu Met 
515 520 525 

Lys Val Tyr Val He Glu Pro His Ser Met Glu Phe Ala Pro Cys Gin 
530 535 540 

Val Glu Ala Arg Val Gly Gin Ala Leu Glu Leu Pro Leu Arg He Ser 
545 550 555 560 

Gly Leu Met Pro Gly Gly Ala Ser Glu Val Val Thr Leu Ser Asp Cys 
565 570 575 

Ser His Phe Asp Leu Ala Val Glu Val Glu Asn Gin Gly Val Phe Gin 
580 585 590 

Pro Leu Pro Gly Arg Leu Pro Pro Gly Ser Glu His Cys Ser Gly Val 
595 600 605 

Arg Val Lys Ala Glu Ala Gin Gly Ser Thr Thr Leu Leu Val Ser Tyr 
610 615 620 
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Arg His Gly His Val His Leu Ser Ala Lys He Thr He Ala Ala Tyr 
625 630 635 640 

Leu Pro Leu Lys Ala Val Asp Pro Ser Ser Val Ala Leu Val Thr Leu 
645 650 655 

Gly Ser Ser Lys Glu Met Leu Phe Glu Gly . Gly Pro Arg Pro Trp He 
660 665 670 

Leu Glu Pro Ser Lys Phe Phe Gin Asn Val Thr Ala Glu Asp Thr Asp 
675 680 685 

Ser He Gly Leu Ala Leu Phe Ala Pro His Ser Ser Arg Asn Tyr Gin 
690 695 700 

Gin His Trp He Leu Val Thr Cys Gin Ala Leu Gly Glu Gin Val He 
705 710 715 720 

Ala Leu Ser Val Gly Asn Lys Pro Ser Leu Thr Asn Pro Phe Pro Ala 
725 730 735 

Val Glu Pro Ala Val Val Lys Phe Val Cys Ala Pro Pro Ser Arg Leu 
740 745 750 

Thr Leu Val Pro Val Tyr Thr Ser Pro Gin Leu Asp Met Ser Cys Pro 
755 760 765 

Leu Leu Gin Gin Asn Lys Gin Val Val Pro Val Ser Ser His Arg Asn 
770 775 780 

Pro Leu Leu Asp Leu Ala Ala Tyr Asp Gin Glu Gly Arg Arg Phe Asp 
785 790 795 800 

Asn Phe Ser Ser Leu Ser He Gin Trp Glu Ser Thr Arg Pro Val Leu 
805 810 815 

Ala Ser He Glu Pro Glu Leu Pro Met Gin Leu Val Ser Gin Asp Asp 
820 . 825 830 

Glu Ser Gly Gin Lys Lys Leu His Gly Leu Gin Ala He Leu Val His 
835 840 845 

Glu Ala Ser Gly Thr Thr Ala Ser Leu Pro Leu Pro Leu Ala Thr Arg 
850 855 860 

Ser Pro Thr Ser Ala Leu Xaa Glu Gin Ser Ser Arg Met Thr Leu Trp 
865 870 875 880 

Cys Leu Cys Arg Pro Pro 
885 



<210> 151 
<211> 498 
<212> PRT 

<213> Homo sapiens 



<220> 
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<221> SITE 
<222> (il) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (20) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (398) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 151 

Glu Ala Leu Gly Gly Arg Cys Leu Trp Glu Xaa Pro Val Thr Phe Thr 
15 10 15 

Val His Phe Xaa Asp Asn Ser Gly Asp Val Phe His Ala His Ser Ser 
20 25 30 

Val Leu Asn Phe Ala Thr Asn Arg Asp Asp Phe Val Gin He Gly Lys 
35 40 45 

Gly Pro Thr Asn Asn Thr Cys Val Val Arg Thr Val Ser Val Gly Leu 
50 55 60 

Thr Leu Leu Arg Val Trp Asp Ala Glu His Pro Gly Leu Ser Asp Phe 
65 70 75 80 

Met Pro Leu Pro Val Leu Gin Ala He Ser Pro Glu Leu Ser Gly Ala 
85 90 95 

Met Val Val Gly Asp Val Leu Cys Leu Ala Thr Val Leu Thr Ser Leu 
100 105 110 

Glu Gly Leu Ser Gly Thr Trp Ser Ser Ser Ala Asn Ser He Leu His 
115 120 125 

He Asp Pro Lys Thr Gly Val Ala Val Ala Arg Ala Val Gly Ser Val 
130 135 140 

Thr Val Tyr Tyr Glu Val Ala Gly His Leu Arg Thr Tyr Lys Glu Val 
145 150 155 160 

Val Val Ser Val Pro Gin Arg He Met Ala Arg His Leu His Pro He 
165 170 175 

Gin Thr Ser Phe Gin Glu Ala Thr Ala Ser Lys Val He Val Ala Val 
180 185 190 

Gly Asp Arg Ser Ser Asn Leu Arg Gly Glu Cys Thr Pro Thr Gin Arg 
195 200 205 

Glu Val He Gin Ala Leu His Pro Glu Thr Leu He Ser Cys Gin Ser 
210 215 220 

Gin Phe Lys Pro Ala Val Phe Asp Phe Pro Ser Gin Asp Val Phe Thr 
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225 



230 



235 



240 



Val Glu Pro Gin Phe Asp Thr Ala Leu Gly Gin Tyr Phe Cys Ser lie 
245 250 255 

Thr Met His Arg Leu Thr Asp Lys Gin Arg Lys His Leu Ser Met Lys 
260 265 270 

Lys Thr Ala Leu Val Val Ser Ala Ser Leu Ser Ser Ser His Phe Ser 
275 280 285 

Thr Glu Gin Val Gly Ala Glu Val Pro Phe Ser Pro Gly Leu Phe Ala 
290 295 300 

Asp Gin Ala Glu lie Leu Leu Ser Asn His Tyr Thr Ser Ser Glu lie 
305 310 315 320 

Arg Val Phe Gly Ala Pro Glu Val Leu Glu Asn Leu Glu Val Lys Ser 
325 330 335 

Gly Ser Pro Ala Val Leu Ala Phe Ala Lys Glu Lys Ser Phe Gly Trp 
340 345 350 

Pro Ser Phe lie Thr Tyr Thr Val Gly Val Leu Asp Pro Ala Ala Gly 
355 360 365 

Ser Gin Gly Pro Leu Ser Thr Thr Leu Thr Phe Ser Ser Pro Val Thr 
370 375 380 

Asn Gin Ala He Ala He Pro Val Thr Val Ala Phe Val Xaa Asp Arg 
385 390 395 400 

Arg Gly Pro Gly Pro Tyr Gly Ala Ser Leu Phe Gin His Phe Leu Asp 
405 410 415 

Ser Tyr Gin Val Met Phe Phe Thr Leu Phe Ala Leu Leu Ala Gly Thr 
420 425 430 

Ala Val Met He He Ala Tyr His Thr Val Cys Thr Pro Arg Asp Leu 
435 440 445 

Ala Val Pro Ala Ala Leu Thr Pro Arg Ala Ser Pro Gly His Ser Pro 
450 455 460 

His Tyr Phe Ala Ala Ser Ser Pro Thr Ser Pro Asn Ala Leu Pro Pro 
465 470 475 480 

Ala Arg Lys Ala Ser Pro Pro Ser Gly Leu Trp Ser Pro Ala Tyr Ala 
485 490 495 



Ser His 



<210> 152 

<211> 29 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> SITE 
<222> (26) 

<223> Xaa equals any of the naturally occurring L-ammo acids 
<220> 

<221> SITE 
<222> (29) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 152 

Met Tyr Val Trp Val Ser Gly Ala Leu Val Leu Val Leu Ser Pro His 
1 5 10 15 

Pro Ala Ser Arg Thr Leu Cys Leu Met Xaa Gin Ala Xaa 
20 25 



<210> 153 

<211> 80 

<212> PRT 

<213> Homo sapiens 

<400> 153 

Pro His Cys Ala Ser Arg Ala Val Pro Tyr Pro Pro Gly Pro Ala Ala 
15 10 15 

Ala Ala Phe Pro Arg Gin Gly Leu Gin Leu Ala Thr Thr Cys Gly His 
20 25 30 

Ser Ser Asp Pro Ala Cys Phe Gly Gin Cys Pro Cys His Leu Cys Ala 
35 40 45 

Asn His Pro Gly Tyr Leu Trp Ser Tyr Arg Val His Leu Ser Pro Gin 
50 55 60 

Pro His Leu His Pro Pro Gin His Leu Leu Pro Pro His Cys Thr Leu 
65 70 75 80 



<210> 154 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 154 

Met Trp Arg Trp Leu Ser Ser Phe Trp Leu Leu 
15 10 



<210> 155 
<211> 11 
<212> PRT 

<213> Homo sapiens 
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<400> 155 

Met Trp Arg Trp Leu Ser Ser Phe Trp Leu Leu 
15 10 



<210> 156 

<211> 64 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 

<222> (7) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 

<222> (27) 

<223> Xaa equals any of the naturally occurring L-amino acids 



<400> 156 

Ser Trp Val lie Val Val Xaa He 
1 5 

Gly Val Pro Phe Cys Lys Ser Tyr 
20 

Thr His His Ala Ala Tyr Asn Ser 

35 40 

Leu Gly Asn Ser Pro Cys Pro Val 
50 55 



Trp Gly Tyr Leu Leu Glu Gly His 
10 15 

Gly Pro Xaa Pro Trp Lys Leu His 
25 30 

Gly Ser Ser Gin Val Tyr Arg He 
45 

Leu He His Cys Ser Phe Ser Gly 
60 



<210> 157 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (9) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (14) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 157 

Trp Lys Gly Leu Leu Glu Gly Ser Xaa Glu Ala Thr Met Xaa 
15 10 
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<210> 158 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (66) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 158 

Pro Leu Gly Arg Glu Pro Leu Ala Gly Phe Leu Ser Phe Leu Ser Phe 
1 5 10 15 

Ser Leu Leu Trp Cys Leu Glu Ala Phe Pro Arg Leu Gin Phe Leu Thr 
20 25 30 

Thr Leu Thr Asp Phe Ala lie Val Leu Ser Pro Pro Leu Ser Phe Pro 
35 40 45 

Lys Leu Thr Leu Trp Arg Leu He Lys Arg Lys Asn His Arg Pro Gly 
50 55 60 

Ala Xaa Leu Thr Pro Arg Arg Arg Ala Asn His Leu Arg Cys Gly Val 
65 70 75 80 

Arg Asp Gin Pro Asp Gin Asn Arg Glu Thr Pro Ser Leu Leu Asn Asn 
85 90 95 

Thr Lys Leu Ala Gly Arg Gly Gly Ala Arg Leu 
100 105 



<210> 159 
<211> 48 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (15) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (29) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 159 

Met Lys Pro Pro Pro Leu Phe Phe Phe Leu Lys He Val Leu Xaa He 
15 10 15 

Trp Gly Pro Leu Trp Phe His Met Asn Phe Arg Phe Xaa Phe Ser He 
20 25 30 



Ser Met Lys Asn Ala He Gly He Leu He Gly He Ala Leu Asn Leu 
35 40 45 
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<210> 160 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<400> 160 

Thr Leu Phe Val Ser Tyr Gin Leu Ser Asn Pro Gin Tyr Ser Ser Phe 
1 5 10 15 

lie Ser Gin Asn Arg Lys Leu Lys Gin Arg Glu Glu Lys Leu His Glu 
20 25 30 

Arg Phe Tyr Thr Ala Val Arg Ser Leu Asn Trp lie Leu Asn Leu Ala 
35 40 45 

Phe Trp Leu Glu Ser Pro Ser Phe Tyr Gin Leu Cys lie Ala Val Arg 
50 55 60 

Val Asp Ser Pro Trp Lys Gly Lys Ser 
65 70 



<210> 161 
<211> 161 
<212> PRT 
<213> Homo sapiens 

<400> 161 

Met Leu Ser Ser Leu Gly Cys Leu Leu Leu Cys Gly Ser lie Thr Leu 
15 10 15 

Ala Leu Gly Asn Ala Gin Lys Leu Pro Lys Gly Lys Arg Pro Asn Leu 
20 25 30 

Lys Val His lie Asn Thr Thr Ser Asp Ser lie Leu Leu Lys Phe Leu 
35 40 45 

Arg Pro Ser Pro Asn Val Lys Leu Glu Gly Leu Leu Leu Gly Tyr Gly 
50 55 60 

Ser Asn Val Ser Pro Asn Gin Tyr Phe Pro Leu Pro Ala Glu Gly Lys 
65 70 75 80 

Phe Thr Glu Ala lie Val Asp Ala Glu Pro Lys Tyr Leu He Val Val 
85 90 95 

Arg Pro Ala Pro Pro Pro Ser Gin Lys Lys Ser Cys Ser Gly Lys Thr 
100 105 110 

Arg Ser Arg Lys Pro Leu Gin Leu Val Val Gly Thr Leu Thr Pro Ser 
115 120 125 

Ser Val Phe Leu Ser Trp Gly Phe Leu lie Asn Pro His His Asp Trp 
130 135 140 
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Thr Leu Pro Ser His Cys Pro Asn Asp Arg Phe Tyr Thr He Arg Tyr 
145 150 155 160 

Arg 



<210> 162 
<211> 181 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (80) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (151) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (162) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 162 

Pro Lys Thr Ser Pro Ser Pro Glu Val Ser Tyr Thr Thr Pro Ala Pro 
1 5 10 15 

Lys Asp Val Leu Leu Pro His Lys Pro Tyr Pro Glu Val Ser Gin Ser 
20 25 30 

Glu Pro Ala Pro Leu Glu Thr Arg Gly He Pro Phe He Pro Met He 
35 40 45 

Ser Pro Ser Pro Ser Gin Glu Glu Leu Gin Thr Thr Leu Glu Glu Thr 
50 55 60 

Asp Gin Ser Thr Gin Glu Pro Phe Thr Thr Lys He Pro Arg Thr Xaa 
65 70 75 80 

Glu Leu Ala Lys Thr Thr Gin Ala Pro His Arg Phe Tyr Thr Thr Val 
85 90 95 

Arg Pro Arg Thr Ser Asp Lys Pro His He Arg Pro Val Leu Asn Arg 
100 105 HO 

Thr Thr Thr Arg Pro Thr Arg Pro Lys Pro Ser Gly Met Pro Ser Gly 
115 120 125 

Asn Gly Val Gly Thr Gly Val Lys Gin Ala Pro Arg Pro Ser Gly Ala 
130 135 140 

Asp Arg Asn Val Ser Val Xaa Ser Thr His Pro Thr Lys Lys Pro Gly 
145 " 150 155 160 
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Thr Xaa Arg Pro Pro Leu Pro Pro Ser Arg Arg Gly Arg Glu Phe Pro 
165 170 175 

Gly Arg Arg Ala His 
180 



<210> 163 
<211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 163 

Met lie Ser Cys Leu Cys Asn Phe lie Ala His Cys Val Ala Leu Val 
1 5 10 15 

Met Arg Thr Cys Met Leu Val Val Ser Ser Asn Phe Ala Pro Ser Phe 
20 25 30 

Leu 



<210> 164 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 164 

He Lys Thr Val Phe Leu Gly Gin Arg Tyr Thr Asp Pro Asn Phe He 
15 10 15 

Ala Val Val Phe He His Leu Pro He Asp He Leu Lys Ala Pro Ala 
20 25 30 

Arg Pro Gly Thr Val Ala His Ala Cys Asn Leu Ser Thr Leu Val Gly 
35 40 45 

Arg Gly Gly Arg He Thr Arg Ser Arg Asp Gin Asp His Pro Gly Gin 
50 55 60 

Arg Gly Glu Thr Leu Ser Leu Leu Lys He Gin Lys Leu Ala Gly His 
65 70 75 80 

Gly Gly Ala Arg Leu 
85 



<210> 165 
<211> 126 ' 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (119) 

<223> Xaa equals any of the naturally occurring L-amino acids 
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<400> 165 

Met Ser Pro Trp Leu Leu Leu Leu Leu Val Val Gly Ser Trp Leu Leu 
15 10 15 

Ala Arg lie Leu Ala Trp Thr Tyr Ala Phe Tyr Asn Asn Cys Arg Arg 
20 25 30 

Leu Gin Cys Phe Pro Gin Pro Pro Lys Arg Asn Trp Phe Trp Gly His 
35 40 45 

Leu Gly Leu lie Thr Pro Thr Glu Glu Gly Leu Lys Asp Ser Thr Gin 
50 55 60 

Met Ser Ala Thr Tyr Ser Gin Gly Phe Thr Val Trp Leu Gly Pro lie 
65 70 75 80 

He Pro Phe He Val Leu Cys His Pro Asp Thr He Arg Ser He Thr 
85 90 95 

Asn Ala Ser Ala Ala He Ala Pro Lys Asp Asn Leu Phe He Arg Phe 
100 105 110 



Leu Lys Pro Trp Leu Gly Xaa Arg Asp Thr Ala Glu Trp Arg 
115 120 125 



<210> 166 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 166 

Leu Val He Gly Gly Trp Gly Gin Arg Arg Leu Tyr Arg 
1 5 10 



<210> 167 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 167 

Met Asn His Leu Ser He Ser He Ala Leu Phe Leu Leu Cys Cys Val 
15 10 15 

His Leu Ser Leu Gly Leu Ser Val Phe Pro Phe Gin Glu Asp Arg Ser 
20 25 30 

Val 



<210> 168 
<211> 132 
<212> PRT 
<213> Homo sapiens 
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<220> 

<221> SITE 
<222> (70) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 168 

Ser Phe Arg Thr Ala Pro Arg Gly Pro His Val Lys Glu Ser His Ala 
15 10 15 

Ser Gly Leu Leu Ser Asn Gin lie Asn Leu Gin Ser Phe Asp Phe Lys 
20 25 30 

Arg Met Leu Leu Cys Arg Leu Asn lie Thr Gly Leu Cys Trp Gly Pro 
35 40 45 

Lys Arg Thr Arg Cys Ala Leu Gly Gly Gin Thr Gly Leu Gin His His 
50 55 60 

Pro Ser Asn Glu Lys Xaa Arg His Ser Gly Lys Glu Asp Leu Phe Leu 
65 70 75 80 

Ser lie Cys Leu Gly Trp Gly Thr Thr Val Asn Met Ala Cys Asn Asn 
85 90 95 

Gin Arg Gly Arg Gly Tyr Gin Thr Gin Arg Asn Ser Ser Pro Val Tyr 
100 105 110 

Gin Glu Glu Leu Leu Phe Phe Cys Thr Ser Leu Phe Ser Arg Leu Phe 
115 120 125 

Ser Leu Lys Gly 
130 



<210> 169 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<400> 169 

Met Ala Gly Asn lie Gin Ala Val 
1 5 

Leu lie Val Pro Leu Leu Leu Cys 
20 

Pro Phe Asp Val Asn Lys Ala Lys 
35 40 

Lys Lys Lys Lys Lys Lys Lys Lys 
50 55 

Lys Lys Lys Lys Lys Lys Lys Lys 
65 70 



Glu Thr Gly Tyr Val Leu lie Cys 
10 15 

Gly Leu Arg Glu Gly Gin Glu Val 
25 30 

Tyr Leu Pro Thr Phe Leu Lys Lys 
45 

Lys Lys Lys Lys Lys Lys Lys Lys 
60 

He 



<210> 170 
<211> 53 
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<212> PRT 

<213> Homo sapiens 

<400> 170 

Met Arg He Pro Val Phe Pro Lys Gin Leu Met Phe Thr Gly Leu Val 
15 10 15 

Phe Leu Leu Leu Leu Ser Lys Asp Glu Gly He His Asn Arg Leu Ser 
20 25 30 

Leu Glu Asn Thr Asn Asp Gly Gin Leu Phe Gly Val He Asn Glu Leu 
35 40 45 

Ala Thr Thr Leu Met 
50 



<210> 171 
<211> 344 
<212> PRT 
<213> Homo sapiens 

<400> 171 

Asp Gly Pro Arg Ser Lys Pro Gin Pro Lys Asp Asn Gly Asp Val Cys 
1 5 10 15 

Gin Asp Cys He Gin Met Val Thr Asp He Gin Thr Ala Val Arg Thr 
20 25 30 

Asn Ser Thr Phe Val Gin Ala Leu Val Glu His Val Lys Glu Glu Cys 
35 40 45 

Asp Arg Leu Gly Pro Gly Met Ala Asp He Cys Lys Asn Tyr He Ser 
50 55 60 

Gin Tyr Ser Glu He Ala He Gin Met Met Met His Met Gin Asp Gin 
65 70 75 80 

Gin Pro Lys Glu He Cys Ala Leu Val Gly Phe Cys Asp Glu Val Lys 
85 90 95 

Glu Met Pro Met Gin Thr Leu Val Pro Ala Lys Val Ala Ser Lys Asn 
100 105 HO 

Val He Pro Ala Leu Glu Leu Val Glu Pro He Lys Lys His Glu Val 
115 120 125 

Pro Ala Lys Ser Asp Val Tyr Cys Glu Val Cys Glu Phe Leu Val Lys 
130* 135 140 

Glu Val Thr Lys Leu He Asp Asn Asn Lys Thr Glu Lys Glu He Leu 
145 150 155 160 

Asp Ala Phe Asp Lys Met Cys Ser Lys Leu Pro Lys Ser Leu Ser Glu 
165 170 175 

Glu Cys Gin Glu Val Val Asp Thr Tyr Gly Ser Ser He Leu Ser He 
180 185 190 
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Leu Leu Glu Glu Val Ser Pro Glu Leu Val Cys Ser Met Leu His Leu 
195 200 205 

Cys Ser Gly Thr Arg Leu Pro Ala Leu Thr Val His Val Thr Gin Pro 
210 215 220 

Lys Asp Gly Gly Phe Cys Glu Val Cys Lys Lys Leu Val Gly Tyr Leu 
225 230 235 240 

Asp Arg Asn Leu Glu Lys Asn Ser Thr Lys Gin Glu lie Leu Ala Ala 
245 250 255 

Leu Glu Lys Gly Cys Ser Phe Leu Pro Asp Pro Tyr Gin Lys Gin Cys 
260 265 270 

Asp Gin Phe Val Ala Glu Tyr Glu Pro Val Leu He Glu He Leu Val 
275 280 285 

Glu Val Met Asp Pro Ser Phe Val Cys Leu Lys He Gly Ala Cys Pro 
290 295 300 

Ser Ala His Lys Pro Leu Leu Gly Thr Glu Lys Cys He Trp Gly Pro 
305 310 315 320 

Ser Tyr Trp Cys Gin Asn Thr Glu Thr Ala Ala Gin Cys Asn Ala Val 
325 330 335 

Glu His Cys Lys Arg His Val Trp 
340 



<210> 172 
<211> 345 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (268) 

<223> Xaa equals stop translation 
<220> 

<221> SITE 
<222> (317) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (323) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 172 

Asn Gly Pro Leu Thr Phe His Pro Arg Gin Ala Pro Glu Gly Ala Leu 
15 10 15 



Cys Gin Asp Cys Val Arg Gin Val Ser Arg Leu Gin Glu Ala Val Arg 
20 25 . 30 
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Ser Asn Leu Thr Leu Ala Asp Leu Asn lie Gin Glu Gin Cys Glu Ser 
35 40 45 

Leu Gly Pro Gly Leu Ala Val Leu Cys Lys Asn Tyr Leu Phe Gin Phe 
50 55 60 

Phe Val Pro Ala Asp Gin Ala Leu Arg Leu Leu Pro Pro Gin Glu Leu 
65 70 75 80 

Cys Arg Lys Gly Gly Phe Cys Glu Glu Leu Gly Ala Pro Ala Arg Leu 
85 90 95 

Thr Gin Val Val Ala Met Asp Gly Val Pro Ser Leu Glu Leu Gly Leu 
100 105 110 

Pro Arg Lys Gin Ser Glu Met Gin Met Lys Ala Gly Val Thr Cys Glu 
115 120 125 

Val Cys Met Asn Val Val Gin Lys Leu Asp His Trp Leu Met Ser Asn 
130 135 140 

Ser Ser Glu Leu Met He Thr His Ala Leu Glu Arg Val Cys Ser Val 
145 150 155 160 

Met Pro Ala Ser He Thr Lys Glu Cys He He Leu Val Asp Thr Tyr 
165 170 175 

Ser Pro Ser Leu Val Gin Leu Val Ala Lys He Thr Pro Glu Lys Val 
180 185 190 

Cys Lys Phe lie Arg Leu Cys Gly Asn Arg Arg Arg Ala Arg Ala Val 
195 200 205 

His Asp Ala Tyr Ala He Val Pro Ser Pro Glu Trp Asp Ala Glu Asn 
210 215 220 

Gin Gly Ser Phe Cys Asn Gly Cys Lys Arg Leu Leu Thr Val Ser Ser 
225 230 235 240 

His Asn Leu Glu Ser Lys Ser Thr Lys Arg Asp He Leu Val Ala Phe 
245 250 255 

Lys Gly Gly Cys Ser He Leu Pro Leu Pro lie Xaa Ser Lys Cys Lys 
260 265 270 

His Phe Arg His Pro lie Arg Ser Pro Cys Ser Leu Arg Val Ser Lys 
275 280 285 

Asp Met Met Gly Pro Arg Gly Cys Val Gin Glu Gly Gly Gly Pro Gly 
290 295 300 

Thr Ala Pro Arg Pro His Leu Leu Gly Thr Asp Gin Xaa Gly Leu Ala 
305 310 315 320 

Gin Ala Xaa Gly Ala Arg Thr Lys Lys Ala Ala Ser Phe Gly Asn Ala 
325 330 335 
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Leu Gin His Trp Gin Lys His Gly Trp 
340 345 



<210> 173 
<211> 822 
<212> PRT 

<213> Homo sapiens 
<400> 173 

Met Ala Ala Ala Val Val Val Ala Glu Gly Asp Ser Asp Ser Arg Pro 
15 10 15 

Gly Gin Glu Leu Leu Val Ala Trp Asn Thr Val Ser Thr Gly Leu Val 
20 25 30 

Pro Pro Ala Ala Leu Gly Leu Val Ser Ser Arg Thr Ser Gly Ala Val 
35 40 45 

Pro Pro Lys Glu Glu Glu Leu Arg Ala Ala Val Glu Val Leu Arg Gly 
5 0 55 60 

His Gly Leu His Ser Val Leu Glu Glu Trp Phe Val Glu Val Leu Gin 
65 70 75 80 

Asn Asp Leu Gin Ala Asn lie Ser Pro Glu Phe Trp Asn Ala lie Ser 
85 90 95 

Gin Cys Glu Asn Ser Ala Asp Glu Pro Gin Cys Leu Leu Leu Leu Leu 
100 105 110 

Asp Ala Phe Gly Leu Leu Glu Ser Arg Leu Asp Pro Tyr Leu Arg Ser 
115 120 125 

Leu Glu Leu Leu Glu Lys Trp Thr Arg Leu Gly Leu Leu Met Gly Thr 
130 135 140 

Gly Ala Gin Gly Leu Arg Glu Glu Val His Thr Met Leu Arg Gly Val 
145 150 155 * 160 

Leu Phe Phe Ser Thr Pro Arg Thr Phe Gin Glu Met lie Gin Arg Leu 
165 170 175 

Tyr Gly Cys Phe Leu Arg Val Tyr Met Gin Ser Lys Arg Lys Gly Glu 
180 185 190 

Gly Gly Thr Asp Pro Glu Leu Glu Gly Glu Leu Asp Ser Arg Tyr Ala 
195 200 205 

Arg Arg Arg Tyr Tyr Arg Leu Leu Gin Ser Pro Leu Cys Ala Gly Cys 
210 215 220 

Ser Ser Asp Lys Gin Gin Cys Trp Cys Arg Gin Ala Leu Glu Gin Phe 
225 230 235 240 

His Gin Leu Ser Gin Val Leu His Arg Leu Ser Leu Leu Glu Arg Val 
245 250 255 
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Ser Ala Glu Ala Val Thr Thr Thr Leu His Gin Val Thr Arg Glu Arg 
260 265 270 

Met Glu Asp Arg Cys Arg Gly Glu Tyr Glu Arg Ser Phe Leu Arg Glu 
275 280 285 

Phe His Lys Trp He Glu Arg Val Val Gly Trp Leu Gly Lys Val Phe 
290 295 300 

Leu Gin Asp Gly Pro Ala Arg Pro Ala Ser Pro Glu Ala Gly Asn Thr 
305 310 315 320 

Leu Arg Arg Trp Arg Cys His Val Gin Arg Phe Phe Tyr Arg He Tyr 
325 330 335 

Ala Ser Leu Arg He Glu Glu Leu Phe Ser He Val Arg Asp Phe Pro 
340 > 345 350 

Asp Ser Arg Pro Ala lie Glu Asp Leu Lys Tyr Cys Leu Glu Arg Thr 
355 360 365 

Asp Gin Arg Gin Gin Leu Leu Val Ser Leu Lys Ala Ala Leu Glu Thr 
370 375 380 

Arg Leu Leu His Pro Gly Val Asn Thr Cys Asp He He Thr Leu Tyr 
385 390 395 400 

He Ser Ala He Lys Ala Leu Arg Val Leu Asp Pro Ser Met Val He 
405 410 415 

Leu Glu Val Ala Cys Glu Pro He Arg Arg Tyr Leu Arg Thr Arg Glu 
420 425 430 

Asp Thr Val Arg Gin lie Val Ala Gly Leu Thr Gly Asp Ser Asp Gly 
435 440 445 

Thr Gly Asp Leu Ala Val Glu Leu Ser Lys Thr Asp Pro Ala Ser Leu 
450 455 460 

Glu Thr Gly Gin Asp Ser Glu Asp Asp Ser Gly Glu Pro Glu Asp Trp 
465 470 475 480 

Val Pro Asp Pro Val Asp Ala Asp Pro Gly Lys Ser Ser Ser Lys Arg 
485 490 495 

Arg Ser Ser Asp He He Ser Leu Leu Val Ser He Tyr Gly Ser Lys 
500 505 510 

Asp Leu Phe He Asn Glu Tyr Arg Ser Leu Leu Ala Asp Arg Leu Leu 
515 520 525 

His Gin Phe Ser Phe Ser Pro Glu Arg Glu lie Arg Asn Val Glu Leu 
530 535 540 

Leu Lys Leu Arg Phe Gly Glu Ala Pro Met His Phe Cys Glu Val Met 
545 550 555 560 

Leu Lys Asp Met Ala Asp Ser Arg Arg He Asn Ala Asn He Arg Glu 
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565 



570 



575 



Glu Asp Glu Lys Arg Pro Ala Glu Glu Gin Pro Pro Phe Gly Val Tyr 
580 585 590 

Ala Val He Leu Ser Ser Glu Phe Trp Pro Pro Phe Lys Asp Glu Lys 
595 600 605 

Leu Glu Val Pro Glu Asp He Arg Ala Ala Leu Glu Ala Tyr Cys Lys 
610 615 620 

Lys Tyr Glu Gin Leu Lys Ala Met Arg Thr Leu Ser Trp Lys His Thr 
625 630 635 640 

Leu Gly Leu Val Thr Met Asp Val Glu Leu Ala Asp Arg Thr Leu Ser 
645 650 655 

Val Ala Val Thr Pro Val Gin Ala Val He Leu Leu Tyr Phe Gin Asp 
660 665 670 

Gin Ala Ser Trp Thr Leu Glu Glu Leu Ser Lys Ala Val Lys Met Pro 
675 680 685 

Val Ala Leu Leu Arg Arg Arg Met Ser Val Trp Leu Gin Gin Gly Val 
690 695 700 

Leu Arg Glu Glu Pro Pro Gly Thr Phe Ser Val He Glu Glu Glu Arg 
705 710 715 720 

Pro Gin Asp Arg Asp Asn Met Val Leu He Asp Ser Asp Asp Glu Ser 
725 730 735 

Asp Ser Gly Met Ala Ser Gin Ala Asp Gin Lys Glu Glu Glu Leu Leu 
740 745 750 

Leu Phe Trp Thr Tyr He Gin Ala Met Leu Thr Asn Leu Glu Ser Leu 
755 760 765 

Ser Leu Asp Arg He Tyr Asn Met Leu Arg Met Phe Val Val Thr Gly 
770 775 780 

Pro Ala Leu Ala Glu He Asp Leu Gin Glu Leu Gin Gly Tyr Leu Gin 
785 790 795 800 

Lys Lys Val Arg Asp Gin Gin Leu Val Tyr Ser Ala Gly Val Tyr Arg 
805 810 815 



Leu Pro Lys Asn Cys Ser 
820 



<210> 174 
<211> 822 
<212> PRT 

<213> Homo sapiens 
<400> 174 

Met Ala Ala Ala Val Val Val Ala Glu Gly Asp Ser Asp Ser Arg Pro 



» 
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10 



15 



Gly Gin Glu Leu Leu Val Ala Trp Asn Thr Val Ser Thr Gly Leu Val 
20 25 30 

Pro Pro Ala Ala Leu Gly Leu Val Ser Ser Arg Thr Ser Gly Ala Val 
35 40 45 

Pro Pro Lys Glu Glu Glu Leu Arg Ala Ala Val Glu Val Leu Arg Gly 
50 55 60 

His Gly Leu His Ser Val Leu Glu Glu Trp Phe Val Glu Val Leu Gin 
65 70 75 80 

Asn Asp Leu Gin Ala Asn lie Ser Pro Glu Phe Trp Asn Ala He Ser 
85 90 95 

Gin Cys Glu Asn Ser Ala Asp Glu Pro Gin Cys Leu Leu Leu Leu Leu 
100 105 HO 

Asp Ala Phe Gly Leu Leu Glu Ser Arg Leu Asp Pro Tyr Leu Arg Ser 
115 120 125 

Leu Glu Leu Leu Glu Lys Trp Thr Arg Leu Gly Leu Leu Met Gly Thr 
130 135 140 

Gly Ala Gin Gly Leu Arg Glu Glu Val His Thr Met Leu Arg Gly Val 
145 150 155 160 

Leu Phe Phe Ser Thr Pro Arg Thr Phe Gin Glu Met He Gin Arg Leu 
165 170 175 

Tyr Gly Cys Phe Leu Arg Val Tyr Met Gin Ser Lys Arg Lys Gly Glu 
180 185 190 

Gly Gly Thr Asp Pro Glu Leu Glu Gly Glu Leu Asp Ser Arg Tyr Ala 
195 200 205 

Arg Arg Arg Tyr Tyr Arg Leu Leu Gin Ser Pro Leu Cys Ala Gly Cys 
210 215 220 

Ser Ser Asp Lys Gin Gin Cys Trp Cys Arg Gin Ala Leu Glu Gin Phe 
225 230 235 240 

His Gin Leu Ser Gin Val Leu His Arg Leu Ser Leu Leu Glu Arg Val 
245 250 255 

Ser Ala Glu Ala Val Thr Thr Thr Leu His Gin Val Thr Arg Glu Arg 
260 265 270 

Met Glu Asp Arg Cys Arg Gly Glu Tyr Glu Arg Ser Phe Leu Arg Glu 
275 280 285 

Phe His Lys Trp He Glu Arg Val Val Gly Trp Leu Gly Lys Val Phe 
290 295 300 

Leu Gin Asp Gly Pro Ala Arg Pro Ala Ser Pro Glu Ala Gly Asn Thr 
305 * 310 315 320 
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Leu Arg Arg Trp Arg Cys His Val Gin Arg Phe Phe Tyr Arg lie Tyr 
325 330 335 

Ala Ser Leu Arg He Glu Glu Leu Phe Ser He Val Arg Asp Phe Pro 
340 345 350 

Asp Ser Arg Pro Ala He Glu Asp Leu Lys Tyr Cys Leu Glu Arg Thr 
355 360 365 

Asp Gin Arg Gin Gin Leu Leu Val Ser Leu Lys Ala Ala Leu Glu Thr 
370 375 380 

Arg Leu Leu His Pro Gly Val Asn Thr Cys Asp He He Thr Leu Tyr 
385 390 395 400 

He Ser Ala He Lys Ala Leu Arg Val Leu Asp Pro Ser Met Val He 
405 410 415 

Leu Glu Val Ala Cys Glu Pro He Arg Arg Tyr Leu Arg Thr Arg Glu 
420 425 430 

Asp Thr Val Arg Gin He Val Ala Gly Leu Thr Gly Asp Ser Asp Gly 
435 440 445 

Thr Gly Asp Leu Ala Val Glu Leu Ser Lys Thr Asp Pro Ala Ser Leu 
450 455 460 

Glu Thr Gly Gin Asp Ser Glu Asp Asp Ser Gly Glu Pro Glu Asp Trp 
465 470 475 480 

Val Pro Asp Pro Val Asp Ala Asp Pro Gly Lys Ser Ser Ser Lys Arg 
485 490 495 

Arg Ser Ser Asp He He Ser Leu Leu Val Ser He Tyr Gly Ser Lys 
500 505 510 

Asp Leu Phe He Asn Glu Tyr Arg Ser Leu Leu Ala Asp Arg Leu Leu 
515 520 525 

His Gin Phe Ser Phe Ser Pro Glu Arg Glu He Arg Asn Val Glu Leu 
530 535 540 

Leu Lys Leu Arg Phe Gly Glu Ala Pro Met His Phe Cys Glu Val Met 
545 550 555 560 

Leu Lys Asp Met Ala Asp Ser Arg Arg He Asn Ala Asn He Arg Glu 
565 570 575 

Glu Asp Glu Lys Arg Pro Ala Glu Glu Gin Pro Pro Phe Gly Val Tyr 
580 585 590 

Ala Val He Leu Ser Ser Glu Phe Trp Pro Pro Phe Lys Asp Glu Lys 
595 600 605 



Leu Glu Val Pro Glu Asp He Arg Ala Ala Leu Glu Ala Tyr Cys Lys 
610 615 620 
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Lys Tyr Glu Gin Leu Lys Ala Met Arg Thr Leu Ser Trp Lys His Thr 
625 630 635 640 

Leu Gly Leu Val Thr Met Asp Val Glu Leu Ala Asp Arg Thr Leu Ser 
645 650 655 

Val Ala Val Thr Pro Val Gin Ala Val lie Leu Leu Tyr Phe Gin Asp 
660 665 670 

Gin Ala Ser Trp Thr Leu Glu Glu Leu Ser Lys Ala Val Lys Met Pro 
675 680 685 

Val Ala Leu Leu Arg Arg Arg Met Ser Val Trp Leu Gin Gin Gly Val 
690 695 700 

Leu Arg Glu Glu Pro Pro Gly Thr Phe Ser Val lie Glu Glu Glu Arg 
705 710 715 720 

Pro Gin Asp Arg Asp Asn Met Val Leu lie Asp Ser Asp Asp Glu Ser 
725 730 735 

Asp Ser Gly Met Ala Ser Gin Ala Asp Gin Lys Glu Glu Glu Leu Leu 
740 745 750 

Leu Phe Trp Thr Tyr lie Gin Ala Met Leu Thr Asn Leu Glu Ser Leu 
755 760 765 

Ser Leu Asp Arg He Tyr Asn Met Leu Arg Met Phe Val Val Thr Gly 
770 775 780 

Pro Ala Leu Ala Glu He Asp Leu Gin Glu Leu Gin Gly Tyr Leu Gin 
785 790 795 800 

Lys Lys Val Arg Asp Gin Gin Leu Val Tyr Ser Ala Gly Val Tyr Arg 
805 810 815 

Leu Pro Lys Asn Cys Ser 
820 



<210> 175 
<211> 145 
<212> PRT 
<213> Homo sapiens 

<400> 175 

Met Ala Phe Trp Thr Gin Leu Met Leu Leu Leu Trp Lys Asn Phe Met 
1 5 10 15 

Tyr Arg Arg Arg Gin Pro Val Gin Leu Leu Val Glu Leu Leu Trp Pro 
20 25 30 

Leu Phe Leu Phe Phe He Leu Val Ala Val Arg His Ser His Pro Pro 
35 40 45 

Leu Glu His His Glu Cys His Phe Pro Asn Lys Pro Leu Pro Ser Ala 
50 55 60 
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Gly Thr Val Pro Trp Leu Gin Gly Leu lie Cys Asn Val Asn Asn Thr 
65 70 75 80 

Cys Phe Pro Gin Leu Thr Pro Gly Glu Glu Pro Gly Arg Leu Ser Asn 
85 90 95 

Phe Asn Asp Ser Leu Val Ser Arg Leu Leu Ala Asp Ala Arg Thr Val 
100 105 110 

Leu Gly Gly Ala Ser Ala His Arg Thr Leu Ala Gly Leu Gly Lys Leu 
115 120 125 

lie Ala Thr Leu Arg Ala Ala Arg Ser Thr Ala Gin Pro Gin Pro Thr 
130 135 140 

Lys 
145 



<210> 176 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 176 

Arg Pro Leu Met Gin Asn Gly Gly Pro Glu Thr Phe Thr Lys Leu Met 
15 10 15 

Gly lie Leu Ser Asp Leu Leu Cys Gly Tyr Pro Glu Gly Gly Gly Ser 
20 25 30 

Arg Val Leu Ser Phe Asn Trp Tyr Glu Asp Asn Asn Tyr Lys Ala Phe 
35 40 45 

Leu Gly 
50 



<210> 177 

<211> 48 

<212> PRT 

<213> Homo sapiens 

<400> 177 

Arg Ala Leu Leu Gin Arg Pro Arg Gly Thr Ser Gly Pro Leu Glu Leu 
1 5 10 15 

Leu Ser Glu Ala Leu Cys Ser Val Arg Gly Pro Ser Ser Thr Val Gly 
20 25 30 

Pro Ser Leu Asn Trp Tyr Glu Ala Ser Asp Leu Met Glu Leu Val Gly 
35 40 45 



<210> 178 
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<211> 145 
<212> PRT 
<213> Homo sapiens 

<400> 178 

Met Gly Phe Val Arg Gin He Gin Leu Leu Leu Trp Lys Asn Trp Thr 
15 10 15 

Leu Arg Lys Arg Gin Lys He Arg Phe Val Val Glu Leu Val Trp Pro 
20 25 30 

Leu Ser Leu Phe Leu Val Leu He Trp Leu Arg Asn Ala Asn Pro Leu 
35 40 45 

Tyr Ser His His Glu Cys His Phe Pro Asn Lys Ala Met Pro Ser Ala 
50 55 60 

Gly Met Leu Pro Trp Leu Gin Gly He Phe Cys Asn Val Asn Asn Pro 
65 70 75 80 

Cys Phe Gin Ser Pro Thr Pro Gly Glu Ser Pro Gly He Val Ser Asn 
85 90 95 

Tyr Asn Asn Ser lie Leu Ala Arg Val Tyr Arg Asp Phe Gin Glu Leu 
100 105 110 

Leu Met Asn Ala Pro Glu Ser Gin His Leu Gly Arg He Trp Thr Glu 
115 120 125 

Leu His He Leu Ser Gin Phe Met Asp Thr Leu Arg Thr His Pro Glu 
130 135 140 

Arg 
145 



<210> 179 
<211> 833 
<212> PRT 

<213> Homo sapiens 
<400> 179 

Ala Val Ala Ala Lys Leu Asn He Pro Lys Val Leu Leu Pro Phe Thr 
15 10 15 

Arg Ala Thr Arg Val Asn Phe Thr Leu Glu Ala Ser Glu Gly Cys Tyr 
20 25 30 

Arg Trp Ser Ser Thr Arg Pro Glu Val Ala Ser lie Glu Pro Leu Gly 
35 40 45 

Ser Ser Glu Gin Gin Cys Ser Gin Lys Ala Val Val Gin Ala Arg Leu 
50 55 60 

Thr Gin Pro Ala Arg Leu Thr Ser lie lie Phe Ala Glu Asp lie Thr 
65 70 75 80 

Thr Gly Gin Val Leu Arg Cys Asp Ala He Val Asp Leu lie His Gly 
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85 



90 



95 



lie Gin lie Val Ser Thr Thr Arg Glu Leu Tyr Leu Glu Asp Ser Pro 
100 105 110 

Leu Glu Leu Lys lie Gin Ala Leu Asp Ser Glu Gly Asn Thr Phe Ser 
115 120 125 

Thr Leu Ala Gly Leu Val Phe Asp Trp Thr lie Val Lys Asp Thr Glu 
130 135 140 

Ala Asn Gly Phe Ser Asp Ser His Asn Ala Leu Arg lie Leu Thr Phe 
145 150 155 160 

Leu Glu Ser Thr Tyr lie Pro Pro Ser Tyr lie Ser Glu Met Glu Lys 
165 170 175 

Ala Ala Lys Gin Gly Asp Thr lie Leu Val Ser Gly Met Lys Thr Gly 
180 185 190 

Ser Ser Lys Leu Lys Ala Arg lie Gin Glu Ala Val Tyr Lys Asn Val 
195 200 205 

Arg Pro Ala Glu Val Arg Leu Leu He Leu Glu Asn He Leu Leu Asn 
210 215 220 

Pro Ala Tyr Asp Val Tyr Leu Leu Val Gly Thr Ser He His Tyr Lys 
225 230 235 240 

Val Gin Lys He Arg Gin Gly Lys He Thr Glu Leu Ser Met Pro Ser 
245 250 255 

Asp Gin Tyr Glu Leu Gin Leu Gin Asn Ser He Pro Asp Pro Gin Gly 
260 265 270 

Asp Pro Ala Arg Pro Val Ala Val Leu Thr Gin Asp Thr Ser Arg Val 
275 280 285 

Thr Ala Met Gin Met Gly Gin Ser Asn Leu Val Leu Gly His Arg Ser 
290 295 300 

He Arg Met Gin Gly Ala Ser Arg Leu Pro Asn Ser Thr He Tyr Val 
305 310 315 320 

Val Glu Ala Gly Tyr Leu Gly Phe Thr Val His Pro Gly Asp Arg Trp 
325 330 . 335 

Val Leu Glu Thr Gly His Leu Tyr Ala Val Thr He Glu Val Phe Asp 
340 345 350 

Arg Ser Ser Asn Lys Val Tyr Pro Ser Asp Asn He Arg He Glu Ala 
355 360 365 



Val Phe Pro Ala Glu Phe Phe Glu Val Leu Ser Ser Ser Gin Asn Gly 
370 375 380 



Ser Tyr His His Val Arg Ala He Gin Ser Gly Gin Thr Thr He Ser 
385 390 395 400 



WO 01/34627 



PCT7US00/30628 



135 



Ala Ser Leu Thr Ser Val Val Asp Gin Asp Gly Gly Val His Val Leu 
405 410 415 

Gin Val Pro Val Trp Asn Gin Gin Glu Val Asp lie His lie Pro He 
420 425 430 

Thr Leu Tyr Pro Ser He Leu Thr Phe Pro Trp Gin Pro Lys Thr Gly 
435 440 445 

Ala Tyr Gin Tyr Thr He Lys Ala His Gly Gly Ser Gly Asn Phe Thr 
450 455 460 

Trp Ser Ser Ser Ser Tyr Met Val Ala Thr Val Thr Val Lys Gly Val 
465 470 475 480 

Met Thr Thr Gly Gly Asp Thr Gly Leu Ser Val He Arg Ala His Asp 
485 490 495 

Val Gin Asn Pro Leu His Phe Gly Glu Met Lys Val Tyr Val He Glu 
500 505 510 

Pro Ser Ser Met Glu Phe Ala Pro Cys Gin Val Glu Ala Arg Val Gly 
515 520 525 

His Thr Leu Glu Leu Pro Leu Thr He Ser Gly Leu Met Pro Gly Gly 
530 535 540 

Ser Ser Glu Val Val Thr Leu Ser Asp Cys Ser His Phe Asp Leu Val 
545 550 555 560 

Val Glu Val Glu Asn Gin Gly Val Phe Gin Pro Leu Pro Gly Arg Leu 
565 570 575 

Pro Pro Gly Pro Glu His Cys Ser Gly Val Lys Val Arg Ala Asp Ala 
580 585 590 

Gin Gly Ser Thr Thr Leu Leu Val Ser Tyr Thr His Gly His Val His 
595 600 605 

Leu Gly Ala Lys He Thr Leu Ala Ala Tyr Leu Pro Leu Lys Ala Val 
610 615 620 

Asp Pro Ser Ser Val Ala Val Val Thr Leu Gly Ser Ser Lys Glu Met 
625 630 635 640 

Leu Phe Glu Gly Gly Pro Arg Pro Trp Val Leu Glu Pro Ser Lys Phe 
645 650 655 

Phe Arg Asn Val Thr Ser Glu Asp Thr Gly Ser He Ser Leu Ser Leu 
660 665 670 

Leu Gly Pro Pro Ala Ser Arg Asn Tyr Gin Gin His Arg Val Leu Val 
675 680 685 

Thr Cys Gin Ala Leu Gly Glu Gin Val He Ala Leu Ser Val Gly Asn 
690 695 700 
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Arg Pro Ser Leu Ser Asn Pro Phe Pro Ala Val Glu Pro Thr Val Val 
705 710 715 720 

Lys Ser Val Cys Ala Pro Pro Ser Arg Leu Thr Leu Met Pro Val Tyr 
725 730 735 

Ala Leu Pro Gin Leu Asp Leu Ser Cys Pro Leu Leu Gin Gin Asn Lys 
740 745 750 

Gin Val Val Pro Val Ser Ser His Arg Asn Pro Leu Leu Asp Leu Gly 
755 760 765 

Ala Tyr Asp Gin Gin Gly Arg Arg Phe Asp Asn Phe Ser Ser Leu Ser 
770 775 780 

lie Gin Trp Glu Ser Phe Arg Pro Leu Leu Ala Ser lie Glu Val Asp 
785 790 795 800 

Gin Pro Met Gin Leu Val Ser Gin Asp Asp Gly Asn Gly Gin Lys Lys 
805 810 815 

Leu His Gly Leu Gin Thr Val Ser Val His Glu Ala Ser Gly Thr Thr 
820 825 830 



Ala 



<210> 180 
<211> 833 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (4) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (194) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (212) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (253) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 180 

Ala Ala Ala Xaa Lys Leu Asn lie Pro Lys Val Leu Leu Pro Phe Thr 
15 10 15 

Arg Ala Thr Arg Val Asn Phe Thr Leu Glu Ala Ser Glu Gly Cys Tyr 



WO 01/34627 



PCT/USOO/30628 



137 

20 25 30 

Arg Trp Leu Ser Thr Arg Pro Glu Val Ala Ser He Glu Pro Leu Gly 
35 40 45 

Leu Asp Glu Gin Gin Cys Ser Gin Lys Ala Val Val Gin Ala Arg Leu 
50 55 60 

Thr Gin Pro Ala Arg Leu Thr Ser He He Phe Ala Glu Asp He Thr 
65 70 75 80 

Thr Gly Gin Val Leu Arg Cys Asp Ala He Val Asp Leu He His Asp 
85 90 95 

He Gin He Val Ser Thr Thr Arg Glu Leu Tyr Leu Glu Asp Ser Pro 
100 105 HO 

Leu Glu Leu Lys He Gin Ala Leu Asp Ser Glu Gly Asn Thr Phe Ser 
115 120 125 

Thr Leu Ala Gly Leu Val Phe Glu Trp Thr He Val Lys Asp Ser Glu 
130 135 140 

Ala Asp Arg Phe Ser Asp Ser His Asn Ala Leu Arg He Leu Thr Phe 
145 150 155 160 

Leu Glu Ser Thr Tyr He Pro Pro Ser Tyr He Ser Glu Met Glu Lys 
165 170 175 

Ala Ala Lys Gin Gly Asp Thr He Leu Val Ser Gly Met Lys Thr Gly 
180 185 190 

Ser Xaa Lys Leu Lys Ala Arg lie Gin Glu Ala Val Tyr Lys Asn Val 
195 200 205 

Arg Pro Ala Xaa Val Arg Leu Leu He Leu Glu Asn He Leu Leu Asn 
210 215 220 

Pro Ala Tyr Asp Val Tyr Leu Met Val Gly Thr Ser He His Tyr Lys 
225 ' 230 235 240 

Val Gin Lys He Arg Gin Gly Lys He Thr Glu Leu Xaa Met Pro Ser 
245 250 255 

Asp Gin Tyr Glu Leu Gin Leu Gin Asn Ser He Pro Gly Pro Glu Gly 
260 265 270 

Asp Pro Thr Arg Pro Val Ala Val Leu Ala Gin Asp Thr Ser Met Val 
275 280 285 

Thr Ala Leu Gin Leu Gly Gin Ser Ser Leu Val Leu Gly His Arg Ser 
290 295 300 

He Arg Met Gin Gly Ala Ser Arg Leu Pro Asn Ser Thr He Tyr Val 
305 310 315 320 

val Glu Pro Gly Tyr Leu Gly Phe Thr Val His Pro Gly Asp Arg Trp 
325 330 335 
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Val Leu Glu Thr Gly Arg Leu Tyr Glu lie Thr He Glu Val Phe Asp 
340 345 350 

Lys Phe Ser Asn Lys Val Tyr Val Ser Asp Asn He Arg He Glu Thr 
355 ' 360 365 

Val Leu Pro Ala Glu Phe Phe Glu Val Leu Ser Ser Ser Gin Asn Gly 
370 375 380 

Ser Tyr His Arg He Arg Ala Leu Lys Arg Gly Gin Thr Ala He Asp 
385 390 395 400 

Ala Ala Leu Thr Ser Val Val Asp Gin Asp Gly Gly Val His He Leu 
405 410 415 

Gin Val Pro Val Trp Asn Gin Gin Glu Val Glu He His He Pro He 
420 425 430 

Thr Leu Tyr Pro Ser He Leu Thr Phe Pro Trp Gin Pro Lys Thr Gly 
435 440 445 

Ala Tyr Gin Tyr Thr He Arg Ala His Gly Gly Ser Gly Asn Phe Ser 
450 455 460 

Trp Ser Ser Ser Ser His Leu Val Ala Thr Val Thr Val Lys Gly Val 
465 470 475 480 

Met Thr Thr Gly Ser Asp He Gly Phe Ser Val He Gin Ala His Asp 
485 490 495 

Val Gin Asn Pro Leu His Phe Gly Glu Met Lys Val Tyr Val He Glu 
500 505 510 

Pro His Ser Met Glu Phe Ala Pro Cys Gin Val Glu Ala Arg Val Gly 
515 520 525 

Gin Ala Leu Glu .Leu Pro Leu Arg He Ser Gly Leu Met Pro Gly Gly 
530 535 540 

Ala Ser Glu Val Val Thr Leu Ser Asp Cys Ser His Phe Asp Leu Ala 
545 550 555 560 

Val Glu Val Glu Asn Gin Gly Val Phe Gin Pro Leu Pro Gly Arg Leu 
565 570 575 

Pro Pro Gly Ser Glu His Cys Ser Gly Val Arg Val Lys Ala Glu Ala 
580 585 590 

Gin Gly Ser Thr Thr Leu Leu Val Ser Tyr Arg His Gly His Val His 
595 600 605 

Leu Ser Ala Lys He Thr He Ala Ala Tyr Leu Pro Leu Lys Ala Val 
610 615 620 



Asp Pro Ser Ser Val Ala Leu Val Thr Leu Gly Ser Ser Lys Glu Met 
625 630 635 640 
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Leu Phe Glu Gly Gly Pro Arg Pro Trp He Leu Glu Pro Ser Lys Phe 
645 650 655 

Phe Gin Asn Val Thr Ala Glu Asp Thr Asp Ser He Gly Leu Ala Leu 
660 665 670 

Phe Ala Pro His Ser Ser Arg Asn Tyr Gin Gin His Trp He Leu Val 
675 680 685 

Thr Cys Gin Ala Leu Gly Glu Gin Val He Ala Leu Ser Val Gly Asn 
690 695 700 

Lys Pro Ser Leu Thr Asn Pro Phe Pro Ala Val Glu Pro Ala Val Val 
705 710 715 720 

Lys Phe Val Cys Ala Pro Pro Ser Arg Leu Thr Leu Val Pro Val Tyr 
725 730 735 

Thr Ser Pro Gin Leu Asp Met Ser Cys Pro Leu Leu Gin Gin Asn Lys 
740 745 750 

Gin Val Val Pro Val Ser Ser His Arg Asn Pro Leu Leu Asp Leu Ala 
755 760 765 

Ala Tyr Asp Gin Glu Gly Arg Arg Phe Asp Asn Phe Ser Ser Leu Ser 
770 775 780 

He Gin Trp Glu Ser Thr Arg Pro Val Leu Ala Ser He Glu Pro Glu 
785 790 795 800 

Leu Pro Met Gin Leu Val Ser Gin Asp Asp Glu Ser Gly Gin Lys Lys 
805 810 815 

Leu His Gly Leu Gin Ala He Leu Val His Glu Ala Ser Gly Thr Thr 
820 825 830 



Ala 



<210> 181 
<211> 315 
<212> PRT 
<213> Homo sapiens 

<400> 181 

Ala He Ser Ala Thr Ala Thr Gly Tyr Gin Gin Ser His Leu Ser Ala 
! 5 10 15 

Ala Gly Val Lys Gin Leu Arg Asp Pro Leu Val Pro Val Ser Ala Ser 
20 25 30 

He Glu Leu He Leu Val Glu Asp Val Arg Val Ser Pro Glu Glu Val 
35 40 45 

Thr He Tyr Asn His Pro Gly Val Gin Val Glu Leu His He Thr Glu 
50 55 60 
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Gly Ser Gly Tyr Phe Phe Leu Asn Thr Ser Thr Gin Asp He He Asn 
65 70 75 80 

Val Ala Tyr Gin Asp Thr Arg Gly Val Ala Met Val His Pro Leu Phe 
85 90 95 

Pro Gly Ser Ser Thr Val Met Val His Asp Leu Cys Leu Thr Phe Pro 
100 105 110 

Ala Pro Ala Lys Ala Thr He His Val Ser Asp He Gin Glu Leu Tyr 
115 120 125 

Val Arg Val Val Asp Lys Val Glu He Gly Lys Ala Val Lys Ala Tyr 
130 135 140 

Val Arg Val Leu Asp Phe Tyr Lys Lys Pro Phe Leu Ala Lys Tyr Phe 
145 150 155 160 

Thr Phe Met Asp Leu Lys Leu Arg Ala Ala Ser Gin He He Thr Leu 
165 170 175 

Val Thr Leu Asp Glu Ala Leu Asp Asn Tyr Thr Ala Thr Phe Leu Val 
180 185 190 

His Gly Val Ala He Gly Gin Thr Ser Leu Ser Ala Ser Val Thr Asp 
195 200 205 

Lys Ser Gly Gin Arg Val Ser Ser Thr Ala Gin Gin He Glu Val Phe 
210 215 220 

Pro Pro Phe Arg Leu He Pro Arg Lys Val Thr Leu He He Gly Ala 
225 230 235 240 

Met He Gin He Thr Ser Glu Gly Gly Pro Gin Pro Gin Ser Asn He 
245 250 255 

Leu Phe Ser He Asn Asn Glu Ser Val Ala Ala Val Ser Ser Ala Gly 
260 265 270 

Leu Val Arg Gly Leu Met Val Gly Asn Gly Ser Val Leu Gly Val Val 
275 280 285 

Gin Ala Val Asp Ala Glu Thr Gly Lys Val He He Val Ser Gin Asp 
290 295 300 



His Val Glu Val Glu Val Leu Gin Leu Gin Ala 
305 310 315 



<210> 182 
<211> 315 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> SITE 
<222> (17) 

<223> Xaa equals any of the naturally occurring L-amino acids 
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<220> 

<221> SITE 
<222> (217) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 182 

Ser He Thr Ala Thr Ala Thr Gly Tyr Gin Glu Ser His Leu Ser Ser 
! 5 10 15 

Xaa Arg Thr Lys Gin Pro His Asp Pro Leu Val Pro Leu Ser Ala Ser 
20 25 30 

He Glu Leu He Leu Val Glu Asp Val Arg Val Ser Pro Glu Glu Val 
35 40 45 

Thr He Tyr Asn His Pro Gly He Gin Ala Glu Leu Arg He Arg Glu 
50 55 60 

Gly Ser Gly Tyr Phe Phe Leu Asn Thr Ser Thr Ala Asp Val Val Lys 
65 ^ 70 75 80 

Val Ala Tyr Gin Glu Ala Arg Gly Val Ala Met Val His Pro Leu Leu 
85 90 95 

Pro Gly Ser Ser Thr He Met He His Asp Leu Cys Leu Val Phe Pro 
100 105 HO 

Ala Pro Ala Lys Ala Val Val Tyr Val Ser Asp He Gin Glu Leu Tyr 
115 120 125 

He Arg Val Val Asp Lys Val Glu He Gly Lys Thr Val Lys Ala Tyr 
130 135 140 

Val Arg Val Leu Asp Leu His Lys Lys Pro Phe Leu Ala Lys Tyr Phe 
145 150 155 160 

Pro Phe Met Asp Leu Lys Leu Arg Ala Ala Ser Pro He He Thr Leu 
165 170 175 

Val Ala Leu Asp Glu Ala Leu Asp Asn Tyr Thr He Thr Phe Leu He 
180 185 190 

Arg Gly Val Ala He Gly Gin Thr Ser Leu Thr Ala Ser Val Thr Asn 
195 200 205 

Lys Ala Gly Gin Arg He Asn Ser Xaa Pro Gin Gin He Glu Val Phe 
210 215 220 

Pro Pro Phe Arg Leu Met Pro Arg Lys Val Thr Leu Leu He Gly Ala 
225 " 230 235 240 

Thr Met Gin Val Thr Ser Glu Gly Gly Pro Gin Pro Gin Ser Asn He 
245 250 255 

Leu Phe Ser He Ser Asn Glu Ser Val Ala Leu Val Ser Ala Ala Gly 
260 265 270 
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Leu Val Gin Gly Leu Ala He Gly Asn Gly Thr Val Ser Gly Leu Val 
275 280 285 

Gin Ala Val Asp Ala Glu Thr Gly Lys Val Val He He Ser Gin Asp 
290 295 300 

Leu Val Gin Val Glu Val Leu Leu Leu Arg Ala 
305 310 315 



<210> 183 

<211> 47 

<212> PRT 

<213> Homo sapiens 

<400> 183 

Pro Leu Ala Leu Thr Pro His Ala Ser Pro Gin His Ser Pro His Tyr 
15 10 15 

Leu Ala Ser Ser Pro Thr Ala Phe Asn Thr Leu Pro Ser Asp Arg Lys 
20 25 30 

Ala Ser Pro Pro Ser Gly Leu Trp Ser Pro Ala Tyr Ala Ser His 
35 40 45 



<210> 184 
<211> 46 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (27) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (34) 

<223> Xaa equals stop translation 
<400> 184 

Pro Phe Trp Phe Thr Arg His Gin Glu Pro Gin His His Cys His Cys 
15 10 15 

His Trp Leu Pro Gly Val Pro Pro Gin Leu Xaa Gin Asn Lys Ala Ala 
20 25 30 

Ala Xaa Pro Ser Gly Ala Ser Val Gly Leu His Arg Ala His 
35 40 45 



<210> 185 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 185 
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Val Glu Ser Glu Leu Leu His Thr Tyr Ser Lys Val Asp Pro Phe Asp 
1 5 10 15 

Val Leu He Leu Cys Val Arg Val Ala Val Leu Thr Ala Val Thr Leu 
20 25 30 

Thr Val Pro He Val Leu Phe Pro Val Arg Arg Ala He Gin Gin Met 
35 40 45 

Leu Phe Pro Asn Gin Glu Phe Ser Trp Leu Arg His Val Leu He Ala 
50 55 60 

Val Gly Leu Leu Thr Cys He Asn Leu Leu Val He Phe Ala Pro Asn 
65 70 75 80 

He Leu Gly He Phe Gly Val He Gly Ala Thr Ser Ala Pro 
85 90 



<210> 186 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (38) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (43) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (51) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (83) 

<22 3> Xaa equals any of the naturally occurring L-amino acids 
<400> 186 

Val Lys Ala Glu Met Leu His Met Tyr Ser Gin Lys Asp Pro Leu He 
15 10 15 

Leu Cys Val Arg Leu Ala Val Leu Leu Ala Val Thr Leu Thr Val Pro 
20 25 30 

Val Val Leu Phe Pro Xaa Arg Arg Ala Leu Xaa Gin Leu Leu Phe Pro 
35 40 45 

Gly Lys Xaa Phe Ser Trp Pro Arg His Val Ala He Ser Ser Asp Leu 
50 55 60 

Leu Val Trp Ser Met Ser Leu Ser Ser Val Cys Gin His Pro Gly Tyr 
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65 



70 



75 



80 



Leu Trp Xaa Leu lie Gly Ser Thr Gin Ala Pro 
85 90 



<210> 187 
<211> 374 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (320) 

<22 3> Xaa equals any of the naturally occurring L-amino acids 
<400> 187 

Glu Lys Pro Tyr Leu Val Glu Glu Ala Val Ser Tyr Asn Glu Leu Asp 
15 10 15 

Tyr Val Ser Val Gly Leu Asp Gin Gin Thr Val Lys Leu Val Cys Thr 
20 25 30 

Asn Arg Arg Lys Gin Phe Leu Leu Asp Thr Ala Asp Val Ala Leu Ala 
35 40 45 

Glu Phe Phe Leu Ala Ser Leu Lys Ser Ala Met lie Lys Gly Cys Arg 
50 55 60 

Glu Pro Pro Tyr Pro Ser lie Leu Thr Asp Ala Thr Met Glu Lys Leu 
65 70 75 80 

Ala Leu Ala Lys Phe Val Ala Gin Glu Ser Lys Cys Glu Ala Ser Ala 
85 90 95 

Val Thr Val Arg Phe Tyr Gly Leu Val His Trp Glu Asp Pro Thr Asp 
100 105 110 

Glu Ser Leu Gly Pro Thr Pro Cys His Cys Ser Pro Pro Glu Gly Thr 
115 120 125 

lie Thr Lys Glu Gly Met Leu His Tyr Lys Ala Gly Thr Ser Tyr Leu 
130 135 140 

Gly Lys Glu His Trp Lys Thr Cys Phe Val Val Leu Ser Asn Gly lie 
145 150 155 160 

Leu Tyr Gin Tyr Pro Asp Arg Thr Asp Val lie Pro Leu Leu Ser Val 
165 170 175 

Asn Met Gly Gly Glu Gin Cys Gly Gly Cys Arg Arg Ala Asn Thr Thr 
180 185 190 

Asp Arg Pro His Ala Phe Gin Val lie Leu Ser Asp Arg Pro Cys Leu 
195 200 205 

Glu Leu Ser Ala Glu Ser Glu Ala Glu Met Ala Glu Trp Met Gin His 
210 215 220 
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Leu Cys Gin Ala Val Ser Lys Gly Val He Pro Gin Gly Val Ala Pro 
22 5 230 235 240 

Ser Pro Cys He Pro Cys Cys Leu Val Leu Thr Asp Asp Arg Leu Phe 
245 250 255 

Thr Cys His Glu Asp Cys Gin Thr Ser Phe Phe Arg Ser Leu Gly Thr 
260 265 270 

Ala Lys Leu Gly Asp He Ser Ala Val Ser Thr Glu Pro Gly Lys Glu 
275 280 285 

Tyr Cys Val Leu Glu Phe Ser Gin Asp Ser Gin Gin Leu Leu Pro Pro 
290 295 300 

Trp Val He Tyr Leu Ser Cys Thr Ser Glu Leu Asp Arg Leu Leu Xaa 
305 310 315 320 

Ala Leu Asn Ser Gly Trp Lys Thr He Tyr Gin Val Asp Leu Pro His 
325 • 330 335 

Thr Ala He Gin Glu Ala Phe Asn Lys Lys Lys Phe Glu Asp Ala Leu 
340 345 350 

Ser Leu He His Ser Ala Trp Gin Arg Ser Asp Ser Leu Cys Arg Gly 
355 360 365 

Arg Ala Ser Glu Thr Pro 
370 



<210> 188 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (21) 

<22 3> Xaa equals any of the naturally occurring L-amino acids 
<220> 

<221> SITE 
<222> (35) 

<223> Xaa equals any of the naturally occurring L-ammo acids 
<220> 

<221> SITE 
<222> (78) 

<223> Xaa equals any of the naturally occurring L-ammo acids 
<220> 

<221> SITE 
<222> (80) 

<223> Xaa equals stop translation 



<220> 
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<221> SITE 
<222> (85) 

<223> Xaa equals stop translation 
<220> 

<221> SITE 
<222> (93) 

<223> Xaa equals stop translation 
<400> 188 

Tyr Arg Phe Asn Ala lie Pro He Lys He Pro Met Ala Phe Phe Met 
15 10 15 

Glu He Glu Lys Xaa Asn Leu Lys Phe He Trp Asn His Lys Gly Pro 
20 25 30 

Gin He Xaa Lys Thr He Leu Arg Lys Lys Asn Lys Gly Gly Gly Phe 
35 40 45 

lie Phe Pro Asp Phe Lys Val Tyr Tyr Lys Ala Thr Val He Lys Thr 
50 55 60 

Val Arg Tyr Trp Gin Lys Asp Arg His He Thr Asn Gly Xaa Lys Xaa 
65 70 75 80 

Arg Ala Gin Lys Xaa Thr His Ala Asn Met Phe Asn Xaa Phe Ser Thr 
85 90 95 

Arg Val Pro Gly Thr His Asn Glu Ala Arg He Val Ser Ser Thr Asn 
100 105 110 

Thr Trp Glu Asn Trp Met Ser Thr Cys Lys Arg Met Lys Phe Asp Pro 
115 120 125 

Tyr Leu Thr Leu Tyr Thr Lys lie Tyr Ser Lys Trp Thr Lys Asp Leu 
130 135 14 0 

Ser 
145 



<210> 189 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 189 

Gly Glu Gly lie Leu Leu Ser Gly Gly Asp Lys Trp Ser Arg His Arg 
15 10 15 

Arg Met Leu Thr Pro Ala Phe His Phe Asn He Leu Lys Ser Tyr lie 
20 25 30 

Thr He Phe Asn Lys Ser Ala Asn lie Met Leu Asp Lys Trp Gin His 
35 40 45 



Leu Ala Ser Glu Gly Ser Ser Cys Leu Asp Met Phe Glu His He Ser 
50 55 60 
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Leu Met Thr Leu Asp Ser Leu Gin Lys Cys He Phe Ser Phe Asp Ser 
65 70 75 80 

His Cys Gin Glu Arg Pro Ser Glu Tyr He Ala Thr He Leu Glu Leu 
85 90 95 

Ser Ala Leu Val Glu Lys Arg Ser Gin His He Leu Gin His Met Asp 
100 105 HO 

Phe Leu Tyr Tyr Leu Ser His Asp Gly Arg Arg Phe His Arg Ala Cys 
!15 120 125 

Arg Leu Val His Asp Phe Thr Asp Ala Val He Arg Glu Arg Arg Arg 
130 135 140 

Thr Leu Pro Thr Gin Gly He Asp Asp Phe Phe Lys Asp Lys Ala Lys 
145 150 155 160 

Ser Lys Thr Leu Asp Phe He Asp Val Leu Leu Leu Ser Lys Asp Glu 
165 170 175 

Asp Gly Lys Ala Leu Ser Asp Glu Asp He Arg Ala Glu Ala Asp Thr 
180 185 190 

Phe Met Phe Gly Gly His Asp Thr Thr Ala Ser Gly Leu Ser Trp Val 
195 200 205 

Leu Tyr Asn Leu Ala Arg His Pro Glu Tyr Gin Glu Arg Cys Arg Gin 
210 215 220 

Glu Val Gin Glu Leu Leu Lys Asp Arg Asp Pro Lys Glu He Glu Trp 
225 230 235 240 

asp Asp Leu Ala Gin Leu Pro Phe Leu Thr Met Cys Val Lys Glu Ser 
245 250 255 

Leu Arg Leu His Pro Pro Ala Pro Phe He Ser Arg Cys Cys Thr Gin 
260 265 270 

Asp He Val Leu Pro Asp Gly Arg Val He Pro Lys Gly He Thr Cys 
275 280 285 

Leu He Asp He He Gly Val His His Asn Pro Thr Val Trp Pro Asp 
290 295 300 

Pro Glu Val Tyr Asp Pro Phe 
305 310 



<210> 190 
<211> 312 
<212> PRT 

<213> Homo sapiens 

<400> 190 . , 

Gly Glu Gly He Leu Leu Ser Gly Gly Asp Lys Trp Ser Arg His Arg 
i J 5 10 15 
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Arg Met Leu Thr Pro Ala Phe His Phe Asn lie Leu Lys Ser Tyr lie 
20 25 30 

Thr lie Phe Asn Lys Ser Ala Asn lie Met Leu Asp Lys Trp Gin His 
35 40 45 

Leu Ala Ser Glu Gly Ser Ser Arg Leu Asp Met Phe Glu His lie Ser 
50 55 60 

Leu Met Thr Leu Asp Ser Leu Gin Lys Cys lie Phe Ser Phe Asp Ser 
65 70 75 80 

His Cys Gin Glu Arg Pro Ser Glu Tyr lie Ala Thr He Leu Glu Leu 
85 90 95 

Ser Ala Leu Val Glu Lys Arg Ser Gin His He Leu Gin His Met Asp 
100 105 110 

Phe Leu Tyr Tyr Leu Ser His Asp Gly Arg Arg Phe His Arg Ala Cys 
115 120 125 

Arg Leu Val His Asp Phe Thr Asp Ala Val He Arg Glu Arg Arg Arg 
130 135 140 

Thr Leu Pro Thr Gin Gly He Asp Asp Phe Phe Lys Asp Lys Ala Lys 
145 150 155 160 

Ser Lys Thr Leu Asp Phe He Asp Val Leu Leu Leu Ser Lys Asp Glu 
165 170 175 

Asp Gly Lys Ala Leu Ser Asp Glu Asp He Arg Ala Glu Ala Asp Thr 
180 185 190 

Phe Met Phe Gly Gly His Asp Thr Thr Ala Ser Gly Leu Ser Trp Val 
195 200 205 

Leu Tyr Asn Leu Ala Arg His Pro Glu Tyr Gin Glu Arg Cys Arg Gin 
210 215 220 

Glu Val Gin Glu Leu Leu Lys Asp Arg Asp Pro Lys Glu lie Glu Trp 
225 230 235 240 

Asp Asp Leu Ala Gin Leu Pro Phe Leu Thr Met Cys Val Lys Glu Ser 
245 250 255 

Leu Arg Leu His Pro Pro Ala Pro Phe He Ser Arg Cys Cys Thr Gin 
260 265 270 

Asp lie Val Leu Pro Asp Gly Arg Val He Pro Lys Gly He Thr Cys 
275 280 285 



Leu He Asp He He Gly Val His His Asn Pro Thr Val Trp Pro Asp 
290 295 300 



Pro Glu Val Leu Pro Ser Pro Phe 
305 310 
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Groups 48.-560. Cairn 20. in par,, drawn to a method of identifying a binding partner to a po.ypeptide defined by SEQ 
,D NO Y, wherein Y correlates to one of those listed in Tab.e I . and corresponds to one of the cDNA Clone IDs. 

respectively. For examples, 

,f group 48. is elected, this corre.a.es to Gene no I. cDNA Cone ID HWEAC77of Tab.e 1. wherein Y is 91. 
,f group 638 is elected, this correlates to Gene No 2. cDNA Cone ID HRAEH37. wherein Y is 92. 

Groups 56 .-640. Cain, 22. in part, fan to a method of ident.lying an activity in a biologiea. assay by identification of 
the protein in the supernatant wherein the cel. espresso a polypeptide encoded by SEQ ID NO X. wherein X correlates 
to one of those listed in Tab.e .. and corresponds to one of the cDNA Cone IDs. respectively. For examples. 

U group 56. is elected, this correlates to Gene no I. cDNA Cone ID HWEAC77of Table 1. wherein X is 1 1. 
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If group 562 is elected, this correlates to Gene No 2, cDNA clone ID HRAEH37, wherein X is 12. 



The inventions listed as Croups 1-640 do not relate to a single inventive concept under PCT Rule 13.1 because, under 
PCT Rule 13.2, they lack the same or corresponding special technical features for the following reasons: 

The polynucleotides and polypeptides of each of the clones in Table 1 are unrelated, each to the other. The 
polynucleotide sequences encode structurally distinct polypeptides and do not share a special technical feature. 
Furthermore, the technical feature that links the DNA. protein, antibody, methods of CDNA clone HWEAC77 (see Table 
l)is not a contribution over the prior art. See the various documents cited in the search report. Thus the technical feature 
of the polynucleotide sequence is not special and the groups are not so linked under PCT Rule 13.1. Additionally the 
claimed methods produce different products and/or different results which are not coextensive and which do not share 
the same technical feature. 
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